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Nucleic Acids Abstracts commenced 
publication in 1971 and is published 
monthly. Each issue contains between 700 
and 900 abstracts followed by an author 
index. 


Arrangement of subject matter 

The table of contents shows the full scope 
of the journal. Every paper citing any 
physical, chemical or biological aspect of 
nucleic acids, nucleoproteins, nucleotides, 
nucleosides, and related purines and 
pyrimidines is reported. Papers relating to 
nucleotides will be included only where 
they are of direct relevance to the nucleic 
acids themselves. Within each section 
abstracts are sequenced in a logical order, 
wherever possible keeping together 

the same types of compounds, interactions 
or organisms. For studies in vertebrates, 
the abstracts are grouped according to 

the organ or tissue culture under 
investigation. The review section is ordered 
alphabetically according to the first author. 
Abstracts are allocated to the section 
(subsection) to which they are most 
relevant and cross-referred to other 
sections (subsections) where appropriate. 


Bibliographic data 

Titles of English language papers are 
quoted verbatim, and English translations 
of foreign language papers are provided. In 
the case of papers in the European 
languages excluding those using 
non-Latin alphabets, the original title is 
also quoted. Bibliographic details cited are 
the names of all authors, journal title, 
volume and issue numbers, page numbers 
and date of publication. The address 
provided is that of the first-named author 
except where an alternative correspondence 
address is given, in which case the name 
of the appropriate author is asterisked. 
Journal titles are abbreviated in 
accordance with the procedures laid down 
by the American National Standards 
Institute. The language in which the paper 
is written and the language(s) in whicha 
summary is provided are indicated at the 
end of the abstract. 


The abstract 

The IRL editorial policy is as follows : where 
the author’s summary or abstract, as 
published in the source journal, is written in 
English and is editorially acceptable, it is 
cited verbatim except for (a) minor 
alterations (concerned principally with 


style), and (b) abbreviations. In all 

other cases new abstracts are prepared 
based as far as possible on any abstract 0 
summary provided in the source journal. 


Coverage 

In compiling each month’s issue, IRL’s 
editorial staff monitor approximately 
4300 primary journals and other source 
references for papers falling within the 
scope of Nucleic Acids Abstracts. 


Annual indexes 
A subject index is compiled simultaneous; 
with the preparation of each issue and is 
supplied together with a cumulative 

author index after completion of the volur 


Copies of abstracted material | 
Due to copyright restrictions the publishe: 
cannot supply copies of material from whi 
the abstracts are prepared. However, 
provided the necessary copyright 
declarations are made, copies will normall 
be obtainable from your local! library. In ca. 
of difficulty, the publishers will be pleasec 
to give any assistance they can. 
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Preface 


From 1976, IRL has adopted a new 
System for the preparation of 
annual subject indexes. The system 
is based on the use of key word 


listings derived 


free-term indexes. 
For each abstract, the indexer 
selects terms from a fixed list of 


key words which is constantly 


updated. 


The word list contains terms which 
will appear as entry points in the 
index, and subsidiary descriptor 

terms (e.g. aminoacylation, primary 


structure, purification). 
From the terms selected, several 


chains of key words are derived, their 


word order being 
indexer. 


The terms are separated by the 
following punctuation symbols: 


(1) Comma - 
(2) Hyphen = 


(3) Oblique - 
(4) Plus sign - 


(5) Cross sign - 


determined by the 


(a) 


used to separate 
terms as in a normal 
sentence. 

used to indicate a (b) 
relationship between 

terms. 

used to indicate an 

alternative. 


used to indicate a 
combination. 


used as an indication 
of hybrid formation. 


Throughout the indexes cross- 
‘references are included. These are 
of one of the following types. 


(1) Directing the user from one 
synonym to another e.g. F-factor; 
see also colicinogenic factor, 
episome, plasmid, R-factor. 


(2) Guiding the user from the general 
to the more specific e.g. 
Antidiuretic hormone: 
see Vasopressin, 


_ Worked example; 


Title of abstract: 


from the previous Characterization of the non-histone 
nuclear proteins associated with 
rapidly labelled heterogeneous 
nuclear RNA 


Entry terms: 


RNA (heterogeneous nuclear) 
Nonhistone protein 


Subsidiary descriptors: Associated, 


characterization 


Index chains: 


RNA (heterogeneous nuclear), 
associated, nonhistone 
protein, characterization 


Nonhistone protein, 
RNA (heterogeneous nuclear) 
- associated, characterization. 
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A9-cell, 2-Acetylaminofluorene(Contd), 


resistance-uridine(6-aza)/adenosine, effect on RNA biosynthesis/RNA polymerase I 
concurrent development 1103 activity, rat liver 3037 
A-type particle, Acetylcholine, 
DNA, characterization 3112 effect on RNA surface tension, rat brain 
murine myeloma, relationship-oncornavirus 4113 
2959 Acetyl cholinesterase, 
myeloma, occurrence-RNA 60-70S/reverse acttvity, effect of progesterone, Bufo 
transcriptase 3523 melanostictus 5204 
protein biosynthesis in vitro, membrane bound Celerio euphorbiae, pupa, diapause, effect of 
polyribosome 5122 juvenile hormone/beta-ecdysone 245 
A-type virus, Acetylene dicarboxylic acid, 
infected neuroblastoma, DNA polymerase ester, addition-pyrimidine (5-amino), product 
activity, effect of uridine (iododeoxy) + identification 6067 
dexamethasome 5635 ester, interaction-pyrimidine/pyrimidine 
Abelia grandiflora, (S-nitro-4-amino) 6963 
tymovirus, purification, properties 204 Acetylsalicylic acid, 
Abortive infection, induction-chromosome breakage, Allium cepa 
Syrian hamster, human cytomegalovirus, 3859 
stimulation-DNA biosynthesis/mitosis 2659 N-Acetyltransferase, ‘ 
Abrin, induction, pineal gland, reauirement-RNA 
inactivation-ribosome 1224 biosynthesis, circadian rhythm 4124 
inhibition-GTP hydrolysis site, ribosomal Acheta domesticus, 
subunit 60S 1223 polyribosome disaggregation, sucrose gradient 
inhibition-ribosome, effect of elongation centrifugation 4569 
factor EF-2 4058 Achlya ambisexualis, 
Abscisic acid, DNA, isolation/characterization 2592 
effect on RNase/acid phosphatase, Rhoeo rRNA biosynthesis 4117 
discolor, senescence 4297 RNA biosynthesis/protein biosynthesis, 2ffect 
Acclimatization, of antheridiol 6310 
altitude, effect on irradiation, DNA, spleen rRNA biosynthesis, stimulation-antheridiol 
323 5203 
high-altitude, DNA biosynthesis, Lymphoid Achlya bisexualis, 
organ 389 acid phosphatase, occurrence/localization 
Acer pseudoplatanus, 4967 
poly(A)-containing RNA, Acholeplasma laidlawii, 
distribution/properties 3496 radiosensitivity 1397 
rRNA gene, reiteration 2233 Acid phosphatase, 
rRNA precursor, maturation 2602 localization, Uremastix hardwickii brain 
Acetabularia cliftonii, 33:35 : 
chloroplast, detection-closed circular DNA occurrence/localization-Achlya bisexualis 
6350 4967 
Acetabularia mediterranea, Rhoeo discolor, senescence, effect of 
cytoplasm, RNA distribution gradient 4082 kinetin/auxin/abscisic acid 4397 
ribonucleoprotein, properties 3250 Acinetobacter calcoaceticus, 
RNA biosynthesis, effect of auxin 790 RNA polymerase purification/properties 4288 
RNA, distribution 3529 Acipenser ruthenus, 
rRNA, transport 5232 oocyte, thymidine incorporation during 
Acetic acid, prophase 5896 
stimulation-DNA biosynthesis, epidermis 3765 Acrididae, 
Acetic anhydride, spermatid, relationship-microtubule/chromatin 
effect on histone binding-calf thymus 2274 
chromatin/protamine 4864 Acridine dimer, 
Acetone, interact ion-AMP/adenylyl-(3'-5')-adenosine, 
effect on protein biosynthesis/DNA NMR 2974 
biosynthesis/collagen biosynthesis, human intercalation, DNA <97 
skin 2197 Acridine dye, 
N-acetoxy-2-acetylaminofluorene, interaction, DNA &42 
binding, DNA 847 Acridine orange, 
effect on DNA fragment formation 6377 binding-DNA, effect of chromatin 582C 
effect on DNA repair, Chinese hamster cell bindinag-DNA, effect on Friend Leukaemi3 virus 
, 5410 induced erythroleukaemia 47595 
effect on nuclear DNA biosynthesis, rat Liver binding-double-stranded RNA/tRNA, circulsr 
3750 dichroism 6256 
7-fluoro derivative/7-iodo derivative, effect on chromosome R bandina/su banding 522 
modification-calf thymus DNA, orientation effect on mitosis, Pleurodeles waltii luna 
5279 3036 
induced DNA excision-repair, during effect on repxir, UV-irradiation-Eudorina 
hypertension 5419 elegans 2188 
induction-DNA repair, Escherichia coli 2187 fluorescence, nucleus, liver/ceiritral nervous 
Acetyl-CoA carboxylase, system 826 : 
biosynthesis, polyribosome content, microfluorimetry, assay-DNA strand separstion 
regulation 5118 4177 
polyribosome, content, effect of obesity, mutagenicity, Saccharomyces cerevisise, 
mouse 5121 effect of irradiation %763 
‘Acetyl kidamycin, RNA conformation 1267 
i= interaction-DNA 2096 Acridine yellow, é oe 
(2-Acetylaminofluorene, mutagenicity, Saccharomyces cerzvisise, 


effect on DNA fragment formation 6377 effect of irradiation 3763 


Acriflavine, Actinomycin D(Contd), 


effect on repair, UV-irradiat ion-Eudorina effect on macronucleus, Tetrahymena 
elegans 2188 pyriformis 796 ri 

Acrinol, effect on mitosis, Pleurodeles waltii luna 
use-DNA stainina 41890 3036 ha 

Acrylamide, effect on restriction endonuclease cleavaae 
polymerization, electrophoresis-DNA/rRNA site 6622 ‘ x 

1268 effect on ribosome biosynthesis, pot2to virus 
. 2 

Acrylic acid X, X-body function 5112 , 

complex-poly(A) G-vinyl)/poly(U) (1-vinyl), effect on RNA biosynthesis Chinese hamster 
synthesis/biological activity 650 cell 3356 : F j 

Acryloylurea, effect on rRNA biosynthesis, Chinese hamster 
use-uracil synthesis 6°79 cell 1569 : 

Actias luna, effect on RNA biosynthesis, normal/cowpea 
oocyte, mRNA biosynthesis/transport/storage chlorotic mottle virus-infected Viona 

6303 sinensis %542 ; 

Actin, effect on °NA biosynthesis/protein 

cytoplasmic/muscle, aene characterization, biosynthesis, Chinese hamster cell 1337 
use-mRNA 5238 effect on RNA biosynthesis/rprotein 
identification, rat liver chromatin 971 biosynthesis, potato tuber meristem 1238 

F-Actin, effect on PNA biosynthesis, Turnip vellow 
effect of DNase I 1003 mos3ic virus infected Brassica sinensis 

G-Actin, 2029 ; . . 
complex-DNase I 1003 effect on 8NA biosynthesis, Turnip yellow 

Actinomyces coelicolor 66, mosaic virus infected Chinese c3bbace FO2ea 
DNA, pyrimidine distribution 6428 effect on RNA structure, Junin virus infected 

Actinomyces lividans, BHK—21 celts S165 5 . 
prophage infected, DNA biosynthesis, effect effect on transcription, 27&8C cells 2921 

of temperature 5366 effect on translation, reaulation-RNase 

Actinomyces naeslundii, biosynthesis, Brassica rapa 2296 

Actinomyces viscosus antiaen, effect on tryptonhand,!-dioxyaenase mRNA 
relationship-plasmid-like DNA 4839 level during superinduction, rat liver 829 
pathogenicity, effect of redox potential effect on tyrosine aminotransferzse, hepatoma 

2940 ee 

Actinomyces rimosus, enhancement-human interferon 3543 
mycelium, content-DNA/RNA/Lipid 1945 inhibition-RNA biosynthesis, Saccharomyces 
RNase/DNase activity, cerevisiae mutent 5259 

relationship-oxytetracycline production inhibition-PRNA transport, Tetrahymena 
5512 pyriformis 257 
Ree ek mmucetedys comparison-cattle pancreas inhibition-tobacco mos3ic virus replication 
6 2169 

Actinomyces viscosus, interaction-DNA 23654 
talose(6-deoxy) antigen, mutagenicity, Neurospora crassa 1410 

relationship-~plasmid-lLike DNA 4839 sensitivity, amphotericin B induction, Hela 

Actinomycetes, cell 256 
DNA degradation activity, screening 1653 Actinomycin D(7-amino), 

Actinomycin, complex-DNA, fluorescence characteristics 3 
binding-DNA, assay 4196 1411 af 
binding-DNA, effect of daunomycin/ethidium Actinophage F448, : 

bromide/mithramycin 2599 DONA, pyrimidine distribution 6428 
binding-nuc leotide(deoxyribo), stoichiometry Activation factor I, ; 
6120 : effect on RNA biosynthesis, Periplaneta . 
effect on mitochondrial RNA biosynthesis americana/Galleria mellonella prothoracic 
4664 gland 2024 
inhibition-transcription, RNA polymerase, Acute infectious lymphocytosis, 


Streptomyces antibioticus 5531 
interaction-DNA 5266 
sensitive, endonuclease, association-DNA 


enterovirus EVU-16, characterization 2972 
Adamantanylphosphonate(2°,3*-cyclo-1), 
derivative-uridine/uridine(5-bromo) /uridine 


‘ 


biosynthesis, Tradescantia pollen nucleus (5*°-fluoro-5'-deoxy), synthesis 5621 
1733 Adenine, 
Actinomycin D, activity-haematoloagy 2836 
activity-antitumour agent, DNA potentiation assay, urine/plasma 2956 


BTA) 


binding-DNA, effect on restriction 
endonuclease activity 2235 


complex formation-glyoxal, DNA assay, Zea 
mays/Robinia pseudo-acacia 5252 
complex~quinoline, structure 2369 


-binding/RNA biosynthesis inhibition, content-DNA during leukaemia 5888 
relationship, Ehrlich ascites carcinoma content, effect of adenosine deaminase 
2030 deficiency 6047 

binding site, DNA, circular dichroism 4697 cytokinin activity 1120 


complex-dinucleotide(deoxy), NMR 5639 derivative, effect on uridine(6-aza) 


complex-dGMP/DNA, NMR 641 inhibition-Newcastle disease virus 
complex-poly(d-CoG(pCpG)) 3995 replication 5028 


dependent, replicative form RNA biosynthesis, 


rhinovirus infected Hela cell 5198 2,3-dioxypropyl i i 
yl derivative, synthesis 1066 
eee on ar Fhe cl biosynthesis, distribution-rRNa, relationship-evolution, 
um long orum Drosophila melanogaster/ PL 
effect on interferon mRNA/induced RNA 4111 ; pier entSig. ~, 
biosynthesis 5194 effect on DNA biosynthesis 429 
effect on Liver RNA biosynthesis, 


effect on DNA structure 2615 
compar ison-aflatoxin B1/alpha-amanitin 2557 effect on flowering, Luffa acutanqula 5605 


determination-nucleosidase activity 1769 


Adenine(Contd), 
effect on inosine biosynthesis, Bacillus 


subtilis mutant 3385 
effect on tRNA base composition/methyLlation 
6157 


effect on Tribolium confusum development 
3578 
electronically excited, interact ion-amino 
acid/carboxylic acid %3346 
1,N*6-etheno derivative, chromatography (high 
performance liquid) 5589 
incorporation, 
inhibition-p-chloromercur ibenzoate/phenethyl 
alcohol/cycloheximide/emet ine(dehydro) /UV-ir 


radiation, Schizopyrnus russelli 4288 
interaction-catechol 5587 
interaction-chloroplast membrane 4993 
interaction-deoxycorticosterone 2368 


interaction-drug, guinea pig trachea 4994 

methylation, DNA, relationship-Salmonella 
typhimurium host specificity 5276 
methylation, Syrian golden hamster DNA, 
dimethylnitrosamine 5916 


oxidation aromatic reductone, cupric ion 
catalysis 611 

photoproduct, UV-irradiation-DNA 3077 
reductiocn-borohydride 3949 

rich, RNA biosynthesis, reovirus 
temperature-sensitive mutant 6305 
synthesis, use-phenylazomalonic acid 6059 
tautomerism, NMR 24 

transport, Neurospora crassa 36 

use-DNA/nucleotide biosynthesis, diet 4753 


Adenine arabinoside 
activity-antiviral agent, comparison-uridine 
(methoxymethyldeoxy)/uridine 
C(jiododeoxy)/cytosine arabinoside 632 
effect on rabies virus, in vitro/in vivo 
2874 
inhibition-ONA biosynthesis, effect of 
coformycin, herpes simplex virus 5022 
inhibition-DNA biosynthesis, herpes simplex 
virus-infected KB cells 2183 
inhibition-varicella zoster virus 
metabolism, L cell 3397 
monophosphate ester, synthesis 
NMR 5017 
synthesis 
treatment, herpes simplex encephalitis, 
comparison-cytosine arabinoside 1108 
treatment-herpes simplex virus infection 
1815 
treatment-herpes virus 
hominis/cytomegalovirus/herpes zoster 
virus/varicella zoster virus infection 2862 
uptake-erythrocyte, inosine(nitrobenzylthio) 
inhibition 1816 
Adenine arabinoside (8,2°-0-anhydro-8-hydroxy), 
synthesis, purine nucleoside 
(2°,3'-O-sulphinate) intermediate 
Adenine erabinoside 
(O-methyl-9-beta-D-furanosyl), 
synthesis, chemical properties 
Adenine arabinoside monophosphate, 
antiviral agent-herpes simplex virus 
Adenine (Ne6-9-dialkyl), 
synthesis, 
alkylation-adenine(1-alkoxy-9-alkyl) 
Adenine nucleotide, 
see also ADP, AMP, ATP 
biosynthesis, testis, effect of vitamin A 
deficiency 2195 
complex-Penicillium brevicompactum RNase 
3274 
content, effect of adenosine, hepatocyte 
1100 
interaction-2-propanol 4494 
reduction, effect on structure/phosphate 
interaction 6107 


2863 
53 


53 


2390 


5619 


3978 


5591 


Adenine phosphoribosyltransferase, 
activity during reticulosis 6036 
activity-Helix pomatia hepatopancreas 
activity-mammal erythrocyte 5551 
assay 4969 

Adenine(1-alkoxy-9-alkyl), 
alkylation, synthesis-adenine 

5591 

Adenine(1-alkoxy-9-methyl), 
Dimroth rearrangement 2391 

Adenine(2-aza), 
toxicity, substrate activity 

Adenine(8-aza)hydrochloride, 
X-ray crystallography 4460 

Adenine(Nbenzyl), 
analogue, synthesis 
cytokinin activity 


5562 


(N*6-9-dialkyl) 


3964 


5593 
1129 


effect on flowering, Luffa acutangula 5605 

effect on stomata-Commelina 

benghalensis/Tridax procumbens 4984 
Adenine(8-bromo), 

cytokinin activity 1120 
Adenine(8-bromo-9-ethyl), 

cyanuric acid monohydrate complex, X-ray 

diffraction 5590 
Adenine(catenadichloro-mu-9-methyl), 

zinc complex, X-ray crystallography 4985 


Adenine (9-(2,5-dideoxy-beta-D-glycero-pent-4-en 
ofuranosyl)), 
synthesis 2393 
Adenine(9-ethyl), 
parabanic acid complex, 
5592 
Adenine ier turolysy Leaghory ily, 
conformation 345 
Adenine(glycylglycinato) (aquo) (9-methyl) copper 
II tetrahydrate, 
synthesis/structure 1065 1065 
Adenine((9-)4°-hydroxybutyl), 
phosphate, NMR 6106 
Adenine((9-)2"-hydroxyethyl), 


X-ray diffraction 


phosphate, NMR 6106 
Adenine((9-)3°-hydroxypropyl), 
phosphate, NMR 6106 


Adenine(Ne6-delta*2-isopentenyl), 
analogue, synthesis 5593 
cytokinin activity 1129 

Adenine(9-methyl), 
complex-thymine(1-methyl), 
effect on Chlamydomonas reinhardii 

3358 
effect on gamete release, 
inhaerens 6085 
effect on protein kinase activity, 
Marthasterias glacialis/Asterias rubens 
oocytes 1075 
radical formation, X-irradiation 
receptor, specifity-Marthasterias 
glacialis/Asterias rubens 4270 

Adenine (3-methyl)glycosidase, 
effect on Escherichia coli DNA repair 

Adenine(N6-tsopentenyl), 
effect on anatelophase duration, 

Sphaerechinus granularis egg 1074 

Adenine(1-oxide)nucleotide, 
structure/enzymé properties 1827 

Adenine (N6-(N-threonylcarbonyl)), 
conformation 3345 

Adeninium(8-aza-trichloro), 
complex-zinc, crystal structure 

Adeno-associated virus, 

DNA, mapping-restriction endonuclease 
cleavage site 6421 

ONA, restriction endonuclease mapping 
replication, helper, adenovirus type 5 
temperature-sensitive mutant 1555 

RNA, poly (A) content, distribution-infected 
KB cell 6266 

specific nucleotide sequence, 
detection-infected Detroit 6 cell DONA 


structure 1067 
cell cycle 


Leptosynapta 


5594 


1493 


606C 


3672 


2066 


1 3 


Adenocarcinoma, 
mouse, RNA polymerase activity 2782 
stomach, DNA biosynthesis, effect of 
cytostatics 918 
Adenosine, 
adenosine kinase substrate activity 2401 
analysis, cadmium ion/copper ion/mercury 
jion/zinc ions probe 1802 
complex, poly(U), stability, effect of sodium 
chloride/sodium sulphate/sodium chlorate 
1142 


conversion-inosine, effect of adenosine 


deaminase deficiency, fibroblast 6683 
cytokinin activity 1120 
derivative, inhibit ion-polyphenylalanine 
biosynthesis 5709 

effect on adenine nucleotide 
content/hepatocyte metabolism 1100 


effect on adreneraic neurotransmission 5630 
effect on cancer development 630 

effect on 5-phosphoribosyl-1-pyrophosphate 
biosynthesis 6100 

electronically excited, interact ion-amino 
acid/carboxylic acid 43346 

1,N*6-etheno derivative, chromatography (high 
performance liquid) 5589 

exoaenous, effect on serum-induced 


jnitiation-DNA biosynthesis, BHK 21/C 13 
GOING = aleirdl 
3H-lLabelled, incorporation, Hela cell 


monolayer culture 1105 
inhibition-DNA biosynthesis/RNA 
biosynthesis/protein biosynthesis, 
ascites carcinoma 5629 
inhibition-rRNA 18S accumulation, 
myeloma cell 5023 
interaction-chloroplast membrane 
interaction-diaminotolueneplatinum 6092 
interaction-drug, guinea pig trachea 4994 
metabolism, Drosophila melanogaster 65 
oxidation-aromatic reductone, cupric ion 
catalysis 611 
phosphorylation-cyclopropylmethyl dihydrogen 
phosphate 1085 
phosvhorylation, erythrocyte 1102 
relaxation-taeni3, auinea pig caecum 
resistance, A9-cell 11f3 
role Bacillus cereus endospore germination 
fey 
separation, polyethyleneimine cellulose 
chromatography(thin layer) 1828 
synthesis, 6-deoxyhexofuranose derivative 


Ehrlich 
human 


4993 


5648 


3367 
transport, 213 cells, suspension/monolayer 
culture 1101 


treated mouse Ehrlich ascites carcinoma, DNA 
biosynthesis/RNA biosynthesis/protein 
biosynthesis 4306 
uptake-erythrocyte, inosine(nitrobenzylthio) 
inhibition 1816 
Adenosine (3°-amino-3°, 5'-dideoxy), 
synthesis 1087 
Adenosine arabinoside(8-aza), 
characterization, toxicity-HEp2 cell 
Adenosine (2-azido), 
inhihition-adenosine deaminase/pnlatelet 
aogreaation 5)N4 
Adenosine deaminase, 
activity, cartilaae-heir hypoplasia 
assay 4439 4440 
deficiency, effect on adenosine 
conversion-inosine, fibroblast 6683 
deficiency, effect on AMP/ADP/ATP/adenine 


3965 


1039 


content 6(C47 
humen, distribution/properties 6682 
inhibition-adenosine (2-adizo) 5006 


inhibitor, molecular connectivity, 
relationship-activity 2795 
purification, human erythrocyte, 


use-chrometooraphy (affinity) 5573 


Adenosine deaminase(Contd), 
purification, rabbit intestine 4461 
role-Lymohocyte proliferation 3944 
role-nucleoside metabolism, L929 cells 

membrane 1814 

Adenosine 3*,2*-diphosphate-5 '"-diphosphate, 
role-sporulstion, Bacillus subtilis 3398 

Adenosine 3°,2'-diphosphate-5*-triphosphate, 


plasma 


role-sporulation, Bacillus subtilis 4398 
Adenosine hydrochloride, 
radical formation, X-irradi2tion 5594 


Adenosine 5*-hypophosphate, 
biological activity-hexokinase/fructose 
6-phosphate kinase reaction 6123 

Adenosine kinase, 
adenosine/edenosine 
activity 2401 
erythrocyte, activity, 
role-nucleoside metabolism, 
membrane 1814 

Adenosine (2°,(3")-0-L-O-methyl-3-phenyllactyl) 
synthesis 59t5 

Adenosine pentaphosphate, 
biosynthesis, Streptomyces morookaensis 
purine nucleotide pyrophosphotransferase 

1767 

Adenosine phosphorylase, 
characterization, Bacillus subtilis 

Adenosine (2-substituted), 
synthesis/vasodilation activity 52 

Adenosine (2 *-amino-2'-deoxy)5 *-phosphorimidazol 


(&-aza) substrate 


effect of gout %3924 
L929 cell plasma 


4430 


ide, 
synthesis/polymerization, use-poly(uU) 
template 3985 


Adenosine (8-aza), 
adenosine kinase substrate activity 
ribose conformation, NMR 3961 
synthesis/toxicity 72849 

Adenosine (8-azido), 
interaction-thiol 

Adenosine (N6-benzyl), 
cytokinin activity 1129 

Adenosine (1-benzyloxy), 
Dimroth rearrangement 

Adenosine (8-bromo), 
cytokinin activity 112C 

Adenos ine (8-bromo-2",3'-0-isopropylidene), 
conformation, X-ray crystallooracrhy 5623 

Adenos ine(5*-C-carboxy-2'-3'-0-isopropylidene), 
synthesis 32368 


Adenosine-S*-carboxylic acid, 


2401 


6090 


2394 


effect on cardiovascular system 2864 
Adenos ine(8,2°-0-cyclodimethyl), 
synthesis/NMR/UV spectroscopy 32349 


Adenosine(8,5'-S-cyclo)N'-oxide, 
synthesis 2392 
Adenosine (S-cycto)sulphoxide, 
synthesis 2846 
Adenosine (3-deaza), 
X-ray crystallography 3379 
Adenos ine (deazaadenylyl-deaza), 
synthesis/properties 647 
Adenosine (3"-deoxy), 
effect on mitosis, Pleurodeles waltii 
35936 
effect on PNA biosynthesis, influenza 
virus-infected chick embryo 3016 
ee Kluveromyces fracilis 
uptake-erythrocyte, inosine(nitrobenzylthio) 
inhibition 1816 : 
Adenos ine (5"-deoxy-5°-S-jsobutyU, 
inhibition-mitoaen induced lympheccyte 
blastoaenesis 44&& 
Adenos ine (deoxy monohydrate, 
radical formation, X-irrariction 
Adenosine (N*6-dimethyl), 
conversion-inosine (trisacetyl-R-oxy) 
self-association, analysis—calorimetry 


luna 


5595 


5612 
G4E2 


Adenosine(N*6,0*2°-dimethyl) (Contd), 
synthesis, alkylation, physical properties 
4472 
Synthesis, occurrence-nuclear RNA/mRNA 
5"-terminal 4471 
Adenosine (N*6-4-hydroxy-3-methylbut-2-enyl), 
effect on adenosine (N*6-deltas2-isopentenyl) 
dearadation 6091 
Adenosine(5"-hypophosphate), 
ATP analogue, effect on fructose 6-phosphate 
kinase/hexokinase 50238 
Adenosine(isopentenyl), 
cytokinin activity 1120 
degradation, effect of adenosine 


(N*6-4-hydroxy-3-methylbut-2-enyl) 6091 
inhibition uridine/cytidine cellular 
transport 1104 

Adenosine (N6methoxy), 
induction, cleavage, UV irradiation 628 


synthesis 2848 
Adenosine (2"-O-methyl), 
molecular/crystal structure 1996 
synthesis, alkylation, physical properties 
4472 
Adenosine (6-methyl-), 
effect on cancer development 
Adenosine (8-methylseleno), 
synthesis 625 
Adenosine (8-methylseleno-2°,3 
synthesis 625 
Adenosine(5'-0-sulphamoyl), 
activity-antiparasitic agent 
treatment-skin cancer 2865 
Adenosine (2- Bere? 
synthesis 51 
Adenosine(2",3°,5*-tri-0 acetyl), 
synthesis 4473 
Adenosine (N+6,N*6,0-trimethyl), 
synthesis, occurrence-mRNA S*-terminal 4471 
Adenosine(3°,2°-)triphosphate-5 triphosphate, 
role-sporulation, Bacillus subtilis 3858 
S-adenosylhomocysteine, 
analogue, inhibition-tRNA methylase activity 
4020 
effect on RNA biosynthesis/ribosome, 
Saccharomyces cerevisiae mutant 4662 
effect on tRNA methylation lymphocytes 
inhibition-tRNA methylase 2448 
S-adenosylmethionine, 
biosynthesis, chick embryo, effect of 
oestrogen 1331 
effect on RNA biosynthesis/ribosome, 
Saccharomyces cerevisiae mutant 4662 
S-adenosylmethionine-cleaving enzyme, 
biosynthesis, ribgsome 80S, translation-RNA, 
phage T3/phage T7,, cell-free system 5694 
—regulation-biosynthesis, role-ribosome 
Roe. 
Adenovirus, 
chromosome, chromatin structure 


630 


-isopropyl), 


2866 


2447 


ig 


2262 


DNA, binding-6,4'-diamidine-2-phenylindole, 
, use-probe, restriction endonuclease cleavage 
site 6415 


DNA biosynthesis, effect of phosphonoacetic 


acid/antiserum 906 
DNA, staining 292 
genome sequence/size 5871 
infection-HeLa cell, RNA polymerase, 


purification, properties 572 
reovirus, differentiation 292 
RNA, S'’-terminal, sequence/methylation 1959 
mRNA, mapping, use-electron microscopy 4611 
RNA, nuclear/cytoplasmic structure 2504 
temperature-sensitive mutant, 
adeno-associated virus, complementation 9C5 
Adenovirus type 2, 
DNA-binding protein, fingerprinting, analysis 


3835 
DNA, hybridization mapping-mRNA 
DNA, intearation-KB cell qenome 


2971 
3720 


Adenovirus type 2(Contd), 

DNA palindrome sequence, evidence 4224 

DNA, psoralen/UVirradiation-damaaed, repair, 
human cetl 1553 

DNA replication, bidirectionality 
DNA, replication, infected KE cell 
DONA, transcription, 
characterization-Escherichia coli 
polymerase promoter 2911 2012 


2165 
5376 


RNA 


early protein biosynthesis 2927 
early RNA biosynthesis 3542 
genome, hybridization-mRNA 5157 


hybrid-Sv4C, 
polypeptide 3487 

hybrid-SV40, mutant, protein 
biosynthesis/mRNA translation 5695 
induction-polypeptide biosynthesis, 
cycloheximide 5081 

infected HeLa cell, 
characterization-transcription complex 5195 
infected KB cell, biosynthesis-DNA-binding 


infected KB cell, SV40-specific 


effect of 


protein, regulation 728641 
infected KB cell, RNA molecular weight 
analysis 3596 


infected-KB cell, RNA, purification, 


use-diethyl pyrocarbonate 5144 
UVirradiation-damaged DNA, repair, human 
cell, caffeine inhibition 1554 
replication, monkey cell, inhibition 776 
RNA 6S, sequence homology-RNA, infected KB 
cells 1960 


RNA biosynthesis/RNA polymerase level 1324 
RNA, fingerprinting 1958 
mRNA/nuclear RNA methylation 
mRNA, transcription 77 
RNA virus-specific, gene 
specific RNA, methylation 
temperature-sensitive mutant, 

biosynthesis 5378 

transformation, human embryon ic 

detection-virus-specific DNA/R ate 
1961 

Adenovirus type 5, 

DNA-binding protein, 

3835 

DNA, infected KB cell, 
EyeW qTA 

DNA, specific degradation, Escherichia coli 
restriction endonuclease 2723 

infection-KB cell, ribonucleoprotein 
(messenger) characterization 511 


3010 
461 
2538 
DNA 
idney cell, 
sequence 


fingerprintina, analysis 


localization/fate 


mutant, temperature-sensitive early, infected 
KB cell, transcription 3011 
RNA/DNA, sequence, transformed rodent cell 


S754 
mRNA, mapping, infected humen cell 5753 
temperature-sensitive/host-range mutant, 
characterization 4247 
temperature-sensitive mutant, 
helper-adeno-associated virus replication 
1555 
Adenovirus type 7, 
DONA, transfer, infected Hela cell nucleus 
niet 
Adenovirus type 12, 


antigen T, binding-double-stranded DNA 2729 
DNA-binding protein, fingerprinting, analysis 
3835 

induced tumour/transformed cell, viral 
inhibitory factor, characterization 2172 
infected KR cell, DNA biosynthesis 904 
infection-K& cell, genome transcription 239 
infection-mouse x human hybrid 2172 
lLocelization-uncoiler recion, 
relationship-rRNA gene (5S) SR7e 

RNA sequence, during infection-KP cell 5158 

transformed hamster, mRNA transoort, control 


4164 


e 
seer oceans at incl etre BHK=-21 cell, 
relationship-AMP (cyclic) Level /AMP (cyclic) 
phosphodiesterase activity 2138 
assay, chromatography (column) 5032 
binding site-GTP, analysis, pigeon 
erythrocyte 6127 
effect of GTP/quanylyl imidodiphosphate/GDP, 
chick kidney 5650 
Adenylate(aminoacyl), 
complex-tRNACaminoacyl) synthetase, 
determination 2920 
Adenylpyrophosphatase, 
activity,effect of thyroid hormone, rat 
Adenylyl=-(2°-5" )-adenosine, 
, NMR 1855 
Adenylyl=-(3°-5°)-adenosine, 


2801 


circular dichroism 2423 
conformation 2422 
conformation, NMR 1855 


interaction-acridine dimer, NMR 3974 
Adenylyl-(3°-5°)-uridine, 

complex-osmium jon 2414 

interaction-2-propanol 4494 

RNA fragment, X-ray diffraction 6140 


Adenyl S°-yl imidodiphosphate, 
complex-proton/magnesium jion/calcium ion, 
formation constant 6108 

ADP, 
complex-magnesium, interaction-lLithium 
content, effect of adenosine deaminase 


639 


deficiency 6047 
content, rat brain, effect of thiamine 
deficiency 6124 


dephosphorylation, effect of copper ions 


1114 
inhtbition-steroidogenesis, rat adrenal gland 
5037 
interaction-chloroplast membrane 4993 
isolation, chromatography (column) 5032 
relaxation-taenia, guinea pig caecum 5648 
rubidium salt, X-ray crystallography 5031 


ADP reductase, 
activity during cell cycle, Chinese hamster 
cells 4446 
effect of dinucleoside HS1/dinucleoside 
HS2/dinucleoside HS3 5627 
Ehrlich ascites carcinoma, comparison-CDP 
reductase 601 
AbP-ribose, 
addition-Escherichia coli RNA polymerase, 
phage T& NAD+: protein 
ADP~ribosyltransferase 1738 
protein derivative, occurrence-heart nucleus 
5043 
ADP (8-azido), 
interactton-thiol 
Adrenal cortex, 
effect of irradiation 
Adrenal gland, 
rat, steroidogenesis, 
5037 
Adrenal medulla, 
rat, regulation-RNA biosynthesis, 
role-synaptic transmission 5223 
Adrenalectomy, 
effect on chromatin, rat liver 
Adrenaline, 
cupric fon catalysis-oxidation-nucleic acid 
component 611 
Adrenergic, 
neurotransmission, effect of adenosine 5630 
beta-Adrenergic agent, 
binding-beta-adrenergic receptor, effect of 
guanylyl imidodiphosphate, frog erythrocyte 
membrane 5651 
beta-Adrenergie receptor, 
binding-beta-adrenergic agent, effect of 
guanylyl imidodiphosphate, frog erythrocyte 
membrane 5651 


6090 
2610 


inhibit fon-ATP/ADP 


5990 


bete-Adrenergic receptor(Contd), 
binding-GTP/GDP/guanine imidodiphosphste 
3981 
Adriamycin, 
activity-antitumour agent, 
3779 
combination-cytosine arabinoside, toxicity 
1818 
DNA complex, effect on human lymphoid cell 
cell cycle 6515 
polynucleotide complex, effect of DNase 
use-DNA assay 4179 
Adventitious root, fF 
Phaseolus mungo, formation, effect of uracil 
(thio) /uridine (bromodeoxy)/cyclohex imide 
917 
Aedes aegypti, 
DNA biosynthesis, 
2135 
life cycle, DNA biosynthesis 2136 
RNA biosynthesis, effect of alpha-amanitin 
4144 
Aedes albopictus, 
virus RNA biosynthesis, effect of Semliki 
Forest virus defective interfering particle 
2020 
Aegilops, 
content-DNA 3621 
heterogeneity, chromosome B DNA 
Aegilops squarrosa, 
DNA content, interspecific variation 
Aerobacter aerogenes, 
IMP dehydrogenase kinetics/mechanism 
IMP dehydrogenase molecular weight 
determination 4443 
Affinity Labelling, 
mRNA binding site, ribosome 3468 
RNA polymerase, UTP arabinoside 
(5-formyl-1-alpha-D-ribofuranosyl), 
Escherichia coli 4925 
tRNA(tryptophanyl)synthetase, 
ATP (gamma-(p-azidoanilide)) 
Aflatoxin, 
effect on RNA biosynthesis, 
Aflatoxin B1, 
binding-chromatin 
binding-DNA/RNA, Liver, 
phenobarbitone 1420 
effect on DNA biosynthesis/RNA biosynthesis, 
rat/mouse 5413 
effect on Liver RNA biosynthesis, 
coe ee eo arebtiusrasttontcre Bee nes D 
effect on polyribosome helix conformation 
4565 
effect on tRNA methylase 129 
induced-carcinogenesis, rat liver, 
activity-tRNA methylase 5682 
induction, inhibition, rat/mouse liver RNA 
biosynthesis, effect of phenobarbital 
pretreatment 1342 
treated Hela cell, relationship-UTP 
metabolism/RNA biosynthesis 4148 
Aflatoxin G1, 
binding-chromatin 6576 
African green monkey kidney cell, 
chromosome DNA, integration-herpes simplex 
virus type 1 DNA 2705 
hybrid, SV40 transformed cell, circular DNA 
1602 
SV4C infected, DNA/nucleoprotein, 
properties/structure, effect of 
cycloheximide 4773 
Agar gel, 
absorption, rRNA, rat Liver 
Agaricus bisporus, 
RNA structure 2988 
Agarose gel, 
isolation-DNA, restriction endonuclease 
sensitivity 1389 


DNA potentiation 


6617 


replicative intermediate 


1474 
829 


4444 


3454 
rat Liver 260 


6576 
effect of 


733 


Age, 


cetl, in vitro, effect on DNA biosynthesis 
2655 
dependence, X-irradiat ion-induct ion-DNA 
biosynthesis-deficiency, Hela cell 391 
Drosophila melanogaster, loss-mitochondrial 
DNA 1503 
effect of rRNA gene dosage 2226 
effect on chromatin structure, human 
fibroblast 4365 
effect on content-DNA/RNA/protein/DNase, 
brain 2140 
effect on DNA biosynthesis/RNA 
biosynthesis/DNA template activity, 
Paramecium aurelia 4816 
effect on DNA content-liver, effect of 
hepatectomy 2070 
effect on DNA strand separation, rat 
effect on Drosophila melanogaster, DNA 
cross-linking 347 
effect on alobin mRNA 2573 
effect on histone biosynthesis, liver 
chromatin 1712 
effect on homologous/heterologous RNA 
polymerase activity 4421 
effect on protein biosynthesis/ribosome 
association-mRNA, rat Liver 4570 
effect on radiosensitivity, DNA biosynthesis 
383 
effect on ribosome properties, erythrocyte 
156 
effect on mRNA biosynthesis, hepatectomy 
2028 
effect on RNA biosynthesis, human fibroblast 
235 4127 
effect on RNA/polyamine content, wheat germ 
3497 
effect on satellite DNA content/isolation, 
mouse tissue 2072 
fibroblast, sister chromatid exchange 3743 
human fibroblast, DNA biosynthesis/cell-size 
298 
human fibroblast, effect of isologous DNA 
1584 
human heart, effect on DNA content 3071 
liver, effect on DNA biosynthesis 893 
murine leukaemia virus, effect on RNA &S 
1966 
relationship-DNA reconstitution, mouse 
brain/liver 2626 
relationship-DNA stability, rat liver, effect 
of hepatectomy 5341 
relationshtp-error catastrophe hypothesis 
2461 
Agrobacterium tumefaciens, 
DNA, fate-Nicotiana tabacum 4332 
DNA, integration, Lycopersicon esculentum 
1605 
effect on tRNA methylation, Nicotinia 4021 
induced tumour, effect on RNA biosynthesis, 
Phaseolus vulgaris 4116 
lLasmid DNA, occurrence-crown gall tumour 
5253 
plasmid T1, control-octopine/nopaline 
biosynthesis 4838 
plasmid TI, isolation 2079 
tRNA structure, isolation-zeatin 
(trans-ribosyl) 5002 


4217 


Agrostemma githago, 


embryo, DNA biosynthesis/RNA 
biosynthesis/protein biosynthesis, during 
development 4762 

embryo, effect of Light, DNA biosynthesis/RNA 
biosynthesis/protein biosynthesis 770 

embryo, poly(A)-containing RNA, biosynthesis 
2003 : 

embryo, RNA biosynthesis/protein biosynthesis 
during inhibition 5773 


AICAR, 


deoxyribonucleoside, synthesis 1089 


synthesis, guanosine 
synthesis, inosine 


1091 1092 
1090 


Air, 


effect on DNA repair, X-irradiation-CHO cell 
2137 


AKR-cell, 


leukaemia, deoxynucleotidyl transferase 
(terminal) activity, relationship-cell cycle 
3929 


AKR mouse, 


DNA sequence, content, relationship-leukaemia 
5340 


Alanine, 


codon, mRNA, relationshin-tsoaccepting tRNA 
content 2429 

effect on tRNA Clysyl)synthetase, 

purification/properties, Escherichia coli 
4533 4534 


beta-Alanine, 


effect on DNA breakage/transforming activity, 
Bacillus subtilis 5325 


Alanine aminotransferase, 


mRNA, degradation rate, Reuber H-35 cell 
5811 


Albumin, 


biosynthesis, rat, effect of hyponhysectomy 
4547 
biosynthesis, relationship-mRNA activity, 
hepatomas 4673 
biosynthesis, role-mRNA/rRNA/polyribosome, 
localization, review 4452 
biosynthesis, specific polyribosome, assay 
5716 
mRNA, content-liver, effect of nephrosis 
3056 
mRNA distribution, mouse Liver 
MRNA, in vitro assay 4176 
mRNA, Life-span, rat serum 
mRNA, translation in vitro 


4593 


S254 
1903 


Alcohol, 


effect on DNA denaturation, thymus gland 2613 
effect on RNase temperature transition 4908 


Alcoholic aniline blue, 


DNA staining 3607 


Aldolase, 


biosynthesis, cell-free system 5099 
modification-uridine (5-bromo-2'’-deoxy), 
neuroblastoma 4490 


Aldosterone, 


effect on kidney ribosomal protein 1221 
effect on poly (A) containina RNA/sodium ion 
transport 6312 
effect on RNA biosynthesis, rat intestine 
5206 
effect on rRNA methylation/sodium ion 
transport, Bufo marinus 6313 


Aleurone layer, 


Hordeum vuloare, alpha-amylase mRNA, effect 
of gibberellic acid 2554 


Alfalfa mosaic virus, 


infected tobacco leaf, host/virus specific 
RNA polymerase activity 3287 

mutant, temperature-resistant 3044 

RNA, 5° terminus, methylation 737 

RNA interaction-protein 3262 

RNA 17S, translation-coat protein gene 

RNA 5°=-terminal methylation 2982 

RNA, translation, mammalian cell-free system 
2057 

top component a particle, characterization 
2494 


4649 


ga, 
meiosis, review 3339 


Alkali, 


DNA unwinding, study, DNA replication, 
mammalian cell 885 

sensitive subunit structure-DNA, Ehrlich 
ascites carcinoma 5346 


Alkaline phosphatase, 


2349 
7 


activity, faeces/bile/duodenal mucosa 


Alkaline phosphatase(Contd), 

activity, ovary/uterus/testis, effect of 
oestradiol 253 

determination, serum 2350 

Dictyostelium discoideum, properties 2348 

hydrolysis-ONA terminal phosphate, effect of 
hexachloroiridate 1654 
induction-uridine (5*-fluoro-2'-deoxy) 

Palaemon serratus hepatopancreas, 
purification/properties, circadian rhythm 
4926 

Alkaleid, 

Amaryllidaceae, effect on protein 
biosynthesis/DNA biosynthesis/RNA 
biosynthesis, Hela cell 3204 

Amaryllidaceae, effect on Saccharomyces 
cerevisiae ribosome 710 

N-ALkyL-N°-nitro-N-nitrosoguanidine, 
mutagenicity/DNA modification activity 
O-Alkylhydroxylamine, 


3967 


3762 


reaction-cytosine/cytidine 6077 
Allantoin, . 
chicken, reverse transcriptase biological 


properties 6663 
Allium cepa, 
chromosome breakage, 
induction-acetylsalicylic acid 3859 
detection-poly (ADP-ribose)polymerase, 
embryo/meristem 4968 


endopolyploid cell, thymidine, mitosis 
induction 411 
histone/DNA content, cell cycle 1534 


kinetochore, ribonucleoprotein staining 3249 

meristem, mitotic index, effect of uracil 
(S-amino) 4469 

nucleologenesis, chromatin condensation 545 


RNA biosynthesis inhibition-ethidium 
bromide/cordycepin, effect on nucleolus 
properties/structure 6589 

Allium sativum, 
root meristem, 
Alloantiserum, 
suppression, gene Ir control-antigen inducted 
lymphocyte activation 799 
Allogenic cell, 
stimulation-cell proliferation, 
assay 4826 
Allomyces arbuscula, 
zoospore germination, 
Allophanate hydrolase, 
Saccharomyces cerevisiae, 
Allopurinol, 
chromatoaraphy (qgas-liauid) 
Allotype, 
suppression, mRNA 284 
2-Allyl-2-fsopropylacetamide, 
effect on RNA biosynthesis, poly 
containing, rat liver 5224 
Allylisopropylacetylcarbamide, 
effect on catalase biosynthesis, 
Alphavirus, 

replication, conparison-poliovirus 

specific protein, processing 1356 

structural protein gene, translation 

Aluminium, 

beryllium, film, adsorption-DNA 1387 

binding-DNA/RNA, Pisum sativum root 

uptake-liver nucleus DNA 4707 

Amanita phalloides, 
effect on rat Liver polyribosome/lysosome 
711 
alpha-Amanitin, 

effect on chromatin structure, rat 
hepatocyte, during regeneration, 
relationship-RNA biosynthesis 6577 

effect on Liver RNA biosynthesis, 
comparison-aflatoxin B1/actinomycin D 2557 

effect on RNA biosynthesis, Aedes aegypti 

4164 


DONA biosynthesis 5363 


lymphocyte, 


RNA biosynthesis 2997 


induction 3539 


5603 


(A) 


liver 1921 
1326 


1357 


4710 


alpha-Amanitin(Contd), 

jnhibition-Low molecular weight nuclear RNA 

biosynthesis 5787 

jnhibition-RNA biosynthesis, 
2032 

insensitive RNA polymerase, 

oleracea, characterization 

resistance-RNA polymerase II, 
3910 

resistant RNA polymerase, 


cell culture 
Brassica 
1011 

CHO cell mutant 


Dictyostelium 


discoideum, properties 2321 
beta-Amanitin, 
inhibition-RNA biosynthesis, cell culture 
2032 


Amaranthin, 


biosynthesis, Amaranthus caudatus, effect of 
chloramphenicol/puromycin/uracil (2-thio) 
2385 
Amaranthus caudatus, 
amaranthin biosynthesis, effect of 
chloramphenicol /puromycin/uracil (2-thio) 


2385 
Amaryllidaceae, 


alkaloid, effect on protein biosynthesis/DNA 
biosynthesis/RNA biosynthesis, Hela cell 


3204 
alkaloid, effect on Saccharomyces cerevisiae 
ribosome 71C 


Amatoxin, 
bindino site, 
B ‘6025 
Ambystoma mexicanum, 
chromosome condensation, 
kinase 2757 
Limb denervation/reaqeneration, 
biosynthesis/RNA biosynthesis 
Amethopterin, 
effect on DNA biosynthesis, 
stomach-adenocarcinoma 918 
Amicetin, 
effect on ribosome-peptidyl transferase 
Amikhetlin, 
inhibition-murine sarcoma Leukaemia virus DNA 
polymerase 6657 
Amine, 
addition-uracil(1,3-dimethyl-4-thiod), 
Light-induced 1796 
aromatic, binding-DNA, 
4708 
Amino acid, 
see also specific acids 
acceptor activity-tRNA fraqment/hybrid 
binding-tRNA (isoleucyl) synthetase, 
Escherichia coli, effect of side-chain 
structure 5079 
biosynthesis, regulation, 
Saccharomyces cerevisi3e 
control-DNA biosynthesis, 
acidophilus 6492 
deorivation, effect on DNA 
biosynthesis/chromosome aberration 2643 
deprivation, effect on DNA excision-repair, 
Lactobacillus acidophilus 4285 
effect on inosine biosynthesis, Bacillus 
subtilis mutant 3385 
effect on neuroblastoma DNA biosynthesis 
1519 
feeding, regqulation-poly (A) polymerase, 
liver nucleus/mitochondria 5564 
incorporation-Hela cell ribosomal protein, in 
vivo 4057 
interaction triose reductone-2-phosphate 
sequence, complementarity, potynucleotide 
codon 2563 
sequence, histone F5 N-terminal, 
comparison-chicken/auail/duck/goose/pigeon 
5486 
sequence, relationship-nucleotide 
substitution 5645 


identification, RNA polymerase 


effect of histone 


effect on DNA 
4313 


705 


role-bladder cancer 


1177 


role-tRNA, 
6172 
Lactobacillus 


rat 


303 


Amino acid(Contd), 

sequence, ribosomal protein, 
comparison-Escherichia coli/Bacillus 
stearothermophilus/Halobacterium cutirubrum 
4555 

sequence, ribosomal protein S8, 
coli 5104 

sequence, ribosomal protein $16, 
conformation, Escherichia coli 

sequence, RNA polymerase, 
comparison-Escherichia coli/Serratia 
marcescens/Proteus mirabilis 6634 

sequence, TMP synthetase, dUMP(5-fluoro) 
binding site 4963 

side-chain, effect on RNase alpha-helix 
stability 6604 

supplementation, 
Pseudomonas putida 

Amino group, 
activity-chromatin histone, effect of pH 


Escherichia 


4043 


effect on RNA biosynthesis, 
4154 


6580 
2~Aminoanthracene, 
intercalation-DNA, spin Labelling, ESR 3640 
Awinoazobenzene(3$-sethyl-4-dimethyl-), 
ribonucleoprotein binding, rat Liver 3248 
6-Aminochrysene, 
intercalation-DNA, spin Labelling, ESR 3640 


Asinoethylisothiouroniumbromide hydrobremide, 
effect on DNA repair, gamma-irradiation, bone 
marrow 6482 
2-Aminofluorene, 
intercalation-DNA, spin Labelling, ESR 
3-Aminoisoxszole, 
interaction-beta-diketone, 
synthesis-pyrimidine (2,3-aisoxazolo) salt 
6072 
delta-Asinolaevulinate synthetase, 
biosynthesis, polyribosome, chick embryo 
liver 5090 
Ansonia 
effect on urac®t uptake, Neurospora crassa 
6087 
Amaontua, 
control guanine transport, 
34 
Ammonium acetate, 
film, DNA electron microscopy 
Amaoniua chloride, 
effect on ribosomal protein 
conformation/activity, Pisum sativum 
Amsonius ion, 
effect on tRNA methyltransferase activity 
4524 
Amniotic 
human, 
visualization, 
Amoeba proteus, 
ONA biosynthesis, effect of 
N-methyl-N-nitrosourethane, S phase 
effect of UV-irradfation/light 368 
protein biosynthesis, during cell cycle 
RNA bfosynthesis 6302 
RNA bfosynthesis/protein biosynthesis, effect 
of exogenous cytoplasm 3575 
AMP, 
condensation, ethyl lLevulinate 
conformation 1824 
content, effect of adenosine deaminase 
deficiency 6047 
content, rat brain, effect of thiamine 
deficiency 6124 
1,Ne6-etheno derfvative, chromatography (high 
performance liquid) 5589 
hydrogen-deuterium exchange 1115 
interact ion-asdenylyl-(3°-5")-adenosine, NMR 
3976 
interaction-chloroplast membrane 4993 
interaction-phenylalanine/tryptophan, MMR 


6109 
isolation, 5032 


3640 


Chlorella fusca 


1430 


699 


fluid, 
chromosome, DNA biosynthesis, 
Giemsa staining 1384 


3761 


5088 


640 


chromatography (column) 


AMP (Contd), 
NMR 2888 6106 
oxidation-aromatic reductone, cupric ion 
catalysis 611 


relaxation-taenia, guinea pig caecum 5648 
solution, determination-relaxation time 6115 
synthesis, adenosine phosphorylation, 
erythrocyte 1102 
X-ray crystallography 4692 

AMP arabinoside, 
metabolism/excretfon, human 1835 
metabolism, L cell 3397 

AMP-ATP exchange reaction, 
yeast tRNA(phenylalanyl) synthetase 1186 


AMP deaminase, 
regulation-activity, 
AMP kinase, 
Escherichia coli 
temperature-sensitive-mutant, 
initiation 761 
AMP nucleosidase, 
kinetics 44638 
AMP phesphorothioate, 
binding-platinum 5642 
AMP phesphotransferase, 
purification, activity, Raphanus sativus seed 


rabbit heart 44462 


transcription 


5560 
AMP (cyclic), 
content, effect of tymphocyte activation 
factor + phytohaemagglutinin/concanavalin A, 
thymocyte 5438 
content, mammalian cell, effect of croton ofl 
440 


cytokinin activity 1126 

effect of dichloroisoproterenol induction, 
DNA biosynthesis, parotid gland 1577 
effect on DNA biosynthesis/cardiac muscle 
differentiation, rat 6497 

effect on DNA biosynthesis/cell 


proliferation, Leukaemia 3769 
effect on DNA biosynthesis, colon mucos3 


1531 
effect on Liver ribosomal protein S6 
phosphorylation 2937 
effect on reticulocyte protein biosynthesis 
inhibition 3486 
effect on RNA biosynthesis, Vigna sinensis 
mitochondria 2559 
1,N*6-etheno derivative, chromatography (high 


performance Liquid) 5589 
gibberellin-sensitive Zea mays 2042 
hydrogen-deuterium exchange 1115 


inhibition-thymidine 
phosphotransferase/nucleotide 
phosphohydrolase, Asplenium nidus 
isolation, chromatography (column) 
level-serum-stimulated BHK-21 cell, 
relationship-adenyl cyclase/AMP (cyclic) 


4432 
5632 


phosphodiesterase activity 2138 

oxidation-aromatic reductone, cupric ion 
catalysis 611 

regulation DNA biosynthesis, lymphoid cell 
401 


relationship-caffeine/theophylline 
inhibition-postreplication DNA repair, 
mammalian cell 6480 
role-cell cycle control, review 6057 
role-gene expression, review 6953 
separation, polyethyleneimine cellulose 
chromatography(thin Layer) 1828 
AMP(cyelic isopentenyl), 
cytokinin activity 1120 
AMP(cyclic) phosphodiesterase, 
activity-serum-stimulated BHK-21 cetl, 
relationshtp-AMP (cyclic) Level/adenyl 
cyclase activity 2138 
effect on DNA biosynthesis, 
fibroblast 1578 
AMP (cyclicNé-benzyl), 
cytokinin activity 


serum-deprived 


1120 


AMP‘ ecyclic8—-bromo), 


cytokinin activity 1120 
AMP (dibutyryl cyclic), 
cytokinin activity 1120 


effect on DWA biosynthesis/cell 
proliferation, leukaemia 3769 
effect on DWA biosynthesis, 
induction-thyroxine, rat cerebellum 
effect on DNA biosynthesis/RNA 
biosynthesis/protein biosynthesis, thymocyte 
800 
effect on oocyte, maturation/RNA biosynthesis 
263 
ARP (1,N*6-etheno), 
use-activation site probe, 
muscle glycogen phosphorylase 
AMP(1,8*6-eth eno-2°-deoxy), 
use-activation site probe, 
muscle glycogen phosphorylase 
AMP (formylmethionyl), 
peptide donor acivity, 
peptidyltransferase, 
stimulation 1928 
D-Amphetamine, 
inhibition-protein biosynthesis, 
rat brain 5734 
Aapholine, 
binding-tRNA f Met 
Aephotericin 6, 
cytosine (5-fluoro), treatment-central 
nervous system-crytococcosis 43 
effect on DNA biosynthesis/RNA biosynthesis, 
chick embryo fibroblast/Ehrlich ascites 
carcinoma 431 
effect on kidney deoxyribonucleoprotein 
effect on nucleoprotein, 
5999 
enhancement-polyI.C induction-interferon 
3236 


induction, sensitivity-actinomycin D, Hela 
eelt 256 


Amphotericin B methyl ester, 
effect on L-M cell/Vero cell growth 
Ampicillin, 
resistance aene, Haemochilus influenzae, 
transmission 2710 
resistance, mediation, Escherichia coli 
plasmid, DNA sequence, translocation 
AMP(N1 methyl), 
conformation 1824 
AMP Comega-oxyalkyl), 
synthesis 638 
Amsacta moorei, 
entomopox virus, RNA biosynthesis, 
activity-RNA polymerase 4588 
Amylase, 
deficient, mutant, Hordeum sp, 
exogenous DNA 6544 
alpha-Amylase, 
hyperproduction, Bacillus subtilis mutant, 
pleiotropism 463 
mRNA, Hordeum vulgare aleurone Layer, effect 
of gibberellic acid 2554 
Amyotrophic sclerosis, 
reverse transcriptase, 
593 
treatment-nucleotide (ribo) /ol igoribonucleot id 
e 4009 
Anabaena, 
DNA binding protein, 
isolation/characterization 
Anabaena doliolum, 
growth, effect of guanine 
(5-amino-) /purine 
Anabaena variabilis, 
restriction endonuclease, cleavage-Rous 
Sarcoma virus transformed DNA 5320 
ribosome/rRNA physical properties/nucleotide 
composition 6210. 


4784 


rabbit skeletal 
5649 


rabbit skeletal 
5649 


ribosome 
dinucleotide 


mechanism, 


6159 


2284 
dog kidney nucleus 


3192 


1611 


effect of 


activity, human brain 


48R2 


(8-aza-)/uracil 
(2,6-diamino-) 617 


extract, effect on phage T4 DNA reoair, 
X-drradiation/UWV-irradiation 413 
2439 
seauence 3439 


reconstitution 


isoaccepting tRNA Val 

tRNA fPMet, 

RNA polymerase, 
Aneeaia, 

duck, erythroblast DNA biosynthesis 2147 
effect on DNA-nucleoprotein 


repyral 


erythroblast, 


complex 2291 
mouse, RNase activity/polyribosome content 
4392 . 
relationship-5'-nucleotidase (pyrimidine) 
deficiency, erythrocyte 6042 
Anaemia (aplastic), 
Lymphocyte DNA, damaae 2636 


Anaerobiosis, 
staphylococci, 
622 
Anatelophase, 
duration, Sphaerechinus granularis eaqaq, 
effect of adenine (N6-isopentenyl) 1974 
Ancalomicrobiua, 


Anacystis nidulans, 
DNA, thymine/thy@idine incorporation 349 
reouirement-uracil/pyruvate i 


DNA sequence homology 5%29 
Androgen, 

see also Testosterone, etc. 

effect on alpha-globulin mRNA, rat liver 
4653 

effect on RNA biosynthesis, seminal vesicle 
787 

stimulation=DNA unwindina, prostate aland 
4895 


Androgen receptor complex, 
effect on prostate agland chromatin, 
polymerase transcription 1715 
Sbeta-Androstane, 
regulation-haemoglobin biosynthesis, 
blastoderm 1367 
3beta-Androstanediol, 
effect on RNA biosynthesis, prostate gland 
hyperplasia 788 
Angelicin, 
inhibition-DNA biosynthesis, 


RNA 


photosensitization 3758 
Angiotensin II, 
gene, synthesis 1135 
Anhydride, 


spin labelling, Escherichia coli 
Anhydrous tetramethylurea, 
conformation-nucleoside 
diphosphate/nucleoside triphosphate, NMR 
5033 
Aniline, 

periodate, effect on parathyroid hormone 
mRNA, comparison-haemoalobin mRNA/Satellite 
tobacco necrosis virus mRNA 5747 

Anton-exchange resin, 
nucleotide analysis 
Anopheles atroparvus, 
chromosome X/chromosome Y, karyotype/DNA 
replication 3698 

hybrid-Anopheles labranchiae, polytene 

chromosome, pattern-DNA biosynthesis 
Anopheles balabacensis, 

infection-Plasmodium cynomolai, DNA 

biosynthesis/RNA biosynthesis 278 
Anopheles Labranchiae, 

hybrid-Anopheles atroparvus, polytene 
chromosome, pattern-DNA biosynthesis 

Anoxia, 

Escherichia coli, gamma-irradiation 
DNA excision-rep3ir, effect of 
atid 5923 

Antheraea pernyi, 
DNA sequence organization 5325 
Antheraea polyphemus, 


oocyte, mRNA, biosynthesis/transport/storaae 
6303 ; 


tRNA 1160 


&7 


5355 


5355 


induced 
jiodoacetic 


Antheridfol, 
effect on RNA biosynthesis/protein 
biosynthesis, Achlya ambisexualis 6310 
stimulation-rRNA biosynthesis, Achlya 
apbisexualis 5203 
Mntibiotic, 
see also specific compounds 
activity-imidazol1, 2-alpyrimidine 
detection 1820 
effect on protein biosynthesis, Lucilia 
cuprina muscle mitochondria 5125 
effect on ribosome binding-elongation factor 
EF-1/elongation factor EF-2 5731 
effect on RNA biosynthesis/DNA biosynthesis, 
review 1778 
resistance, mitochondrial genome, mapping, 
Saccharomyces cerevisise 5877 
resistant Staphylococcus aureus, 
analysis-plasmid DNA, physical properties 
5308 
synthesis, ribosylation-pyrimidine 
((3,4-d)4-methylmerceptopyrazolo) 
Antibiotic A23187, 
effect on DNA biosynthesis/RWA biosynthesis, 
Lymphocyte 4301 
Antibody, 
binding method, 
polyribosome 1214 
biosynthesis, Leukocyte/HeLa 
cells/lymphobLlast ribosome 
chromosome 21-coded antigen, 
interferon 2733 
complex formation, systemic Lupus 
erythematosus, role-DNA 
binding-collagen/glomerulus basement 


1084 


6073 


identification-specific 


1666 
inhibit fon-human 


membrane 6516 
DNA, assay 3832 4334 4335 5975 
DNA, assay, electrophoresis 505 


DNA, asSSay, use-counterimmunoelectrophoresis 
4858 
DNA complex, assay~systemic Lupus 
erythematosus 4358 
ONA, complex, detection-systemic lupus 
erythromatosus 4336 
DNA complex, role-systemic Lupus 
erythematosus 4342 
DNA, content-lupus nephritis, prognosis 
DNA, content-systemic lupus erythematosus 
4341 
DNA, content-systemic lupus erythrematosus, 
diagnosits/treatment 2730 
DNA, detection-mysesthenia gravis 5472 
DNA, detection, radfoallergosorbent test 
1659 
DNA, detection, 
precipitation technique 
DNA, detection, 
use-immunofluorescence/radio immunoassay 
4337 
DNA, detection, use-synthetic antigen 
ONA, determination, Crithidia luciliae 
kinmetoplast 2244 
DNA, determination-scleroderma 2245 
DNA, effect on RNA biosynthesis/poly(A) 
DNA, Farr assay 2242 2243 
DNA, immune complex, adsorbtion, 
filter 955 
DNA, Liver cirrhosis/hepatitis, 
1673 
DNA, Lupus erythromatosus, 
technique 4859 
DNA, production, 
lupus erythematosus 


2731 


use-ammonium sulphate 
4340 


4856 


1662 
membrane 

determination 

detection-Farr 


mechanism-origin, systemic 


6554 


DNA, removal, in vivo, use-DNA cellulose 
5976 
DNA, rheumatoid arthritis 2732 


DNA/RNA, characterization, rabbit 3244 
DNA/RNA, characterization, role-immune 
response, review 6050 


Antibody(Contd), 

DNA/RNA Lymphocytotoxic, 
erythematosus, relationship-antibody 

DNA, specificity, systemic lupus 
erythematosus 4339 

DNA, systemic Lupus erythematosus, 
implications-proanosis/therapy 1668 

double-stranded DNA, 
detection-immunofluorescence 6555 

MOeEe shel pean RNA, detection, use-poly(I.C) 

82 
double-stranded-RNA, 
189 

fatty acid synthetase, 
panies 

identification, electron microscopy 2069 

immunoglobulin, induction-DWA biosynthesis, 
lymphocyte 3241 

inhibition-DWNA polymerase, hepatitis B 
virus-infected human 2248 

interaction-ONA, asssy 4857 


Systemic lupus 
956 


use, mycovirus-detection 


binding, polyribosome 


nucleotide, interaction-denatured DNA 872 

poly(&a), detection-systemic lupus 
erythematosus 6550 

poly(A), systemic Lupus erythematusus, 
isolation/charactertzation 1667 

production-DWA, ascitic effusion-mouse 3833 

production-rabbit DNA, effect of 
poly(A).poly(u) 3823 

ribonucleoprotein, development during 
procainamide treatment 2736 

tRNA, NIB x WEW mouse 1672 

RNA polymerase sigma subunit, Bacillus 
subtilis, effect on transcription 1741 
RNA, scleroderma/systemic lupus 
erythematosus, characterization 502 2240 


serum, double-stranded RNA, specificity 1658 
single-stranded DNA, occurrence-lLeukaemia 
5977 
terminal deoxynucleotidyltransferase 1020 
trinucleotide codon, interact ion-DNA/RNA 
4855 
uridine (5-bromo-2'-deoxy) /uridine 
(S-fodo-2'-deoxy), use-detection-DMA 
replication 5890 
uridine (bromodeoxy), 
determination, DMA biosynthesis 
Anticodon, 
complementary, yeast tRNA Phe 
binding-Escherichia colf tRNA Glu 
dodecenucleotide fragment-tRNA Phe, 
binding-tetranucleotide, kinetics, 
6160 
Escherichia coli tRWA Tyr, 
modification 1879 
tRNA, guanylation, Escherichia coli 
tRNA Trp, Escherichia coli 
wild-type/suppressor, 
conformation/accessibility 2909 
Saccharomyces cerevisiae tRNA Lys 2, 
5"-terminal, role-uridine (2-thio) 
Anticodon loop, 
tRNA, cytidine (2°-O-methyl)-conformation 
seauence, tRNA Ser, Bombyx mori silk aland 
5971 
Antigen, 
associated-herpes simplex virus type 1, 
transformed cell, effect of uridine 
(S-iodo-2'-deoxy) 5636 
binding-ribonucleoprotein, macronhaae, 
double-stranded RNA-region 501 
chromosome 21-coded, antibody, 
inhibition-human interferon 2733 
complex-macrophage RNA, activity, 
localization 2727 
DNA/nucleoside, tolerance, 
504 
induction-lymphocyte activation, 
control, alloantiserum suppression 


jimmunofluorescence 
1478 
4512 
yeast 
uridine 


6158 


2482 


os 


carrier-induction 


gene Ir 
799 


1l 


Antigen(Contd), : 
skin, use-Neisseria gonorrhoeae/Neisseria 
neningitidis ribosome, guinea pig 


stimulation-lymphocyte, DNA/RNA assay 5974 


suppresston-immune response, spleen 
lymphocyte 3242 
surface, hepatitis B virus, interaction-PRNA 


3827 
synthetic, use-DNA antibody detection 4856 
talose (6-deoxy), relationship-plasmid-Llike 
DNA, Actinomyces viscosus/Actinomyces 
naeslundii 4839 
tick-borne encephalitis virus-infected cell, 
production, control 3240 
Antigen e, 
relationship-hepatitis B virus infection 
3922 
Antigen T, 
adenovirus type 12, binding-double-stranded 
DNA 2729 
expression-SV40 transformed 3T3 cell 
gene, SV40, mapping 1603 
transformation, temperature~sensitive SV40 
virus 937 
Antileukaemic agent, 
see also specific compounds 
activity-cytosine arabinoside, 
polymerase 3565 
Antimicrobial agent, 
see also specific compounds 
activity, indole (3-acyl-4,7-disubstituted) 
843 
Antiparasitic agent, 
see also specific compounds 


4841 


activity-puromycin/nucleocidin/adenosine(5'-0 


-sulphamoyl)/cordycepin 2866 
Antirepressor, 
phage P22, mechanism of action 
Antirheumatic agent, 
see also specific compounds 
effect on purine salvage pathway, 
erythrocyte/lymphocyte 2832 
Antiserum, 
effect on herpes simplex virus/vaccinia 


456 


virus/adenovirus DNA biosynthesis 906 
reverse transcriptase, preparation, avian 
myeloblastosis virus 5551 
Antitumour agent, 
see also specific compounds 
activity-actinomycin D/adriamycin, DNA 


potentiation 3779 
activity-aziridinoauinone, 
cross-linking 3C88 
activity-nucleoside(seleno) 2841 
activity-uridine(5-fluoro)/cytosine 
arabinoside(2,2*-anhydro) 2884 
binding-DNA 6387 
1,2bis-(2-chloroethyl)-1-nitrosourea, 
mechanism 2692 
nucleoside analooue, 
review 2810 
Antiviral agent, 
see also specific compounds 
activity-adenine arabinoside/hypoxanthine 
arabinoside, hernes simplex virus-infected 
KB cells 2183 
activity-Chikunguny3 virus/dengue virus 
activity-guanine 
arabinoside/purine(2,6-diamino) arabinoside 
2867 
activity-interferon induction/reverse 
transcriptase inhibition 1749 
activity-nucleoside analogue, mechanism 
activity-nucleoside(tetrazole ribo) 2842 
activity-poly (1.C)/poly (1.(CU))/poly 
(1.(CG))/double-stranded RNA, 
encephalomyocarditis virus infection 
activity-poly(1.C)/statolon, effect of 
diethylpyrocarbonate 72424 


relationship-DNA 


resistance, mechanism, 


5059 


12 


4243 4344 


3239 


Antiviral agent(Contd), 
activity-thymidine(trifluoro), mechanism 
2882 
activity-uridine (S-mercaptomethyl—-2'-deoxy) 
56 
activity-uridine (methoxymethyldeoxy) /uridine 
(iododeoxy)/cytosine arabinoside/adenine 
arabinoside, comparison 632 
activity-uridine (S-thiocyanato)/uridine 
(S-thiocyanato-2'*-deoxy) /uracil arabinoside 
(5-thiocyanato)/uridine 
(2",3',5'*-tri-O-acetyl-5-thiocyanato) 2406 
adenine arabinoside monochosphate, herpes 
simplex virus 3978 
nucleoside analoaue, 
poly (1) + poly (C), encephalomyocarditis 
virus/Semliki Forest virus, mouse 5%56 
pyrimidine (S-alkyl-6-hydroxyl-4-methyl) 
derivative, synthesis/activity 4996 
role-RNA + sodium nitrite, human placenta 
6238 
Aorta, 
injury, 
biosynthesis/DNA biosynthesis, 
prednisone 785 
protein biosynthesis, 
biosynthesis 3459 


review 4977 


collagen biosynthesis/RNA 
effect of 


relationship-DNA 


inhibition-RNA Aphanocapsa, 


DNA bindino protein, 
jsolation/characterization 4882 
RNA accumulation during carbon/eneray 
deficiency 5138 
Aphid, 
rRNA, structure 
Apis cerana, 
DNA hybridization-Avis mellifera 
Apis mellifera, 
DNA hybridization-Apis cerane 4234 
promelittin mRNA, translation 1362 


venom gland, characterization-promelittin 
MRNA 6284 


Apis mellifica, 


4625 


4234 


choline/tRNA methylation 2915 
Arabidopsis thaliana, 
utilization, bacteria-DNA 952 


1-Arab inofuranosyl (4-thio-beta-D)-1,2,4-triazol 
e-3-carboxamide, 
synthesis 4481 
tbe te p Arab snoiUrshosy prog jai gaze) eGo coureey 
oro), 
inhibition-RNA biosynthesis, L cell/HeLa celt 
S247 


L-Arabinose, 


operon, Escherichia coli, electron microscopy 
4329 
Arabinoside, 
_conformation, determination 
Arabis mosaic virus, 
Jasminum mesnyi, purification, properties 
203 
Arachidonic acid, 
effect on RNA biosynthesis, mammary gland 
789 
Arachis hypogaea, 
seed, content-DNA/RNA/protein/amino acid, 
during development 6357 
Arbacia lixula, 
sperm, histone phil, conformation 
Arbacia punctulata, 
histone acetylation, during development 
Arbovirus, 
neurotropic, sensitivity, human interferon 
Aa Sit 


5011 


976 


5982 


2859 Arcabia punctulata, 


oocyte, RNA, seauence determination 6235 


‘Arctia caja, 


cytoplasmic polyhedrosis virus, properties 
2962 


Arginine, 
biosynthesis, Pseudomonas putida, regulation 
2380 
deprivation, activation-Epstein-Barr virus, 
cell cycle dependence 3726 
deprivation, effect on pseudorabies virus 
assembly 3725 
effect on araECBH mRNA stability, Escherichia 
coli 3590 
effect on operon(argECBH) expression, 
Escherichia coli 3589 
interact ion-DNA/polynucleotide 
1146 
membrane protein transfer-tRNA Arg 
erythrocyte 5677 . 
ic ee purification, arginine succinase 
losynthesis, Escheri 
eas , erichia cold 
Arginine esterase, 
effect on epidermal growth factor-induced 
proliferation, human fibroblast 
2148 
Arginine succinase, 
biosynthesis, arginine repressor, Escherichia 
col#_.2950 


Arsenic, 
effect on-DNA-repair, UV-irradiation, 
Escherichia coli 435 
inhibition-DNA biosynthesis/RNA 
biosynthesis/protein biosynthesis, 
lymphocyte 924 
Artemia salina, 
cyst, cytoplasmic RNA, poly A-containing 
cyst, dormancy, mRNA &08 
development, change-elongation factor EF1 
1243 
elonaation factor EF1, 
purification/properties 5133 
sd A: MRNA activity, during development 
initiation factor MP, 
protein, binding-mRNA 
protein biosynthesis, 
ribosomal subunit 60S, protein(acidic), 
isolation/characterization 1203 
ribosome, bindinag-globin mRNA, ATP dependence 
SieTalé 
RNA polymerase II, subunit structure 4415 
RNA polymerase, properties, activity during 
embryogenesis 6637 ; 
Arthritis, ; 
mycoplasma, DNA repair-ONA antibody 
relationship 1486 
Arthrobacter luteus, 
restriction endonuclease, 


206 


properties 717 
5'- terminal 4072 


initiation factor 1932 


cleavage/mappina-SV40 DNA 2111 
restriction endonuclease, mapping-phage phi X 
174 replicative form DNA 1441 


restriction endonuclease, mapping-SV49 DNA 


6010 
restriction endonuclease, 
‘purification/characterization 
Aryl hydrocarbon hydroxylase, 
induction, BHK-21 cell, rRNA 28S defective 
biosynthesis 1311 
Aryl phosphorocyclohexylamidochloridate, 


3886 


phosphorylation, nucleoside 108? 
Arylsulphonyltetrazole, 
use-polynucleotide synthesis 3990 


Asalin, 
effect on DNA biosynthesis, 
Ascaris lumbricoides, 
DNA-somatic/germline, complexity 
nucleus, DNA content, during 
gametogenesis/embryogenesis 
Ascidia callosa, 
egg maturation, uridine uptake 
Ascidia malaca, 
egg, initiation-DNA biosynthesis 


rat sarcoma 65(C7 
1466 
4684 

80 


3140 


Ascites cell, t 
mouse, encephalomyocarditis virus RNA 
translation, termination-polypept ide 
synthesis 3484 
mouse, ribonucleoprotein 30S RNA, homologous 
sequence-mRNA + poly (A) 5761 
RNA/DNA, effect of fast electron irradiation 
1262 
Ascites hepatoma, 
nucleus, higqgh-molecular weight DNA 
polymerase, isolation 588 
Ascites murine tumour, 


growth assay, use-DNA polymerase 6668 
Ascitic effusion, 
mouse, DNA antibody production 3833 


Ascobolus immersus, 

mating type, relationship-RNA content 
Ascorbate, 

effect on epidermal growth factor-induced 


729 


proliferation, human fibroblast 2148 
Asparaginase, 
tyrosine, environment, Erwinia carotovora 


4916 
Asparagine, 
transformation, tRNA (aminoacyl) 

Aspartate (N-acetyl), 
biosynthesis, retationship-protein 
biosynthesis, neuron 186 
Aspartic acid, , 
transformation, tRNA (Caminoacyl) 
Aspergillus clavatus, 
acidic RNase, specificity 


140 141 


14C 141 


3202 


RNase, active site, probe, use-modified 
substrate 6004 
RNase, inhibition-nucleotide analogue 2774 
RNase, isolation/properties 172% 
Aspergilius nidulans, 
pyrimidine biosynthesis 329 
sulphate permease gene, mutant 1634 


Aspergillus oryzae, 
effect of catfeine DNA dearadation-nuclease 


Sieouar2s 
mitochondrial DNA structure, nuclease $1 
cleavage 3129 


nuclease inhibitor, 
purification/properties/interaction-nuclease 
0 3873 
nuclease S1, 
mutant DNA 
nuclease $1, 
RNA content, 
2546 
RNase, active site, probe, 
substrate 6004 
Aspergillus saitoi, 
RNase, specificity 
Asplenium nidus, 
thymidine phosphotransferase/nucleotide 
phosphohydrolase properties, AMP (cyclic) 
inhibition 4433 
Assembly protein, 


specific cleavage-phage lambda 
3196 

specificity 1739 

effect of indole acetic acid 


use-modified 


6607 


phage R17, enhancement-transfection 2280 
Astasia conga, 
nucleolus, rRNA gene 
characterization/physical properties 4731 
Asterias rubens, 
adenine (1-methyl) receptor, specifity 4279 
oocytes, protein kinase activity, effect of 
adenine (1-methyl) 1075 
Ataxia telangiectasia, 
cell, defective-DNA biosynthesis 4857 


effect on sensitivity irradiation (ionizing) 
899 

fibroblast, defective excision-repair 
gamma-irradiation-DNA 3745 3746 

fibroblast, DNA repair 1524 

human chromosome, sister chromatid exchange 
486 


13 


ATP, 
analogue, adenosine (5"-hypophosphate), 
effect on fructose 6-phosphate 
kinase/hexokinase 5038 
analogue, interactiontSalmonella typhimurium 
tRNA (histidyl) synthetase 2454 
analogue, substrate-tRWA (isoleucyl) 
synthetase/tRNA (valyl) synthetase/tRNA 
(tyrosyl) synthetase 6182 
analogue, substrate-tRWA(phenylalanyl) 
synthetase, kinetics, Escherichia coli 5690 
analogue, use-determinst jon-histone kinase 
active site 6039 
analogue, use-substrate, tRNA(leucyl) 
synthetase, Escherichia colf 5688 
bfnding-tubulin, role-microtubule formation 
5039 
chemical properties, 
detection 6112 
cemplex, gamma-)p-azidoanilide), 
modification-tRMA (phenylalanyl) synthetase 
684 
complex-magnesium, 
cemplex-magnesium fon, 


phosphate transfer 


interaction-Lithius 639 
calculation-solution 


eoncentration 6111 
content, effect of adenosine deaminase 
deficiency 6047 
content, effect of adenosine, hepatocyte 

1100 
content-Escherichia coli energy-uncoupled 
mutant 3135 
centent, herpes simplex yirus mutant infected 
BHK C13 cell 3400 
centent, herpes simplex virus type 1 infected. 
BHK C13 cell 3399 
centent, rat brain, effect of thiamine 
deficiency 6124 


cevalent cross-Linking-histone H4, effect of 
UV-itrradiation 5505 


dependence Lobin gRNA, binding-riboseme 
liteats selineg S747 fe acik 
dependent BNA biosynthesis, 
inhibittion-3'-dATP, Escherichia col? 4493 
dephosphorylation, effect of copper ions 
1114 
dephosphorylation, effect of manganese 
don/nickel jon/zine fon 3392 
depleted reticulocyte lysate, 
inhibition-peptide chain initiation 
depletion, inhibition-peptide chain 
initiation 1239 
effect on bleomycin-induced vaccinfa virus 
DNA 3656 
effect on globin mRNA translation 283 
effect on reticulocyte protein biosynthesis 
inhibition 3486 
effect on tRNA (aminoacyl) synthetase 
stability 2450 
effect on tRNA (phenylalanyl)synthetase 
affinity Labelling 134 
effect on RNA transport/DNA release, nucleus 
Liver/Novikoff hepatomas 643 
effect on thiamine diphosphatase, rat brain 
4502 
effect on translation repressor formation 
688 
effect on uridine (6-aza) 
inhibition-Newcastle disease virus 
replication 5027 . - 
1,N*6-etheno derivative, chromatography (high 
performance liquid) 5589 
heart, specific labelling 1823 
incorporation, Triton X-100-treated platelet 
nidiead 
inhibit ion-DNA biosynthesis, Lymphocyte 
inhibition-RNase, review 4448 
ae ORS eS Sai Ee rat adrenal gland 


interaction-drug, guinea pig trachea 


1934 


1762 


4994 


14 


interaction-tubulin during polymerization 


6110 
isolation, chromatography (column) 
cupric 


5032 

oxidation aromatic reductone, jon 
adenosine 611 ye 6: 

pool, effect of vitamin B12, Fuglena gracilis 

4495 

protection-uracil 
phosphoribosyltransferase/UMP kinase, effect 
of gamma-irradiation, rat 5646 

ra@gioactivity, determination-RNA polymerase 
2407 

regulation-transmembrane potential, 
chromatfin vesicle 5647 

relaxation-taenia, guinea pig caecum 5648 

tryptophan + copper/zinc complex formation, 


ATP (Contd), 
: 
| 
: 


structure 3976 
dATP, 

fnhibition-DNA Ligase, chick eabryo 6681 
B°-dATP, 


effect on RMA polymerase I/RWA polymerase II, 
Novikoff ascites hepatoma 2326 
synthesis, inhibition-ATP dependent DNA 
biosynthesis, Escherichia col4 44953 
ATP (C2-aza-1,Neé-etheno), 
inhibition-poly (A) polymerase 
ATP(8-azrido), 
interaction-thiol 6090 
ATP (gamma-(p-azridoanilide)), 
affinity 
LabellLing-tRNA(tryptophanyl) synthetase 
ATP Comega-exyalkyl), 
synthesis 638 
ATP(S*-0-1-thiod, 
synthesis/properties 
ATP(S"-0-2-thitod, 
Synthesis/properties 3975 
ATP: RWA adenylyltransferase, 
Pseudomonas putida, kinetics/structure 
ATPase, 
DONA unwinding protein, 
purtfication/characterization, Escherichia 
coli 6045 6046 
mitamycin-sensitive, mutation, 
lLocalization-mitochondrial BNA, 
Saccharomyces cerevisiae 6438 
ayofibril, content-human heart 3620 
requirement-Escherichia coli termination 
factor rho activity $939 
ATPase (DNA-dependent), 
activity, phage phi xX 174, association, 


61725 


2454 


3975 


1768 


Escherichia coli protein factor Y 1540 
Escherichia coli, 
Purification/characterization 2353 
murine myeloma, properties 23564 
ATPase (magnesium-dependent), 
activation, concanavalin A 2352 


Atractomerpha, 


satellite DNA, regulation-recombination 5445 
Atractomorpha australis, 

Satellite DNA, regulation-recombination 5445 
Atractomorphe siailis, 

satellite DNA, regulation-recombination 5445 
Atrizine, 

effect on DNA biosynthesis, Zea mays 5423 
Auramine-O, 


use-DNA staining 4180 
Aurintricarboxylic acid, 
inhibition-reverse transcriptase, Moloney 
murine Leukaemia virus 2340 
inhibition-vesicular stomatitis virus, RNA 
biosynthesis 241 
Autodigestion, 


chromatin, characterization, satellite DNA 


content, mouse hepatoma 4876 
Autolysis, 
poly (G.C) extract-Pseudomonas putrefaciens 
5659 


Autoradiography, Avian myeloblastosis virus(Contd), 


DNA biosynthesis, control, human endothelium RNA 70S, association-tRNA Lys, 
4758 characterization 5665 
ante: tosyarre sys during meiosis, chick oocyte oes Pe Sg during DNA biosynthesis 
373 
RNA biosynthesis, relationship-RWA strand RNA, effect on initiation complex formation 
Length 5765 1929 : 
Auzin, RNA, translation, reticulocyte cell-free 
effect on Acetabularia mediterranea 790 system 2052 
effect on DNA biosynthesis/RNA biosynthesis, RNA, translation, Xenopus laevis oocyte 2053 
Leukocyte 2026 Avien esteopetrosis virus, 
effect on RNA polymerase I/RNA polymerase II, comparison-avian lymphomatosis virus, RNA-DNA 
Glycine max hypocotyl chromatin 6024 hybridization 1273 
effect on RNase/acid phosphatase, Rhoeo Avian reticuloendotheliesis virus, 
discolor, senescence 4397 virion, RNA polymerase, characterization 
Avena, 6017 
elonaation, induction-gibberellic acid, Avian sarcoma virus, 
effect of pyrimidine methanol 1082 closed circular DNA, purification/size, 
Avian, infected quail tumour 6349 
brain/heart, content=polyamine/DNA/RNA 3619 DNA, integration-mammalian chromatin 938 
chromatin/lLipid metabolism, effect of fibroblast, DNA purification 2591 
irradiation 2754 gene (transforming), oceurrence-avian DNA 
DNA, homology, oncornavirus RNA 745 2706 
DNA, occurrence-avian sarcoma virus gene genome, binding-tRWNA Trp, nucleotide sequence 
(transforming) 2706 5668 
erythroblast, RNA replication, inhibition-qlucosamine 4667 
characterization/localization 2964 reverse transcriptese, transcription-RNA 
erythrocyte maturation, ribosome-bound RNA 6656 
replicase activity during 1743 specific integrated/nonintearated DNA, 
erythrocyte, nuclear envelope protein, detection 3676 
isolation/charscterization 4892 spontaneous mutation, rate 1561 
Avian lLeukosis-sarcome virus, transformed duck cell DWA biosynthesis, 
infected-chicken cell, RNA gene regulation, role-DNA polymerase 3731 
effect of infection-Rous sarcoma virus 5458 Avian sarcoma virus 677, 
Avian leukosis virus, infected chick embryo, RNA methylation 2551 
gene, infectivity-chick embryo DNA 2210 RNA, structure 244 
infected chick embryo fibroblasts, RNA Avian tumour virus, 
biosynthesis 2019 RNA, mapping-transformation/host specificity 
Avian tyaphomatosis virus, regions 1274 
comparison-avian osteopetrosis virus, RNA-DNA RNA, sequence homology 1275 
hybridization 1273 Avidin, 
Avian myeloblastosis virus, mRNA, purification, chicken oviduct 6253 
DNA biosynthesis, effect of magnesium Axolotl, 
jion/manganese ion/potassium chloride 4312 embryo, rRNA biosynthesis 769 
DNA identification 4183 oogenesis, protein biosynthesis, 
DNA polymerase alphabeta, dependence-nucleus activation 2717 
dissociation-dimethyl sulphoxide 3306 Axon, 
DNA polymerase, kinetics 1751 transport-RNA, optic nerve reaeneration, 
DNA polymerase, subunit release, effect of Carassius auratus 1996 
glycerol 5543 Azetomycin, 
high molecular weight RNA, nelease-RNA 4S, biosynthesis/isolation/properties 2033 
during structure transition 5754 gamma-p-Aridoanilide, 
provirus DNA, integration-chicken myeloblast complex, ATP, modification tRNA 
Leukaemia 4269 (phenylalanyl) synthetase 684 
reverse transcriptase, activity 2175 2176 Aziridinoquinone, 
3308 cross-linkino-ONA, relationship-antitumour 
reverse transcriptase activity/stability, agent activity 3088 
effect of phosphate 6655 Azotobacter chroococcum, 
reverse transcriptase antiserum preparation DNA biosynthesis inhibition, effect on 
5551 excision-repair 434 
reverse transcriptase, Azotobacter vinelandii, 
" association-polynucleotide template, during expression-Klebsiella pneumoniae nitrogen 
catalysis 6033 fixation gene 3222 
reverse transcriptase, DNA biosynthesis, RNA polymerase, structure/function, effect of 
complementary-poliovirus RNA 5385 sulphydryl aroup 1007 
reverse transcriptase, DNA biosynthesis, transformation 3215 
precursor mRNA template 2661 Azotomycin, 
reverse transcriotase, inhibit ion-Carbopol detection 1820 
SEN at Mi Azure A, 
reverse transcriptase, inhibition-poly cationic surfactant, stainina-RNA 2958 


C(2"'-O-ethyl) 4007 

reverse transcriptase, inhibition-tRNA, 
Escherichia coli 675 

reverse transcriptase, interaction-RNA, 
mechanism 3307 


RNA 4S, RNA (spot 1) content, Baboon, 
relationship-orimer activity 6275 endogenous C-tyne virus RNA, 

RNA 60S, dissociation, template relationshin-human DNA during leukaemia 
activity-reverse transcriptase 2561 ese) 

RNA 70S, association-tRNA 674 globin gene, sequence, comparison-human 4779 


15) 


Babeon endogenous virus, 
human Leukaemia, sequence-RNA/DNA 
Bacillus amyloliquefaciens, 
restriction endonuclease, cleavage-phage 
lambda DNA 3664 
restriction endonuclease, substrate 
specificity 6011 
mRNA stability, effect of rifampicin 
Bacillus amylozyma, 
RNase, substrate specificity, hydrolysis-RNA 
5511 
Bacillus brevis, 
edeine-producing cell, inactive form edeine 
2185 
guanosine 5°,3'-polyphosphate synthetase, 
purification/properties 6677 
protease biosynthesis, role-mRNA 5085 
stringent factor, biosynthesis-guanosine 
tetraphosphate/guanosine pentaphosphate 
2409 
Bacillus cereus, 
endospore, germination, role-heat 
shock/inosine/adenosine 84 
RWA biosynthesis, effect of nitrite 792 
spore, protease-association 565 
Bacillus globiggt, 
restriction endonuclease, mapping-DNA 
Bacillus licheniformis, 
RNA 5S, nucleotide sequence 749 
RNA 5S, primary structure 6281 
Bacillus medusa, 
phage RNA structure, sporulation 
Bacillus megateritunm, 
ribosomal subunit, precursor, properties 
5102 
ribosome/rRNA, effect of primaquine 707 
RNA biosynthesis, inhibition-dothistromin 
6317 
Bacillus mesentericus, 
alkaline RNase/acidic RNase/exonuclease 
purification/characterization %383 ~ “ 
Bacillus pumilus, 
plasmid DNA, characterization 335 
Bacillus rossius, 
midgut/Malpighian tubules, gene amplification 
2221 
Bacillus species, 
DNA-DNA, hybridization, taxonomy 462 
gene (lLeu)/gene Cilv), hybridization 
Becillus stearothermophilus, 
elongation factor EF-Tu/elongation factor 
EF-Ts, purification/properties 2488 
initiation factor, purification, properties 
4066 
polynucleotide phosphorylase, purification 
1766 
ribosomal protein, amino acid sequence, 
comparison-Escherichia coli/Halobacterium 
antirubrum 4555 
ribosomal protein B-L3, function 1215 
ribosomal protein L12/ribosomal protein S4, 
COOH-terminal sequence 2463 
ribosomal protein $19 structure, sequence 
homology-Escherichia coli 2931 


ribosomal subunit 30S/ribosomal subunit 50S, 
bindina-spermidine, role-association 51146 
ribosomal subunit 30S, structure 2932 

RNA 5S, thermal denaturation 2985 

tRNA (methfionyl) synthetase subunit 
interaction 2453 

tRNA Phe acylation-isoleucine, effect of 
dimethylsulphoxide 4530 

tRNA Phe, primary structure 

tRNA Phe primary 
structure/conformation/origin 

RNA/protein, stability 1293 

tRNA (tyrosyl) synthetase, X-ray 
crystallography 6189 


4610 


2058 


4931 


5169 


2707 


aie 


5669 
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Bacillus stearothermophilus (Contd), 


Bacillus subtilis, 


tRNA (valyl) synthetase, specificity, 
acylation-threonine 5080 


adenosine phosphorylase characterization 
4430 
cell wall formation, 
inhibition-4,4'-isopropylidene-bis{2-isoprop 
ylJphenot 3773 : 
chromosome replication, bidirectionality 
1488 
crgss-reactivity, Escherichia coli 
tRNA(phenylalanyl) synthetase 1185 
dna-8132 mutation, DNA repair, temperature 
sensitivity 5400 
DNA-binding protein, effect of 
sporulation-mutation 98 ] 
DNA biosynthesis, rote-DNA polymerase III 
6658 
DNA breakage/transforming activity, effect of 
beta-alanine 5325 
ONA, effect of ultrasound 
DNA, interaction-chloramine 
DNA interaction-selenium, 
induction-chromosome aberration 5834 
DNA methylation, effect of thymine-deficiency 
358 
DNA polymerase III gene mapping 4842 
ONA polymerase III, inhkibition-uracil(2-thio) 
derivative 4281 
DNA polymerase III, 


1406 
7089 


purification/characterization 3309 
DNA repair, effect of 
UVirradiation/gammairradiation 1487 


DNA structure, intermediate-recombination 
4724 A 

elongation factor G, characterization 2954 
endonuclease, single-stranded DNA specific, 
properties 2310 

gene, control-chromosome replication/prophage 
“jnduction 1484 

gene transcription, localization 1610 
integration-phage phi 105 DNA during 
differentiation 5447 

manganese ion-stimulated endonuclease, 
purification/properties 3887 
modification/restriction 2311 2312 

mutant, alpha amylase/protesase 
hyperproduction, pleiotropism 463 

mutant, chromosome transformation, 
merodiploidy 1607 

mutant, inosine biosynthesis 1196 

mutant, inosine biosynthesis, effect of 


adenine/guanine/uracil/amino acid 3385 
mutant, recombination-deficient, 
UV-irradiation, DNA repair 259 
mutant, ribosomal subunit 50S, 
lLocalization-micrococcin resistance 4554 


mutant ribosome, sporangiomycin-resistant, 
characterization 706 

mutant, rRNA biosynthesis/protein 
degradation, effect of 
chloramphenicol/casein acid hydrolysate 
3034 

mutant, temperature-sensitive, RNA 
biosynthesis during germination 221 

nuclease/N-glycosidase, degradat ion-phage 
PBS2 DNA 5973 

nucleoplasm, structure 3116 

nutrition, use-DNA/RNA 5441 

phage phi29 infected, cistron identification 
during assembly 5952 

phage phi29 infected, DNA biosynthesis, 
isolation-DNA protein complex 6665 

phage phi29 infected, genome 
mapping/integration 5951 

phage SP82 infected, DNA strand 
specificity/RNA analysis 5778 

plasma membrane DNA protein complex, 
characterization 4349 


Bacillus subtilis(Contd), 


plasmid DNA, characterization 335 
prophage SP02 induction 2104 
purine biosynthesis aene 2361 
recombination, effect of nalidixic 
acid/uracil(6-(p-hydroxyphenylazo)) 3756 
relaxed, tRNA methylation 3443 
replication fork, discontinuous DNA 
biosynthesis 5373 
replication-phage 2C, recombination 
transfer-DNA 3146 
ribosomal subunit 30S/ribosomal subunit 50S, 
isolation 1195 
ribosome, binding-thiostrepton 347) 
ribosome, selective translation 3588 
rRNA 5S precursor, seauence 4106 
RNA 5S, thermal denaturation 2985 
tRNA Ala/tRNA Thr/tRNA Val santicodon, 
occurrence-uridine (5-methoxy) 6167 
RNA biosynthesis/DNA biosynthesis, effect of 
nutrition amino acid 5214 
RNA biosynthesis, stringent 
control-granaticin 1335 
tRNA, effect of trimethoprim, 
tetrahydrofolate-dependent thymidine(ribo) 
biosynthesis 1164 
tRNA f Met, sequence 669 
tRNA methylation, durina development 3442 
tRNA, nucleoside analysis 5965 
tRNA, nuclecside(thio) content 1875 
tRNA Phe/tRNA Tyr/tRNA f Met, 
purificaticon/characterization 4511 
RNA polymerase (DNA-dependent), biosynthesis, 
durina germination 57% 
RNA polymerase mutant, sporulation, 
dihydrodipicolinate synthase regulation 
1740 
RNA polymerase, phage SP0O1 modified, mRNA 
biosynthesis 1321 
RNA polymerase sioma subunit antibody, effect 
on transcription 1741 
RNA polymerase, subunit, phage SPO01 gene 28 
2779 
tRNA, thymidine (ribo), occurrence, 
biosynthesis 126 
tRNA Tyr, modification after transcription 
1873 
tQNA Tyr, structure, relationship-sporulation 
5066 
tRNA Val 2, primary structure 1876 
tRNACLleucyl) synthetase, effect of granaticin 
1179 
spore, chromosome replication 5351 
spore, DNA heterogeneity 3615 
spore, DNA polymerase, properties 1755 
sporulation, evolution-transcription complex 
3289 
sporulation, inhibition-netropsin 793 
sporulation, role-adenosine 
3',2'-diphosphate-5 '-diphosphat e/adenos ine 
3",2'-diphosphate-5'-triphosphate/adenosine 
3',2*-triphosphate-5'-triphosphate 3398 
sporulation, role-nucleotide 1831 
temperature-sensitive mutant, hybridization 
studies-RNA biosynthesis 2996 
temperature-sensitive mutant, rate-RNA 
biosynthesis, effect of temperature 6324 
transfection, quantitative theory 1608 
transformation-Escherichia coli R factor DNA 
4843 
transforming DNA, gamma-irradiation 
mutagenicity 3216 
uptake-heterologous DNA 1606 
duUTPase, phage P8S2 inhibitor 1771 


Bacillus thuringiensis, 


beta-exotoxin, bacteria membrane transport 


3569 : 
RNA polymerase inhibitor, characterization 


3899 


Bacillus thuringtensis(Contd), 
RNA polymerase, transcription product, mRNA 
activity 4676 
MRNA translation, Escherichia coli cell-free 
system 4167 
Bacteria, 
see also various species 
chromosome replication, effect of nalidixic 
acid 3757 
DNA base composition, determination 1461 
DNA degradation activity, screening 1652 
DNA recombination, theory 4854 
DNA replication, review 2814 
DNA segreaation pattern, use-spore 5324 
DNA, utilization, Arabidopsis thaliana 952 
effect of dimethylnitrosamine 1414 
enzyme induction, analysis 805 
extracellular enzyme/toxin biosynthesis, 
regulation, model 1289 
gene regulation, review 11 
genetics, review 3338 
heterofermentative lactic acid, DNA 
hybridization 5331 
UV-irradiation, excision-repair, DNA 1485 
UV-irradi3tion/ionizina-irradiation, 
survival, review 2816 
membrane, transport-Bacillus thuringiensis 
beta-exotoxin 3569 
pink thermophile gram-negative, isolation 
1455 
plasmid DNA recombination, frep3ration 4193 
ribosome/mRNA specificity 3587 
CRNA conformation, differences 2519 
RNA turnover, analysis 3527 
spore-forming anaerobic, physioloay/cytology, 
relationship-PNA base composition 862 
transformation/transfection, review 55%4 
Bacteriocin, 
Clostridium septicum, inhibition-DNA 
biosynthesis/RNA hiosynthesis 4262 
NeS5Bacteriocin, 
Clostridium perfrinaens, inhibition-DNA 
biosynthesis/RNA biosynthesis 7597 
Bacteroid, 
Medic3aqo sativa, DNA polymerase, 
comparison-rhizobium meliloti 2341 
Bacteroides, 
isolstion/properties-plasmid DNA %37 
Bacteroides clostridiiformis, 
taxonomy, guanosine + cytosine content 5326 
Balaenoptera acutorostrata, 
pancreas, RNase, amino acid sequence 5517 
BALB/3T3 cell, 
DNA biosynthesis, calcium ion-d2pendent 
stimulation-phorbol ester 3189 
Murine sarcoma virus transformed, DNA 
biosynthesis 4267 
tumorigenesis, DNA biosynthesis, effect of 
calcium 4399 
BALB/c cell, 
endogenous murine leukaemia virus specific 
RNA, identification, content 3550 
Rauscher leukaemia virus infected, poly (A) 
containina RNA jisolation/characterizaticn 
5741 
Balbiana ring, 
replication, Chironomus tentans, polytene 
chromosome 6540 
Barium ion, 
effect on polyribosome, Paramecium aurelia 
169 
Barley, 
see also Hordeum species 
embryo, DNA biosynthesis, during callus 
induction, 2,4-dichlorophenoxysacetic acid 
4829 
rRNA, 3°-terminal nucleoside, 
comparison-wheat germ RNA 4632 
Barley stripe mosaic virus, 
RNA 4096 
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Barley stripe mosaic virus(Contd), 7 ,8-Benzoflavone, 


RNA, isolation 3498 effect on benzolLaJpyrene-DNA interaction 
Base, 4199 
see also Purine, Pyrimidine, etc. Benzoyltetrazole, 
seauence determination, use-dinucleoside beneerl = ¢ 1a etaeesan ses 3378 
r 5641 3,4-Benzpyrene, 
Sacre iota ce ae complex-DNA, NMR 840 
DNA, correction 874 Benzyl bromide, 
interaction, effect on polynucleotide alkylation-cytidine 6095 
conformation 105 Benzylidenetriphenylphosphorane, 3 
phage T4 mRNA 2502 interaction-uracil (6-amino-1,3-dimethyl-5-nit 
secondary structure/tertfary structure, tRNA, eae 2820 
- Beren 
Pere hur tose we Sa effect on DNA biosynthesis, Saccharomyces 
substitution, effect of DNA unwinding protein cerevisiae mitochondri3z 1575 
mutation, phage 74 5958 Beryllium, ‘ \ 
Base sequence, aluminium, film, adsorption-DNA 1387 _ 4 
effect on dinucleotide (deoxy) dimer, induced infidelity-DNA biosynthesis 5425 
stability 651 Beryilium sulphate, F i 
Base-stacking, effect on RNA biosynthesis, Limnaea embryo 
interaction, stability 2429 development 3574 
Batrachoseps wrighti, BHK-21/31S, ! 
chromosome, hybridization-RNA 4S/RNA 5S/RNA cell line, Pichinde virus infected, 
48S + 28S, Taricha aranulosa granulosa, defective-interferinga particle biosynthesis, 
Localization-RNA gene 5151 RNA characterization 5164 
BO-cellulose, BHK-21/C13 cell, 
fractionation, DNA, characteristics 1437 DNA biosynthesis, serum-induced initiation, 
Bean, effect of exogenous adenosine 1576 
see also Phaseolus and Vicia species herpes simplex virus mutant infected, 
infected-tobacco mosaic virus, RNA, ATP/GTP/CTP/TTP content 3400 
purification/characterization 4650 herpes simplex virus tyre 1 infected, 
Beef, ATP/GTP/TTP/CTP content 3399 
pancreas, tRNA (tryotophanyl) synthetase infected-Pseudorabies virus, DNA polymerase 
kinetics, model 6188 activity 2334 
Behaviour, infection, herpes simplex virus, 
effect of riboflavin 266 isolation-DNA bindina protein 1684 
Benomyl, temperature-sensitive herpes simplex virus 
inhibition-DNA biosynthesis/respiration, type 2 mutant infected, induction-DNA 
Rhizoctonia solani 4818 polymerase activity 3916 
sanzprlesyee2 BHK-21 cell, 
condensatiofi-~pyrimidine DNA repair, gamma-irradiation-induction, 
(2,4,6-trioxohexahydro), product relationship, chromosome exchanae 381 
identification 6076 intected-frog virus 3, isolation-poly (A) 
Benzene, deficient RNA 6267 
inhibit ion-chromosome repair, infected-Junin virus, RNA structure, effect 
gamma-irradiation-induced breakage 5922 of actinomycin D 5163 
Benzimidazole, infected-Semliki Forest virus, RNA 42S, 
mutagen, mechanism of action 261 Localization-RNA 26S seauence 6274 
Benz imidazole(5,6-dichloro-1-beta-D-ribofuranos infection-Newcastle disease virus, mutant 
yl), (temperature-sensitive) 243 
inhibition-interferon mRNA biosynthesis 3039 infection-Semliki forest virus, protein 
superinduction, interferon 954 biosynthesis 1190 


Benzo(alpha)pyrene, mengovirus infected, RNA 35S, poly (A) 
binding-chromatin DNA 5262 sequence 5658 


binding-DNA 4695 mutant, regulation-rRNA methylation 5772 

binding-DNA, activation, liver 2099 rRNA 28S defective biosynthesis, 

binding-DNA, detection-fluorescence 4696 induction-aryl hydrocarbon hydroxytase 1311 

binding-ONA, effect of 3-methylcholanthrene, serum-stimulated, relationship-AMP (cyclic) 
rat 3644 levels/adenyl cyclase/AMP (cyclic) 

binding-DWA, human bronchus 3642 phosphodiesterase activity 2138 


a a ee intermediate characterization temperature-sensitive mutant, chromatin 


structure/transcription, effect of 
binding-DNA, microsome, temperature 4670 ‘ ‘ init 
role-9-hydroxybenzol(alpha)pyrene 6372 temperature-sensitive mutant, ribosome 
paneecese uh (bo ly suctectsdes effect of metabolism 1908 
microsome 098 transformed- i 
polyoma virus, virus-specific 
binding-DNA/protein, nucleus/microsome 3643 RNA, distributton/oreperties 3491 


binding-poly(G) 3418 vesicul = 
binding-RNA, diol epoxide derivative rat wig ne eT Te On ea 


intermediate 6257 BHK-21/WI-2 cell 
complex, DNA, fluorometry 839 latent virus, hybrid format ion-rubella virus 
effect on sister chromatid exchange, human 3920 

lymphocyte 6000 


: BHK cell 
interaction-DNA, effect of 7,8-benzoflavone chromosome protein (non-histone), effect of 
Hea complex, characterizati 4000 ie aN dtr oh ‘ 
P rization infect 
trans toraed 515 eeiteainnc cuethebwn oy ion, herpes virus, DNA biosynthesis 
osynthesis 6495 tRNA, uridine ( do) i 
Benzo(alpha)pyrene 4,5-exide, a3tay 5684 aR haba Fy 


interaction-poly(G6) 3987 
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| Bifidobacterium bifidum, 


DNA/RNA, nucleotide analysis 5873 
Bile, 
5*-nucleotidase/alkaline phosphatase activity 
2349 
Bilirubin, 


induction-DNA photodegradation 
Bipolaris maydis, 
mitochondrial DNA, analysis, use-restriction 


838 


endonuclease 5889 
Bison bison, 
Pancreas, RNase, primary structure 6612 
Bisulphite, 
deamination-cytosine (S5-methyl) 2376 


induction, polynucleot ide-protein 
crosslinkage, phage MS2 1148 
mediation-uridine (5—bromo-2'-deoxy)/uracil(5- 
bromo) debromination 2853 
BK papovavirus, 


DNA, transformation-hamster kidney cell 1601 
BK virus, 
DONA, infectivity/oncogenicity/transformat ion 
activity 3214 
Bledder, 
cancer, role-DNA binding-aromatic amine 4708 
carcinoma, chromatin/DNA content 5475 
Blakeslee trispora, 
polyribosome, stabilization-stimulation 
carotenoid biosynthesis effect of 
beta-fonone 3476 
translation/stability-polyribosome, effect of 


beta-fonone 5720 
Biaest ceil, 
bone marrow, Leukaemia/normal, 
biosynthesis 897 
human, leukaemia, thymidine kinase, kinetics, 
comparison-cytoplasm/mitochondria 6038 
leukaemia, RNA (heterogeneous nuclear), 
characterization 1060 


Blastocladiella emersonii, 
growth/sdifferentiation, role-RNA 


biosynthesis/protein biosynthesis 1053 
zoospore, germination, biosynthesis-poly(A) 
containing mRNA 4640 
zoospore, poly (A)-containing RNA, 
fidentification/characterization 
Blastocleadiella rasosa, 


DNA 


5139 


zoospore germination, PNA biosynthesis 3006 
Blestecyst, 
mouse, RNA biosynthesis, effect of uterine 
flushing 5796 


nucleus, normal/delayed implantation, DNA 
content, cytophotometry 1381 

rabbit, DNA biosynthesis, effect of 
intrauterine device 4822 


rat, RNA biosynthesis, effect of 
DlL-propanolot 4156 
Blastodera, 


haemoglobin biosynthesis, 5beta-androstane 


regulation 1367 
Blastogenesis, ; 

lymphocyte, mitogen-induced, 

inhibit ion-adenosine 


(5°-deoxy-5"’-S-isobutyl) 4488 
BSlestula, 
sea urchin, assay-protein biosynthesis, 
nucleus 4035 
Bleoayein, 


damage-DNA, CHO cell, during cell cycle 
effect on alkaline DNase activity 4927 
effect on BNA biosynthesis/RNA biosynthesis, 
review 6054 
effect on DNA biosynthesis, toluene-treated 
Escherichia coli 2186 
induced vaccinia virus DNA, effect of ATP 
3656 
inhibition-DNA polymerase alpha/DNA 
polymerase beta/DNA polymerase gamma 
- inhtbition-ONA polymerase, effect of 
~  gteffimycin B/33258Hoechst 4508 


4953 


6487 


Bleomycin(Contd), 
interaction-DNA, structure, mechanism 5837 
interaction-DNA + superoxide radical 300 


Blood, 
coagulation, effect of DNA-histone 
interaction 3863 
isolation-DNA, method 3975 
spread, frog, DNA content, determination, 
erythrocyte/thrombocyte/leukocyte 2075 
Blue dextran, 
binding-DWA polymerase alpha, Hela cetl 
Blue-green alga, 
see also various species 
FRNA 16S, sequence, homology, 
relationship-evolution 4624 
Boltzeann distribution, 
SV40 covalently closed DNA 
Boabyx sori, 
DNA biosynthesis during development, 
cytophotometry 5356 
DONA transport-silk gland-fat body 
number/detection-fibroin gene 2715 
pupa, protein biosynthesis, control-aRNA 
1942 
pupal development, 
relationship-cell number 


1762 


2624 


2650 


wing disc, 
424 


rRNA 18S 5S*-terminal/3’-terminal, sequence 
207 

tRNA biosynthesis 120 

tRNA Met, changes during silkgland 


development 1168 
RNA polymerase III, 
purification/characterization 4945 
silk gland, tRNA Ser, anticodon loop seauence 
5071 
Bone, 
chick embryo, procoltagen alpha 1/procollagen 
alpha 2 mRNA, determination 1363 


rat, DNA content, effect of oestrogen 4782 
Bone serrow 
blast cell, Leukaemia/normal, DNA 
biosynthesis 897 
cell, human, DNA biosynthesis, effect of 
starvation 5416 
colony formation, effect of poly(1I.c) 4008 


DNA biosynthesis, effect of X-irradiation, 
comparison-in vitro/in vivo 4806 


DONA biosynthesis, effect of urethan 2677 

DNA biosynthesis, high-altitude 
acclimatization 389 

DNA biosynthesis/RNA biosynthesis, effect of 
leukaemia urinary protein 1579 

DNA, effect of gamma-irradiation 2606 


DNA methylation, methyl 
methanesulphonate/N-methyl-N-nitrosourea 
309 

DNA polymerase delta, exonuclease (3°-5") 
activity/isolation/purification 4955 

DNA repair, gamma-irradiation, effect of 
aminoethylisothiouroniumbromide hydrobromide 

6482 

erythroid cell, rabbit, globin mRNA, 
jinitiation-translation 5696 

irradiation, chromosome aberration, effect of 
exogenous DNA 2700 

irradiation, mitotic index, 
relattonship-uridine (deoxy) excretion 

labelled DNA 2081 

mouse, circadian rhythm-DNA 
biosynthesis/mitosis 6457 

mouse, transfection-Rauscher virus DNA 6531 

phosphoribosylpyrophosphate metabolism, 
effect of X-irradiation 2412 

polycythemia, reverse transcriptase, 
properties 1758 

rat, chromosome aberration/sister chromatid 
exchange, 
induction-dimethylbenz(atpha)anthracene/trim 
ethylbenz(alpha)anthracene 5931 


2403 
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Bone marrow(Contd), 


rat, DNA biosynthesis, effect of 
gamma-irradiation 5431 

rat, DNA polymerase/thymidine kinase 
activity, effect of irradiation 3191 

rat, endoaenous DNA biosynthesis, effect of 
exogenous DNA 6499 

sister chromatid exchange, 
test-mutacen 3812 

transplantation, effect on, 
liver/spleen 557 


analysis, 


DNase activity, 


Bone marrow cell, 


erythroid-rich, precursor mRNA, properties 


Sy) 


Borohydride, 


reduction-adenine 3949 


Borrelidin, 


resistant mutant, tRNA(threonyl) synthetase 
characterization, Saccharomyces cerevisiae 
5691 


Bos taurus, 


mitochondrial DNA/nuclear DNA, 
comparison-Crithidia oncorelti 
DNA 6442 

nucleus, content-DNA, comparison-Capra 
hircus/Ovis aries 6354 


structure, 
kinetoplast 


Bothrops atrox, 


phosphodiesterase I 


purification/characterization 4436 


Botryodiplodia theobromae, 


spore, 
6290 


RNA biosynthesis, durina germination 


Bottromycin Ad, 


effect on tRNACaminoacyl)/tRNA(peptidyl) 
bindina-ribosome 3469 


Bovine, 


Lymphocyte, 
5513 
pancreas, DNase, circular dichroism 4929 


pancreas, role of lysine-RNase A active site 
aif Tee} - 


rPNA 5S, seauence 757 
thyroid, purine nucteosid= phospherylase 
purification/characteriz2tion 4958 


DNA assay, use-microfluorometry 


Bovine enterovirus, 


jisolation-high density component 728 


Bovine leukaemia virus, 


exogenous oncornavirus 

aene, occurrence 5457 
reverse transcrintase/major 
characterization 1752 


2492 


internal protein, 


Bovine papilloma virus, 


induced tumour, content-DNA 3062 


Bovine parvovirus, 


reolication, effect on DNA biosynthesis/RNA 


biosynthesis/protein hiosynthesis, S phase 
spleen cell 6473 


Bovine serum albumin, 


methylated, 
induction 


conjugation, 
1665 


RNA, tolerance 


Brachydanio rerio, 


oooenesis, 
structure 


RNA biosynthesis/nucleolus 
3534 


Brain, 
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bovine, purine-nucleoside phosphorylase, 
curification/characterization 6676 

bovine, RNase (acid), purification, 
characterization 549 

calf, characterization-mitochondria/cytosol 
RNA, electrophoresis 6244 

calf, uridine kinase, precipitat ion-lead 

Site 

chick embryo, cytoplasm, RNA 95S, 
assey-haemoglohin mRNA 4592 

chick embryo, polyribosome, cell-free system, 
tubulin 1/tubulin 2 biosynthesis 1218 
chick embryo, tRNA isosccepting species 
chromosome protein (non-histone) 
biosynthesis, interaction-DNAh, 
ethylnitrosourea 1711 


jons 


2440 


etfect of 


Brain(Contd), 


effect of aae 


content-DNA/RNA/protein/ONase, 
2140 
development, high molecular weiaht RNA 
metabolism 1996 1997 
development, -reaulation-pyrimidine 
biosynthesis 2835 
development, tRNACaminoacyl) synthetase 
activity, effect of X-irradiation 2924 
DNA, methylation, effect of melnutrition 
4256 
DNA, nucleus, 
compar ison-Feulaen/gallocyanin-chromalium/me 
thylene blue/methylene gre2n-determination 
2074 
effect of detergent (non-ionic), 
precursor incorooration e465 
agerbil, RNA biosynthesis/protein 
biosynthesis/lLipid hiosynthesis, 
ischaemia 5225 
human, reverse transcriptase 
activity-amyotroohic Lateral 
sclerosis/Parkinsonism dementi2 593 
mammal/bird, content-polyemine/DNA/RNA 3619 
mitochondria/cytoplasm tRNA, fractionation 


RNA 


effect of 


1868 

mouse, development, PNA biosynthesis 23% 

mouse, DNA reconstitution, relationship-aage 
2626 

neonatal, oestradiol receptor, affinity, DNA 
993 


nucleolus/nucleoorotein RNA polymerase, 


activity durine development 29%4 
nucleus, ribonuclecprotein, size 
heterogeneity 489° 
polyribosome disagaregation, 
jinduction-L-doos/serotonin 174 


rat, alkaline RNase, 
6006 

rat, content-polyamine/DNA/RNA 

rat, DNA biosynthesis 6460 

rat, DNA biosynthesis, effect of diet 

rat, DNA biosynthesis, effect of 
hydrocortisone 426 

rat, DNA/RNA binding-5,5-diphenylhydantoin, 
in vitro/in vivo 2647 

rat, mitochondria, analysis-pely (A) 
containino RNA 5142 

rat, nuclear protein pattern 54% 

rat, S5"-nucleotidase, detection 

rat, poly A-containing RNA 28C 

rat, polyamine/RNA/DNA content 

rat, orotein biosynthesis, 
inhibition-D-amphetamine, mechanism 

rat, RNA biosynthesis, 
monoxide 5220 

rat, tRNA methylation 128 

rat, RNA polymerase ectivity, development 
568 

rat, RNA polymerase activity, 
protein 4418 

rat, RNA surface tension, 
acetylcholine 4113 

rat, stimulation-mRNA bidsynthesis, training 
6331 

rat, Synaptcsome, poly A-containing RNA z7S 

riboflavin, effect on DNA biosynthesis/2NA 
biosynthesis/protein/alutathione reductase 
activity 265 

ribosome, effect of ethanol 2476 

ribosome, protein biosynthesis, effect of 
ethanol 247& F 

tRNA Camincacyl) synthet2se/tRNA, effect of 
ethanol 1?£ 

RNA-binding protein, 


isolation/properties 
3956 


4318 


599 
BAT? 


5724 
effect cf carton 


etfect of S-199 


effect of 


isolation-poly (u) 
chromatoaraphy (affinity) 272% 
RNA biosynthesis, effect of ethznol 7247 


RNA biosynthesis, 
incerporetion-uridine/orotic 2G 1d), 
topography 4123 


6r 


6r 


Br 


Br 


Br 


Br 


Br 


Br 


Br 


Br 


Br 


Br 


Br 


Br 


| 
| Br 


Br 


ain(Contd), 
RNA content, effect of protein depletion 229 
RNA, poly(A) sequence characterization 1979 
sheep, endonuclease activity-DNA/RNA 6592 
Synaptosome/mitochondria/microsome, RNA 
fractionation 1948 
transcription-unioue/repetitive DNA 3005 
Uremastix hardwickii, 
localization-5’-nucleotidase/acid 
phosphatase 332C 
assica, 
nuclear satellite DNA, occurrence 5250 
assica napus, 
pollen, isolation-RNese/nhosphodiesterase 
(decyclizing)/phosphodiesterase 5514 
pollen, RNase/phosphodiesterase 
(decyclizina)/nhosphodiesterase activity 
5515 
assica oleracea, 
alpha-amanitin insensitive RNA polymerase, 
characterization 1011 
RNA polymerase I, activity-poly(G) 
polymerase/poly(A) polymerase 3938 
assica pekinensis, 
leaf infected Turnip yellow mosaic virus, 
double-stranded RNA biosynthesis, location, 
Fate, ~3526 
assica rapa, 
RNase biosynthesis, translation reaulation, 
effect of actinomycin D 2298 
Turnip yellow mosaic virus infected, RNA 
biosynthesis 3527 
assica sinensis, 
Turnip yellow mosaic virus infected, RNA 
biosynthesis 2027 
Turnip yellow mosaic virus infected, RNA 
biosynthesis location/characterization, 
effect of actinomycin D 2029 
east cancer, 
see also Mammary carcinoma 
DNA content, Feulaen cytophotometry 827 
human, poly (A)-rich DNA, properties 2637 
mammary tumour virus, review 1054 
milk, DNA/RNA homoloqous 
seaouence-oncorn3avirus 1252 
edinin, 
effect on L5178Y cell 2410 
structure 1810 
edinin aglycone, 
effect on L5178Y cell 2410 
evibacterium ammoniagenes, 
isolation/identification-quanosine 
pentaphosphate/gquanosine tetraphosphate/GTP 
6114 
mutant, uridine (6-aza) biosynthesis 1110 
oadbean mottle virus, 
infected leaf, RNA biosynthesis 4657 
RNA structure 4095 
translation, localization 458° 
oadbean stain virus, 
ribonucleoprotein cheracterization/physical 
properties 5992 
ome mosaic virus, 
degradation, effect of RNA content 3604 
infected leaf, replicative form RNA, 
isolation/characterization 5/742 
RNA 1/RNA 2 translation 4166 
RNA, S*-terminal 2977 
mRNA activity, function-auanosine (7-methyl) 
58C7 
RNA structure/translation in vitro 3050 
RNA, 3"-termial, nuclectide seauence 4619 
omegrass mosaic virus, 
RNA structure 4995 


omoacetamide, . 
spin labelling, Fscherichis coli tRNA 1169 


\p-Bromoanilide, 


protecting oroupn, decadeoxyribonucleotide 
synthesis 1131 


7-Bromomethyl-12-methylbenzlaJanthracene, 
interaction-DNA, effect of Escherichia coli 
endonuclease II 2308 
7-BromomethylbenzLalanthracene, 
alkylation-cytidine 6095 
induction-DNA repair, Escherichia coli 2187 
Bronchus, 
hum2n, DNA bindina-benzolaloyrene 3642 
Bruceantin, 
inhibition-protein biosynthesis, mechanism 
3489 
Brucella abortus, 
ribosome, immunoaenicity 3824 
BSC-1 cell, 
herpes simplex virus infection, CNA 
biosynthesis 1557 
herpes simplex virus infection, RNA 
biosynthesis, nucleus 3543 
Buffer, 
effect on DNA repair, X-irradiation-CHO cell 
Zee 
Bufo marinus, 
poly (A) containing RNA/sodium ion trensport, 
effect of aldosterone 6312 
rRNA methylation/sodium ion transport, effect 
of aldosterone 6313 
Bufo melanostictus, 
RNA biosynthesis/orotein 
biosynthesis/acetylcholinesterase activity, 
effect of progesterone 5274 


Bull, 
seminal vesicle RNase, effect on Welker 


carcinosarcoma/Sajdel hepatoma, ret 4395 
Burkitt's Lymphoma, 
American, association-Epstein-&srr virus 
genome 3793 
occurrence-Epstein-Sarr virus DNA 3794 
Burn, 
effect on alkaline RNese, rzt lLiver/pancreés 
6619 
Bursa, 
incorporation-cytidine (deoxy), DNA 
biosynthesis 74 
Butyl-biguanide, 
effect on protein biosynthesis, rat liver 
ribosome 2945 
Butyrylcholinesterase, 
inhibitor, molecular connectivity, 
relationship-activity 2795 


C3H cell, 
DNA biosynthesis, effect of 


methylcholanthrene 439 

murine leukaemia virus, properties 7918 

oncogenesis, relationshio-cell cycle 4? 

oncogenesis transformation, uridine 
(S5-fluoro-2*-deoxy) 2494 
transformation-SV40, effect of 
caffeine/UV-irradiation 5941 

C banding, 
Notophthalmrus viridiscens DNA seauence, 
localization 1467 
C-type virus, 

see also Oncornavirus and specific types 

gene, evolution 939 42409 

gene (gaa) seauence 575? 

human Leukaemia (acute myelogenous), 
characterization 296 29461 

human lLeuksemia, seauence-RNA 4610 
induction-NRK cell, c-deoxy-D-clucose 13529 
infected neuroblastoma, DNA polymerase A-type 
virus, etfect of uridine (iododeoxy) + 
dexamethasome 5635 

location-Esox lucius lymnhosarcom2, reverse 
transcriptase activity 4474 

mammalian, rescue-RNA Sequence See 


8 
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C-type virus(Contd), 
murine myeloma, host-range 579 
particle, myeloma cell, reverse 
transcriptase, properties 6035 


particle, platelet, thrombocythaemia 2787 
release, rat embryo 3493 3 
reverse transcriptase, inhibition-lLeuksemia 


immunoglobulin 7S 2737 
reverse transcriptase, template specificity 


4956 
RNA-baboon, relationship-human DWA during 
Leukaemia 5319 


RNA, binding-core protein, specificity 5746 
RNA sequence, occurrence-DNA, human Leukaemia 
tissue 5735 


sequence, pig DNA 860 

structure, relat ionship-Mason-Pfizer monkey 
virus, immunology 4609 

viper, structure/characterization 2786 


relationship-endogenous 
6654 


virus-Like particle, 
DNA polymerase, human prostate gland 
Cadetum, 
effect on DNA biosynthesis/RNA 
biosynthesis/protein biosynthesis, rat liver 
6502 
effect on RNA polymerase/protein 
biosynthesis, rat liver 4417 
GMP complex, X-ray crystallography 
Cadmiue chloride, 
effect on RNA/DNA/protein content, 
testis/liver 4316 
Cadeiua ion, 
effect on polyribosome, Paramecium aurelia 


4496 


169 
interaction-polynucleotide, carcinogenicity 
2431 
probe, nucleoside analysis 1802 
Caecua, 


guinea pig, taenia, 


relaxation-ATP/AMP/ABP/adenosine 5648 
Caeamecter tadniospiralis, 
DNA structure/physical properties 4725 


Caestum chloride, 
centrifugatton, use-RNA isolation, canine 
distemper virus-infected Vero cell 5740 
netropsin density gradient, mammalian DNA 


base composition heterogeneity 2619 
Caffeine, 
effect on Chinese hamster cell DNA repair 
1515 


effect on DNA 
effect on DNA 
cis-platinum 


biosynthesis 429 
biosynthesis, effect of 
(II) diaminodichloride 
binding-DNA, Chinese hamster cell 3766 


effect on DONA biosynthesis, normal/irradiated 
HeLa cell 3193 


effect on DNA nuclease S1 degradation, 
Aspergillus oryzae 2724 


effect on DNA recombination, irradiated Hela 
cell 3753 


effect on DNA repair, Escherichia coli 
B/Escherichia col4 K12 mutant 4793 
effect on DNA repair, Potorus tridactylis 


4292 
effect on DNA repair, xeroderma pigmentosum, 
UV-irradiation 5417 


effect on excision repair deficiency, 
UVirradiation, Xeroderma pigmentosum 1521 
effect on repair, Drosophila melanogaster 
oocyte 3742 
effect on repair, UV-irradiat ion-Eudorina 
elegans 2188 
effect on RWA biosynthesis/protein 
biosynthesis, potato tuber meristem 
effect on Saccharomyces cerevisiae 
sporulation, RNA biosynthesis/DNA 
biosynthesis/protein biosynthesis 3184 
effect on SV40, transformation-C3H cell 
inhibit ion-UVirradiat ion-damaged ONA, 
adenovirus type 2, human cell 1554 


1338 


5961 
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(Contd) 

Cot ioe ee soenst roauthal tnextl Chemie 
tumorigenesis 3764 
inhibition-postreplication repair, DNA, 
mammalian cell, relationship-AMP (cyclic) 

6480 

interact ion-DNA/RNA, 
structure 6382 ; 
synergism-UV-irradiat ion/hydrocarbon epoxide 


effect on secondary 


toxicity, xeroderma pigmentosum 2083 
Calciua, q 
content-human endometrium, menstrual cycle 
1385 


control-Liver regeneration 4273 
dependent DNA uptake, Diplococcus pneumoniae 
$442 
digestion-chromatin, euchromatin release ' 
2272 
effect on DNA biosynthesis, BALB/3T3 cells 
tumorigenesis 4309 
effect on DNA biosynthesis T-lymphocyte, rat 
2653 
Calefum chloride, 
effect on phage MS2 RNA 
interaction-Escherichia col4 sphaeroplast 
1350 
Caleiua ien, 
binding-chromatin, induction-condensation, 
hen erythrocyte 5501 
complex-adenyl S’-yl imidodiphosphate, 
formation constant 6108 
dependent stimulation-DNA biosynthesis, 
BALB/c3T3 cell, phorbol ester 3189 
effect on DNA biosynthesis, chick embryo 
2194 
effect on polyribosome, Paramecium aurelia 
169 
effect on southern bean mosaic virus virion 
stability 3854 
use, isolation-poly A-containing RNA 
THMEshiélla atophila, wr oF 
RNA polymerase, purification/properties 
Calf, 
deoxynucleotidyltransferase (terminal), 
characterization/radioimmunoassay 3928 


(193 
4409 


diarrhoea virus, properties 199 
liver, CTP synthetase, 
stoichiometry/properties 5574 


Calf thymus, 

chromatin, histone H4/histone H3, random coil | 
indentification 2275 

chromatin, interaction-ethidium bromide, 
comparison-Secale cereale 6579 

chromaton, RNA biosynthesis, effect in 
transport in cortisol 1334 

chromosome, distribution-histone 4870 

DNA circular dichroism, effect of Lithium 
chloride/ethylene glycol 3691 

earnest 11 effect of UV-irradiation 
4244 

DNA, fragmented, crystallization, 
analysis-cetyl trimethyl ammonium bromide 


1468 
BNA helix-coil transition, role-DNA unwinding 
protein 3253 


DNA interaction-formaldehyde, kinetics 3090 
DNA, interaction-poly (lysine)/poly (valine), 
sepouten dichroism, effect of denaturation 

528 
DNA, intercalation, 
2-hydroxy-ethanethiolato(2, 
2°2-terpyridine)platinum (II), X-ray 
diffraction 1408 
DNA, 
modification-N-acetoxy-2-acetylaminofluorene 
47-fluoro derivative/7-iodo derivative, 
orientation 5279 
BNA, molecular weight, use-low-angle light 
scattering 5337 } 


Calf thymus (Contd), Caneer (Contd), 


DNA, NMR/ circular dichroism, excretion-RNA/tRNA degradation products 1099 
comparison-chromatin 5856 growth/treatment, relationship-DNA 
DONA, noise conductivity 3690 biosynthesis 2193 
DNA, physical properties 4243 human spleen, tRNA base composition/tRNA 
DNA, physical properties, effect of methylase activity 4015 
denaturation-methylmercuric hydroxide 4738 immunotherapy, use-immune RNA 6553 
DNA, physical properties, effect of storage pancreas, serum RNase content 5518 
3689 skin, oncornavirus-like particles 1251 
DNA polymerase alpha, effect on DNA skin, 
biosynthesis 1520 treatment-tubercidin/adenosine(5°-0-sulphamo 
DNA polymerase alpha, poly (dA-dT) yl)/uridine(3-deaza) 2865 
biosynthesis 665 stomach, lymphocyte, DNA content 3617 
ONA polymerase alpha, subunit molecular treatment-nucleoside analogue 2858 
weight 2793 treatment, use-uracil (5-fluoro) 5612 
DNA, Cancer (gastrointestinal), 
site-alkylat ion-N,N-dimethyl-2-chloroethytam combination, chemotherapy, uracil (5-fluoro) 
ine + cytosine arabinoside 44 
hydrochloride/N-dimethylbis(2-chloroethyl) 4am Cancer pagurus, 
ine hydrochloride, detect ion-Raman DNA base composition, relationship-quinacrine 
spectroscopy 4209 fluorescence 3634 
DNA unwinding protein, effect on ONA, fractionation-hydroxyapatite 3626 
Sinagle-stranded DNA structure/DNA polymerase Cancerogenesis, 
activity 3254 relationship-oestroagen activity, review 3342 
DNA unwinding protein, purification, Candida, 
characterization 3252 human, sensitivity-cytosine (5-fluoro) 2382 
effect of salt, DNA denaturation/interaction resistance-cytosine(5-fluoro) /uracil(5-fluoro 
2640 >, mechanism 2836 
endonuclease, purification/properties 4403 Candida albicans, 
histone F2ai, iodination, comparison-Xenopus antigen, immune RNA, transfer-delayed 
laevis 4368 hypersensitivity 5467 
nucleus, chromatin, histone H1, effect of resistance/sensitivity-cytosine (5-fluoro) 
sonication 5991 4466 
omega protein, purification 1687 toxicity-nalidixic acid 3182 
peptide factor, control-DNA transcription Candida maltosa, 
234 DNA/physiology, characterization 342 
poly(ADP-ribose) polymerase, Candida pelliculose, 
purification/properties 3327 mutant, purine-dependent, IMP precursor 
RNA polymerase, transcription, calf thymus accumulation. 2831 
chromatin 991 Candids sake, y 
Nase H, charactefization 5885 DNA, charactérization 545 
satellite DNA, structure 6447 Candida sloofii, 
Calliphora erythrocephala, DNA homology/base composition 2633 
imaginal disk, DNA biosynthesis, effect of Candida tropicalis, 
juvenile hormone 2667 histidine-deficient, effect on exogenous DNA 
ovary, gene amplification 1638 1582 
Calliphora stygia, Candidiasis, 
salivary gland, development, chromatin eye, treatment, cytosine (S-fluoro) 41 
protein (non-histone) 2759 Canine distemper virus, 
Calliphora vicina, infected Vero cell, isolation-RNA, 
extracellular ribosome characterization, use-caesium chloride centrifugation 5740 
metamorphosis 4045 Cannabinoid, 
Callus, inhibition-DNA biosynthesis 2696 
development, relationship-DNA Capra hircus, 
biosynthesis/RNA biosynthesis/tRNA nucleus, content-DNA, comparison-Bos 
Caminoacyl) synthetase activity, Pinus taurus/Ovis aries 6354 
banksiana 5193 Capsicum annuua, 
{nduction-2,4-dichlorophenoxyacetic acid, DNA gene alteration, DNA induction 1650 
biosynthesis during, barley embryo 4829 Capsid, 
Nicotiana tabacum, rate-RNA biosynthesis Orycetes rhinoceros, nucleoprotein structure, 
5192 characterization 1704 
\Calveria, phage MS2, structure, Raman spectra 4608 
chick embryo, tRNA isoaccepting species 2440 phage phi X174 mutant, replicative form DNA 
\Camel, biosynthesis 5369 
pancreas, RNase primary structure, precursor, phage Lambda DNA 
heterogeneity 4910 biosynthesis-defective mutant 2155 
\d-femphor, precursor, phage P22 mutant, structure 2261 
Ynhibition-DNA biosynthesis, Vibrio cholerae protein, binding-ribosomal subunit, Semliki 
1567 Forest virus 5112 
\Camptothecin, protein, mRNA, isolation, tobacco mosaic 
effect on interferon induct fon-Newcastle virus-infected tissue 6252 
disease virus/poly I:C 1663 replication, herpes simplex virus type 2 
Kanaline, temperature-sensitive mutant 3791 
effect on vaccinia virus replication 2174 turnip yeilow mosaic virus, RNA, effect of 
ancer, shearing stress 1280 
see also Carcinoma, Melanoma, Tumour, etc. Carassius auratus, 
| bladder, role-DNA binding-aromatic amine eeiss uase regeneration, axon transport-RNA 
4708 
effect of adenosine/adenos ine optic nerve, tRNA 48 transport, during 
- (6=methyl-)/cytidine (5-methyl) 630 regeneration 5676 
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Carbamazepine, 
effect on immune competence 
Carbamic acid ester, ; : 
binding-DNA, role-carcinogensis, mouse 
Carbenoxolone, : 
effect on DNA biosynthesis/RNA 
biosynthesis/protein biosynthesis, gastric 
mucosa 4548 
3-Carbethoxypsoralene, 
tnduction-mutation, 


454 


3648 


Saccharomyces cerevisiae 


5405 
Carbodiimide, 
spin labelling, Escherichia coli tRNA 1160 
Carbon, 
deficiency, RNA accumulation, Aphanocapsa 
5138 
film, adsorption-DNA 1287 
Carbon dioxide, 
fixation, Helminthosporium cynodontis 2582 
Carbon monoxide, : 
effect on RNA biosynthesis, rat brain 5229 


inhibit ion-DNA biosynthesis, Escherichia coli 
1565 
Carbon tetrachloride, 
effect on RNA turnover, 
Carbopol 934, 
inhibition-oncornavirus reverse transcriptase 
591 
Carboxymethylcellulose, 
poly (lysine), modification-poly (I.C), 
use-adjuvant 554 
Carcinogen, 
see also specific compounds 
detection, sister chromatid exchange 485 
effect on DNA excision-repair, Fanconi’s 
anaemia fibroblast 4700 


rat Niver 6329 


enhancement-virus transformation, role-DNA 
repair 4207 

hydrocarbon, effect on gene locus mutation 
2221 

induced error, restriction, DNA biosynthesis 
2754 


screening, review 3332 
site-poly (U) alkylation, 
637. 
urethan-DNA complex, 
Carcinogenesis, 
aflatoxin B+*1-induced, 
methylase, rat liver 


product stability 
activity 483 


activity-tRNA 
5682 


colon, 1,2-dimethylthydrazine-induced, nucleus 
nonhistone protein biosynthesis/accumulation 
3865 

effect on chromosome nonhistone protein, BHK 
GEwls > 2762 

in vitro, rat liver RNA structure, effect of 
thioacetamide 3524 

intestine, nuclear nonhistone protein 
biosynthesis 4869 


liver, N-2-fluorenylacetamide-induced, 
unscheduled DNA biosynthesis 2691 

methylcholanthrene-induced, effect on DNA 
biosynthesis, lymphocyte 2760 

mouse, role-carbamic acid ester bindina-DNA 
3648 

N-nitrosomorpholine, effect on Liver rRNA 
TES/ FRNA 28S nucleotide content 2558 

Carcinogenicity, 


manaenese jion/cadmium jion/magnesium jon/zinc 


jon interaction-polynucleotide 2431 
Carcinoma, 
see also specific types 
bladder, chromatin/DNA content 5475 


human colon, chromatin, analysis-nonhistone 
protein 4877 

human, nucleus ribonucleoprotein containing 
RNACheterogeneous nuclear), properties 3537 
human renal, treatment-immune RNA 4161 6162 
mucoepidermoid, DNA content 2076 


verrulous squamous cell-Larynx, DNA content 
5248 
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Cardiac muscle, ; 
differentiation, effect of AMP (cyclic) 6497 
differentiation, poly(ADP-ribose)polymerase 

activity/NAD content 2346 

Cardiovascular system, 


effect of adenosine-5'*-carboxylic acid 2864 
Carnation ringspot virus, 
effect of sodium dodecyl sulphate 2981 
Carnosine, 
complex-nucleotie, NMR 1826 
Carotenoid, : 
biosynthesis, Blakeslea triscora, 
stimulation-beta-ionone, polyribosome 
stabilization 3476 
Light induced biosynthesis, rol2-mRNA, fungus 
3059 
Cartilage, 


chick embryo, DNA biosynthesis, 
incorporation-thymidine/uridin2 
(5-bromo-2*-deoxy) 4289 


cranio-facial skeleton, arowth 3709 
Cartilage-hair hypoplasia, 
adenosine deaminase activity 1139 
Casein, 
mRNA, biosynthesis, stimulation-prolactin, 
effect on progesterone 6314 
MRNA, content-poly (A) 5155 
translation-poly (A) cont3ining mRNA, guinea 
pig mammary gland 6347 
alpha s-Casein, 
mRNA, ewe, purification 4M«7 
beta-Casein, 
mRNA, ewe, purification 4087 
Casein acid hydrolysate, 
effect on rRNA biosynthesis/protein 
deqradation, Bacillus suntilis mutant 7(34 
Cat, 
occurrence-DNA feline sarcoma virus 2677 


Catabolite, 
protein, bindina-poly(dA-T) éenatogque 4903 
Catabolite gene activator protein, 


bindina-operon (lac) promoter 1588 
Catalase, 
liver, biosynthesis, effect of 
allylisopropylacetylcarhbamide 1921 


protection-cleav3aae-DNA, 
3646 
Catechol, 
interaction-adenine/cytosine/thymine/uracil 
5587 
Catecholamine, 
see also Adrenaline, 
effect on DNA meltina 
Cathepsin, 
rat liver, effect of protein deficiency 
Cation, 
see 3lso specific ions 
divalent, effect on DNA denaturation, thymus 
gland 2613 
metal complex formation-DNA, 
staininag-Schitf's reagent 6285 
unwinding-DNA, circular dichroism 
Cation-exchange resin, 
chromatography, 


superoxide/vitamin C 


Noradrenaline, 
852 


CLC. 


556 


6398 


separation-nucleoside/purine/pyrimidine 6C2 
Cationic surfactant, 
azure A/toluidine blue, staining-RNA 2958 
Cattle, 
DNA biosynthesis, effect of leukosis 54625 
Pancreas, RNase, immunoloay, 
comparison-Actinomyces rimosus 6406 
Cauliflower, 
inflorescence, chromatin, poly (G6) 
biosynthesis 1717 
Caulobacter crescentus, 
DNA structure/physical properties 5327 
ca 3034, 
interaction-Yoshida ascites sarcoma DNA 36514 


coP, 
biosynthesis-Saccharomyces 
cerevisiae/Enteromorpha/Cladomorpha 
complex formatfion-RNase, cross-linking 
so rosenatraataAons effect of copper ions 
4 
COP (2*=-(3")-0-dthydrocinnarmoyl), 
use-substrate, polynucleotide phosphorylase, 
synthesis-oligonucleotide 6155 
COP reductase, 
activity during cell cycle, Chinese hemster 
cells 4446 
effect of dinucleoside HSi/dinucleoside 
HS2/dinucleoside HS3 5627 
Ehrlich ascites carcinoma, compar{is@n-ADP 
reductase 601 
Celerfio euphorbise, 
pupa, diapause, acetylcholinesterase/RNA 
biosynthesis, effect of juvenile 
hormone/beta-ecdysone 245 
Cell, 
ageing, in vitro 2655 
dissociation, effect on RNA biosynthesis, sea 
urchin embryo 4668 
DNA distribution during chemotherapy 
fusion, heterokaryon/hybrid 605 
mammalian, o-phenanthroline finhibition-DNA 
biosynthesis 3200 
normal/transformed, mRNA, half-life 277 
normal/tumour, isolation-mitochoadria 1393 
transformation, DNA containing virus, review 
4978 
uptake-nucleotide 
Cell culture, 
DONA assay, fluorometry 4181 
Drosophila melanogaster, rate-DNA 
biosynthesis/replicon size 6456 
effect of ethylnitrosoureea/methytnitrosurea 
interaction-BNA 2093 
hamster, sarcoma virus transformed/hamster 
fibroblast, DNA-binding protein, 
synchronization-synthesis 6588 
lens, epithelium, DNA biosynthesis/protein 
biosynthesis 394 395 
mammalian cell growth, control, review 606 
medium, effect on influenza virus B 
interferon induction 1983 
mouse foetus, DNA, 
binding-diethylstilboestrol 5836 
nucleolar organizer, transcription dominance 
2531 
RNA biosynthesis,alpha-amanitin/beta-amanit in 
inhibition 2032 
RNA biosynthesis, kinetics 4760 
transformed, ribosomal subunit 40S/ribosomal 
subunit 60S biosynthesis, effect of growth 
4571 
tumour, destruction, cytochalesin B + 
cytosine arabinoside 1819 
vesicular stomatitis virus, RNA bfosynthesis, 
examination-method 240 
Volvox carteri, synchronization, separation 
cell type 880 
Cell cycle, 
see also G phase, S phase, etc. 
Atlium cepa, histone/DNA content 1534 
Amoeba proteus, protein biosynthesis, during 
5088 
analysis, mouse, during development 
Chlamydomonas reinhardtii 908 
Chlorelle pyrenoitdosa, effect of purine 
(6-methyl) 5604 
CHO cell, effect of temperature-sensitive 


3982 
4382 


58264 


1832 ‘ 


4255 


mutant 37C2 
CHO cell, ribosomal protein phosphrylation 
1911 


control, role-RNA biosynthesis/protein 
biosynthesis/DNA biosynthesis/AMP (cyclic), 


review 6057 


Cell cyele(Contd), 


Crepis capitlaris, gamma-irradiation, 
relationship-mutagenesis 2080 

dependence-Epstein-Barr virus 
activation-cycloheximide/puromycin/arainine 
deprivation 23726 

see aahee $V40 induction-UVirradiation 

4 

ONA polymerase activity, HeLa cell 587 

effect of gibberellin, Hordeum vulgare 5421 

effect of insulin, chick fibroblast 6474 

effect of thymidine (tritiated) 886 

Escherichia coli, relationship-high-molecular 
weight ribosomal protein 6202 

fibroblast, regulation-serum 3141 

Hela cell, cytoplasm, poly(ADP-ribose) 
Polymerase-activity 595 

HeLa cell, thymidine transport 2880 

human lLywpheid cell, effect of adriamycin-DNA 
complex 6515 

LSI7BY celk, gene Ala 32 replication 478 
lymphoblast, effect of 
pedophytletoxin/epipodophyllotoxin 925 

mammalian, analysis, propidium iodide 
steining 291 

reletionship-deoxynucleotidyl transferase 
(terminal) activity, AKR-cell Leukaemia 
3929 

reletionship-oncogenesis, C3H cell 428 

S phase, BNA biosynthesis, effect of uridine 
(Sebromo-2’-deoxy) 5634 

Sectheromyces cerevisiae, DNA biosynthesis, 
sequence-gene product function 5934 
Tetrahymens pyriformis, control 1988 


Cell division, 


effect of BNA gene mutation, Escherichia coli 


5929 
effect of uracil (5-di3sz0), Salmonella 
typhimurium 4795 


embryo, effect of uridine (5-bromodeoxy) 
“STO? 3 

gene control, Schirosaccharomyces pombe 5894 
induction, Helianthus tuberosus, effect of 
uracil (fluoro) 797 

Lymphocytes, effect of stimulation 

Saccherowyces cerevisiar, 
control-tRMA(methionyld 4017 

Saccharomyces cerevisiae mutant, effect of 
UV-dirradiation/ethyl methanesulphonate 5406 

Salmonella typhimurium/Escherichia coli, 
inhibitfon-uracil(5-diazo) 3958 

WI-38 cell, effect of quiescence 


5436 


5440 


Cell-free system, 


biosynthesis-aldolase 5099 

biosynthesis-equine herpesvirus type 3 
nucleocapsid polypeptide 72457 

chick embryo brain polyribosome, tubulin 
1/tubulin 2 biosynthesis 1218 

chick embryo connective tissue, vrotein 
biosynthesis 1922 

Escherichia coli, protein biosynthesis, 
Saccharomyces cerevisiae mitochondrial RNA 
direction 1361 

Escherichia coli, translation-Semliki 
virus RNA 42S/RWNA 26S 1358 
eukaryote, translation-fscherichia coli 
Lipoprotein mRNA 3591 

eukaryote, translation-poliovirus RNA 804 
eukaryote, translation-Semliki Forest virus 
RNA 42S/RNA 26S 3582 

foot-and-mouth disease virus RNA 
translation/protein characterization 6243 

HeLa cell, protein biosynthesis initiation 
activity 1238 

Krebs II ascites cell, pre-~pro-PTH/pro-PTH 
biosynthesis, direction-parathyroid gland 
mRNA 1368 

mammalian, translation-alfalfa mosaic virus 
RNA 2057 


Forest 


25 


Cell-free system(Contd), 
Moloney murine Leukaemia virus RWA 
translation 3584 
Plasmodium lophurae, protein biosynthesis 
3474 
polyphenylalanine biosynthesis, effect of 
puromycin/chloramphenicol analoques 166 
prolactin precursor biosynthesis, pituitary 
gland mRNA 3603 
protein biosynthesis, effect of 
cytidine(S-aza) treated hamster fibrosarcoma 
tRNA 4060 
rat liver, use-globin mRNA assay 6243 
reticulocyte protein biosynthesis, effect of 
initiation factor IFf-1S5/initisation factor 
IF-2/initiation factor IF-25 4070 
reticulocyte, mRNA dependent translation 
5808 
reticulocyte, translation-avian 
myeloblastosis virus RNA 2052 
template, role-plasmid CloDF13 ONA, 
characterization-immunity protein 5456 
Thermus thermophilus, protein biosynthesis, 
effect of polyamine 1930 
transcription-mammalian chromatin, nascent 
alobin mRNA 1313 
translation-insulin polypeptide 2061 
translation-interferon mRNA 818 819 
translation-poly (A) containing mRNA, 
laevis oocyte 5810 
translation-prolactin mRNA 3602 
translation-Rauscher leukaemia virus RNA 
2565 
translation-uteroglobin mRNA 
translation, Vero cell 285 
wheat germ, influenza virus RNA translation 
3521 
wheat germ, poly(A) containing 
virus mRNA translation 3485 
wheat germ, protein biosynthesis initiation, 
temperature sensitivity 2485 
wheat germ, transletion-collagen mRNA 2568 
wheat germ, translation-tobacco rattle virus 
RNA 3586 
xeroderma pigmentosum, defective 
production-thymine dimer-DNA 5614 
Cell killing particle, 
vesicular stomatitis virus, activity, 
inhibition-interferon 3548 
Cell Line, 
herpes simplex virus type I infected, 
control-protein biosynthesis 5082 
vertebrate, Chilo iridescent virus infected, 


Xenopus 


3620 


influenza 


occurrence-DNA biosynthesis 5388 
Cell proliferation, 

chromatin structure/function 5478 

DNA biosynthesis, kinetics 1509 1510 


effect of testosterone, 
6475 

hepatoma, 

4304 
kidney compensatory growth 

liver acinus 4257 

lymphocyte, 
stimulation-phytohaemegalutinin/allogenic 
cell, assay 4826 

Cell (rho), 

marker analysis/mitochondrial gene mapping, 

Saccharomyces cerevisiae 5966 
Cell wall, 

Bacillus subtilis, formation, 
inhibition-4,4"-isopropylidene-bisl2-isoprop 
yliphenol 2773 

Central nervous system, 

Citellus erythroagenys, RNA content, effect of 
hibernation 5246 

crytococcosis, treatment-amohotericin RB + 
cytosine (S-fluoro) 43 

rucleus, acridine orange fluorescence 

tumour, content-sstellite DNA 3°68 
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rat seminal vesicle 
effect of alpha-methyl ornithine 


385 


826 


Centrifugation, 
sucrose aradient, polyribosome 
disaggregation, Acheta demesticus 
Centrifugation (zonal), 
use-DNA repair assay 
Centromere, 
distribution-mitosis, 
Mus musculus, replication opsttern 
Cerebellum, 
DNA biosynthesis, effect of damace 2141 
DNA biosynthesis, effect cf thyrvid aland 
deficiency 3172 3173 
DNA content &28 
rat, cell proliferation/maturation, 
cortisol 427 
rat, DNA biosynthesis, induction-thyroxine, 
effect of dibutyrylAMP(cyclic) 4784 
rat, DNA content, thymidine kin2se activity, 
effect of hypothyroidism/nutrition, during 
development 5249 
rat, DNase, effect of methylazoxymethanol 
559 
Cerebral cortex, 
GMP incorporation, 
RNA biosynthesis, 
convulsions 1347 
RNA/nucleotide metabolism, 
hypothyroidism 2029 
Cerebrospinal fluid, 
occurrence-DNA/RNA/oLligonucleotide/nucleoprot 


6478 


Mutiacus muntjsk 3849 


4755 


etfect sof 


effectsof GIP. 16356 


effect of flurothyl induced 


effect of 


ein durina multiple sclerosis 4356 
Cerebrua, 
labelled erecursor incorporation 1109 


polyribosome, phenylalanine-induced 
dissociation, role-RNase 7978 
rat, cell proliferation/maturation, 
cortisol 427 
rat, RNase (alkaline), 
551 
RNA biosynthesis, precursor 
effect of thyroxine 247 
Cetyl trimethyl ammonium bromide, 
analysis, calf thymus DNA crystallization 
1468 
use-isolation-plant DNA 
Chalone-like, 
inhibitor, DNA biosynthesis, 
mammary gland 5434 
Chelating agent, 
effect on DNA digestion, 
chromatin 5466 
Chemfosmotic theory, 
mechanism-DNA transport-becterial membrane 
6510 
Chemotherapy, 
DNA/cellL distribution 5824 
human Leukaemia, effect of cytosine 
arabinoside + cytidine(S-aze) 2384 
leukaemia, effect of poly (A)-poly (U), mouse 
(AKR) 3422 
Chenopodium quinoa, 
raspberry ringspot virus 


effect of 
effect of-malnutrition 


incorporation, 


6369 


isalation-bovine 


rat Liver nucleus 


infected, 


RNA-1/RNA-2 expression 5221 
Chick, 

erythroblast, cytoplasm, RNA 9S, 

assay-haemoglobin m&NA 4592 


erythrocyte, chromatin subunit structure 


2273 
fibroblast, DNA biosynthesis/cell cycle, 
effect of insulin 6474 


fibroblast, DNA polymerase alpha, 
Purification/characterization 6672 
intestine, chromatin template BGR A ys, 
effect of laloha,2S-dihydroxyvitamin 
Di/hormone-receptor complex 2555 

kidney, adenyl cyclase, effect of 
GTP/GDP/auanylyl imidediphosphate 5659 
Limb-bud, ®NA biosynthesis/DNA biosynthesis, 
effect of necrosis 5936 


EE ee 


Chick(Contd), 
liver, oestradiol-treated, vitellogenin mRNA, 
isolation/characterization 5140 
oocyte, RNA biosynthesis during meiosis, 
autoradiography 5771 


oviduct, chromatin, biological activity 6585 


oviduct, chromatin, fractionation/physical 
properties 6566 
oviduct, effect of oestrogen, Escherichia 


coli/homologous RNA polymerase, 
initiation-RNA biosynthesis 3031 

oviduct, initiation-RNA biosynthesis, effect 
of progesterone-receptor complex, in vitro 
6326 6327 

oviduct, nonhistone protein biosynthesis, 
stimulation-oestrogen 4546 

oviduct, ovalbumin mRNA, transcription, 
requlation-chromatin protein, effect of 
oestrogen 5786 

oviduct, RNA biosynthesis/ovalbumin mRNA 
content/chromatin, effect of 
Pprogesterone/oestrogen 5205 

Chick embryo, 

bone, procollagen alpha t/procollagen alpha 2 
mRNA, determination 1363 

brain, cytoplasm, RNA 9S, 
mRNA 4592 

brain, polyribosome, 
tubulin i/tubulin 2 biosynthesis 

cartilage, DNA biosynthesis, 
incorporation-thymidine/uridine 
(S-bromo-2'-deoxy) 4289 

cell, infection-Newcastle disease virus, 
interferon induction 2016 

connective tissue cell-free system, protein 
biosynthesis 1922 

content-poly(A) containing RNA, 


assay-haemoglobin 


cell-free system, 
1218 


cytoplasm/nucleus 4083 
DNA biosynthesis, effect of magnesium 
fons/calcium ions 2194 


OWA, hybridization-intluenta virus RWA 2541 

DNA, infectivity-avian leukosis virus gene 
2210 

DNA Ligase, 6681 


DNA 


inhibition-daTP 
erythrocyte, fusion, Hela cell, 
biosynthesis induction 393 
erythrocyte, volume-chromatin, during 
development 5989 

fibroblast, DNA biosynthesis, 
induction-lectin 448 

fibroblast, DNA biosynthesis/RWA 
biosynthesis, effect of amphotericin B 
fibroblast, DNA biosynthesis/RMA 
biosynthesis, inhibit fion-tubercidin, 
comparison-Ehrlich ascites cell 4489 
tibroblast, DNA biosynthesis/RNA 
biosynthesis/protein biosynthesis, effect of 
magnesium ions 1307 

fibroblast, infected-avian leukosis virus, 
RNA bfosynthesis 2919 

fibroblast, infected-Rous sarcoma virus, 

_ origin-RNA 7S 5756 

fibroblast, 
interaction-multiplication-stimulating 
activity/insulin 1563 

fibroblast, mitochondrial DNA replication 
3701 

fibroblast, poly (A)hydrolase, 
characterization/localization 6043 

fibroblast, RNA 5S nucleotide sequence 

fibroblast, termination-procollagen 
biosynthesis, effect of puromycin 2955 

fibroblast, transformation-Rous sarcoma 
virus, methylene blue staining assay 4779 

globin gene, activation, Rous sarcoma virus 
940 

glycosaminoglycan biosynthesis, effect of 
uridine(5-bromo-2'=deoxy) 3969 

infected-avian sarcoma virus B77, RNA 
methylation 3551 


431 


756 


Chick embryo(Contd), 4 
infected-influenza virus A, RNA biosynthesis 
781 


infected-influenza virus, RNA biosynthesis, 


effect of adenosine(2'-deoxy) 2316 
infected-Rous-associated virus 2, DNA 
biosynthesis, integration 3732 
infected-Sendai virus, RNA 
biosynthesis/protein 
biosynthesis/nucleocapsid 
biosynthesis/virion maturation 3919 


interferon biosynthesis/development-cell 
resistance, effect of poly (I.C)/poly (6.C) 
5058 

lens, delta-crystallin, aene amplification, 
during differentiation 5463 
lens, delta-crystallin mRNA, 
induction 5737 
liver, culture, 
biosynthesis, model 
liver, polyribosonme, 
biosynthesis-delta-aminolaevulinate 
synthetase 5090 : 
liver, protein biosynthesis/RWA biosynthesis, 
effect of progesterone 2025 

mitochondria, DNA polymerase, 
characterization 4949 

mitosis/DMA biosynthesis/RNA biosynthesis, 
effect of {nsulin/hydrocortisone 2179 

muscle, myosin mRNA, storage 281 

myoblast, mitosis 8&3 

polyamine/S-adenosylmethionine 
biosynthesis/RNA biosynthesis, 
oestrogen 1331 

polyrfbosome, collagen biosynthesis, 
of proline (L-3,4-dehydro) 2457 
protein biosynmthesis/RNA biosynthesis, effect 
of delta 9-tetrahydrocannabinol/ethanol 

3576 
lee PEEP (deoxy), isolation/properties 


assay, during 


regulation-protein 
Weihue 


effect of 


effect 


skin, RNA biosynthesis 5770 
tendon/calvaria/brain/liver/heart, tRNA 
dsoaccepting species, comparison 2440 


Chick esbryo Lethal orphan virus, 
DWA Sequence, occurrence-transformed cells 
2116 
Chicken, 
allantoin, reverse transcriptase, 
properties 6663 
cell, avian lLeukosis-sarcoma virus 
RNA gene regulation, effect of 
infectfon-Rous sarcoma virus 
embryo fibroblast, rRNA seauence 
erythroblast, initiation factor, 
2489 
erythrocyte/reticulocyte, chromatin, 
dissociation/reconstitution 5988 
erythroid cell, chromatin, fractionation 
5482 
erythroid cell, 
2223 
fibroblast, deficient-DNA repair 
globin gene expression 5967 
histone FS, N-terminal amino acid sequence, 
comparison-quail/duck/qoose/rpigeon 5486 
hybrid/4inbreedina, DNA/RNA content 2289 
liver, nucleolus/nucleoplasm, RNA polymerase 
activity, stimulation-oestradiol 5535 
liver, 5°-ribonucleotide phospho ohydrolase, 
purification/properties 4965 
Chikungunya virus, 
activity-antiviral agent/interferon induction 
3239 
Chilo iridescent virus, 
infected vertebrate cell Line, 
biosynthesis 5388 
Chilo tridescent virus type 6, 
association-nucleotide phosphohydrotase 
activity 5569 


biolosicat 
infected, 
5458 


2516 
properties 


histone h5 aene, reiteration 


4801 


occurrence-DNA 
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Chimaera, 
olasmid, 
464 
Chinese cabbege, 
Turnip yellow mosaic virus infected, RNA 
biosynthesis, effect of actinomycin Bb 
Chinese hamster, 
chromosome, microfluorometry 1700 
chromosome, visualization, nucleolar 
organizer region 1380 
DNA biosynthesis, effect of 
hydroxyurea/uridine (fluorodeoxy) 
X-irradiation, DNA-repair 382 
ribosomal subunit 60S, temperature-sensitive 
mutation 1222 
RNA 5S gene, organization 2224 
$V40 replication, induction mitomycin C 
Chinese hamster ceil, 
CDP reductase/ADP reductase activity, during 
cell cycle 4446 
chromatin, DNA/protein/complex, 
induction-UV-irradiation 4378 
chromosome, replication, analysis, uridine 
(bromodeoxy) suporession-33258hoechst 
fluorescence 1516 
DNA biosynthesis, duration/rate 


eukaryote x prokaryote, structure 


3028 


437 


418 


0387 


Chinese heaster cell (Contd), 


transformation/Sv40 genome intearation, 
effect of serum 2704 


Chinese hamster cell V79, 


DNA photosensitization 3079 


Chironosus piger, 


hybrid-Chironomus thummi, DNA biosynthesis 
rate 4747 


Chironogus tentens, 


2708 
345 


chromosome I1, lLocalization-RNA SS gene 

chromosome, localization-recetitive DNA 

DNA seauence organization S&C 

polytene chromosome, replication-r&Na 
gene/Balbiana ring 6549 

RNA biosynthesis, 
inhibitien-i-beta-Driboturanosylbenzimidazol 
e (5,6-dichloro) 5790 


Chironoaus thueel, 


chromosome II, localization-RNA 58 gene 6541 
genome, characterization 866 
hybrid-Chironomus piaer, DNA biosynthesis 


rate 4747 


Chiroptera, 


DNA content-nucleus 4187 


Chlamydia psittaci, 


infected phagocyte, DNA biosynthesis 3138 


DNA biosynthesis during hydroxyurea treatment Chlasydomenas reinherdtii, 


6496 
BNA biosynthesis, effect of 
caffeine/cis-platinum (11) diaminodichloride 
binding-DNA 3766 
DNA/mutationstoxicity, effect of 
streptozotocin/N-methyl-N’-nitro-N-nitrosogu 
anidine 4210 
DNA recombination molecule, detection 480 
DNA repair/chromosome aberration, effect of 
purine (methyloxy) 422 
DNA repair, effect of 
N-acetoxy-acetylaminofluorene/UV-irradiation 
5410 
DNA repair, ettect of hypoxia 2684 
DNA replication, effect of uridine 
(jiododeoxy) 4802 
DNA replication, pattern 888 
G1 phase, DNA biosynthesis, effect of 
hydroxyurea 4299 
gene expression, exogenous metaphase 
chromosome 1646 
hybrid-mouse cell, DNA 
biosynthesis/chromosome loss 
interaction-SV40 2657 
X-irradiation-induced damage, 
5945 
X-irradiation, 
relationship-single-stranded/double-stranded 
DNA excision-repair/survival 3187 
mutagenesis, uridine (£-bromo-2*-deoxy), 
mechanism 6104 
mutant, temperature-sensitive 
hypoxanthine-guanine 
phosphoribosyltransferase 
normal/transformed, DNA biosynthesis 4266 
repair, chromosome damage, effect of platinum 
(II) diamminedichloride + caffeine 1515 
RNA biosynthesis, effect of actinomycin D 
1336 
rRNA biosynthesis, effect of actinomycin D 
1869 
RNA biosynthesis/protein biosynthesis, effect 
of lucanthone/actinomycin D 1337 
spontaneous mutagenesis/DNA biosynthesis 
15146 
SV40-transformed, mitomycin C, 
induction-virion production 
temperature-sensitive mutant, 
SO ChSAa ae Cnn kinase/dCMP deaminase 
temperature-sensitive x erythrocyte nucleus, 


reactivation-DNA biosynthesis, heterokaryon 
4253 ; 


4252 


protection-DNA 


1031 


5398 
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cell cycle 908 

cell cycle, effect of adenine (6-methyl) 
3358 

chromatin, isolation/characterization 
968 

BNA, effect of irradiation (ionising) 4706 


DNA btosynthesis, rate determination, 
use-thymidine (methyl) 5352 

genome, nuclear/chloroplast, complexity 

mutant, streptomycin-sensitive/resistant, 
ribosomal protein, electrophoresis 152 

polyribosome degradation, induction-chloral 
hydrate 2475 


2218 


Chloral hydrate, 


induction-polyribosome degradation, 
Chlamydomonas reinhardtii 2475 


Chloraabucil, 


interaction-Yoshida ascites sarcoma DNA 3651 


Chloragine, 


interaction-DNA, Bacillus subtilis 3089 


Chlorasphenicol, 


analogue, effect on polyphenylalanine 
biosynthesis, cell-free system 166 

effect on amaranthin biosynthesis, Amaranthus 
caudatus 2385 

effect on cytochrome oxidase synthesis/DNA 
biosynthesis, mitochondria, embryo 641 
effect on DNA biosynthesis/DNA strand 


breakage/degradation, Escherichia coli 5921 
effect on promoter regulation-overon trp 
transcription 4140 
effect on rRNA biosynthesis/protein 
degradation, Bacillus subtilis mutant 3034 
effect on Saccharomyces cerevisi3e 
mutagenesis 436 
effect on thymidine kinase isoenzyme 
formation, HeLa cell mitochondria 1024 
inhibition, effect on translation rate, 
Escherichia coli 5086 
resistance, phage lambda, transduction 1595 
resistant Myxococcus xanthus/Myxococcus 
fulvus, extrachromosomal DNA 3223 
Chlorella, 
chloroplast, DNA 82 
Chlorella fusca, 
guanine transport, control-ammonium 34 
Chlorella pyrenoidosa, 
cell cycle, effect of purine (6-methyt) 5604 


DNA structure/cytosine(S-methyl) content 
4230 
ribonucleotide reductase ectivity 4972 


rRNA biosynthesis, effect of red/blue Light 
1297 


Chloretla pyrenoidose(Contd), 
RNA biosynthesis, inhibitdon- inthdeteeuin 
6317 
RNA, fractionation, use-radioact ively 
labelled nucleoside 4598 
Chloridine, 
inhibition-DNA biosynthesis, rat 
placenta/embryo 5430 
inhibition-DNA biosynthesis/RNA biosynthesis, 
during embryogenesis, rat 4821 
Bec ctedee eats Tete TIDE ah iparanined 
one, 
combination-cytosine arabinoside, toxicity 
1818 
1-(2-Chloroethyl)-3-(4-methylcyclohexyl)-1-nitr 
osourea, 
effect on thymidine incorporation, DNA, 
comparison-normal tissue/tumour 6508 
1,3-bis(2-Chloroethyt)-1-nitrosourea, 
antitumour agent, mechanism 2692 
effect on DNA polymerase activity, 
granulocyte leukeeaia 3316 
inhibit ton-protein biosynthesis/ rRNA 
synthesis, Hela cetl 4076 
interaction-poly(A)/poly(U)/poly(¢) 1132 
1,2-Chloroethyl-3-cyclohexyi-i-nitreseurea, 
effect on BNA polymerase activity, 
granulocyte leukaemia 3316 
1,2-Chloroethyl-3-trans-4-methyl-cyelehexyl-1-n 
itrosourea, 
effect on DNA polymerase activity, 
granulocyte leukaemia 3316 
alpha, alphai-bischloroethyl sulphide, 
alkyl derivative, interaction-DNA, effect of 
secondary structure, steric hindrance 1423 
1-(2-Chloroethyl)-3-(trans-4-methylcyelohexyl)- 
1-nitrosoures, 
effect of melanoma 168 DNA biosynthesis 444 
para-Chloromercuribenzroate, 
inhibition-adenine incorporation, 
Schizopyrnus russelli 4288 
ribosomal protein complex, 
identification-electrophoresis 4038 
Chlorophyta, 
rRNA gene, structure 2216 
Chloroplast, 
Acetabularia cliftonii, detection-closed 
circular DNA 6350 A 
Chlamydomonas reinhardii genome, complexity 
2215 
Chlorella, DNA 8&3 F 
closed circular DONA, physical properties, 
Pisum sativum/Lactuca sativa/Spinacia 
oleracea 6451 
covalent closed circular DNA, displacement 
loop higher plant 1472 
DNA biosynthesis, effect of Light, Euglena 
gracilis 3203 
DNA, code-tRNA, Euglena gracilis 5964 
DNA, Euglena gracilis, kinetic complexity 
339 
DNA, Pisum sativus, isolation 1394 
DNA, Spinacea oleracea/Nicotiana 
tabacum/Pisum sativum, properties 3692 
Euglena gracilis, bleached mutant, 
occurrence-rRNA 4590 
Euglena gracilis, content-rRNA gene/RNA 4S 
gene 6539 
Euglena gracilis, DNA biosynthesis, effect of 
growth 5426 
Euglena gracilis, genome transcription 2713 
2714 
Euglena gracilis, rRNA gene 472 
Euglena gracilis, tRNA, origin-gene 4847 
Euglena gracilis, tRNA Phe, base composition, 
comparison-cytoplasm 1880 
Evalena gracilis, tRNA(phenylalanyl) 
synthetase, transcription/translation site 
1187 


‘ 


Chloroplast (Contd), 


Euglena gracilis streptomycin-resistant 
mutant, ribosomal protein 2943 

Euglena gracilis, 
Erapslationesibulosehisohosppete aeRO 
mRNA 3053 

Euglena gracilis Z, DNA, structure 4732 

membrane, 
interaction-adenine/adenosine/ADP/AMP 4993 

membrane ribosome, isolation, structure, 
Pisum sativum seedling 4048 

mutation, activity 2231 

Phylogeny, origin 2511 

Pisum sativum, DNA biosynthesis/RNA 
biosynthesis, effect of red light 3710 
Pisum sativua, initietion-protein . 
biosynthesis 6240 . 

_ Pisum sativum, membrane, 
association-polyribosome, during grana 
formation 1201 

Pisum sativum, RNA biosynthesis, localization 

2006 

Pisum sativum, RNA polymerase, 
_comparison-nucleus 2324 

replication, relationship-DNA biosynthesis, 
Spinacia leaf 5364 

€RNA (lysyl) synthetase/tRNA (propyl) 
synthetase, aminoacylation-tRNA Pro/tRNA 
Lys, Phaseolus vulgaris 5075 

rRNA, structure/function 5179 

tRNACaminoacyl)synthetase, cotton cetyledon, 
level 1189 

Spinacea oleracea, replication, 
Localization-DWA biosynthesis 3145 

Spinacia oleracea, RNA SS/RNA 4S biosynthesis 

5776 

Spirodela oligorrhiza, RNA 
biosynthesis/function 771 

Spirodela polyrrhiza, 
ultrastructure/piqmentation, effect of 
purine (6-benzylamino) 4992 

Zea mays albino, structure 23074 

Zea mays, isolation-poly (A)-containing RNA 
5764 

Chloroquine, 

DNA biosynthesis/RNA biosynthesis/protein 
biosynthesis, inhibition-chloroauine 
6501 
effect on RNase activity 2297 
inhibition-DNA biosynthesis/RNA 
biosynthesis/protein biosynthesis, retina 
6501 
Chlorotic ringspot virus, 
Hibiscus rosa-sinensis, 
purification/properties 3525 
Chlorpromazine, 
binding-DNA, electron spin resonance 4700 
interaction-chromatin DN& 1415 
CHO cell, 
cell cycle, ribosomal protein phosphorylation 
1911 
chromosomal DNA polarity switches 3127 
DNA biosynthesis, effect of lethal 
irradiation 1398 
DNA biosynthesis, fate-DNA subunits 1518 
DNA biosynthesis, inhibition, X-irradiation 
induction 2678 
DNA damage, bleomycin, during cell cycle 
6487 
X-irradiation, DNA repair, effect of 
air/nitrogen/buffer 2137 
mutant, RNA polymerase II, 
resistance-alpha-amanitin 3919 
nonhistone protein synthesis, during G1 phase 
4377 
nucleolus, RNA bfosynthesis 766 
mRNA biosynthesis, effect of X-irradiation 
6320 
sister chromatid exchange 1517 


. 
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CHO cell(Contd), 


temperature-sensitive mutant, effect on cell 


cycle 3702 
temperature-sensitive mutant tRNA (lLeucyl) 
synthetase, mitochondria protein 
biosynthesis 687 
treatment-Tween 80, 
5428 


effect on DNA replication 


Cholecystokinin, 


effect on RNA biosynthesis/DNA biosynthesis, 


gastric mucosa/duodenal mucosa 3171 
Choline, 
Apis mellifica, methylation 2915 


Chondrocyte, 


effect on chondroitin 
3970 


uridine (5-bromodeoxy), 
sulphate glycosyltransferase 


Chondreitin sulphate glycosyltransferase, 


effect of uridine(5-bromodeoxy), chondrocyte 


3970 


Cherion, 


normal, tRNA (aminoacyl), 


comparison-malignant cell trophoblast 6166 


Chromatfin vesicle, 


transmembrane potential, regulation-ATP 5647 


Chreometid, 


breakage, Fanconi'’s anaemia, 
induction-mitomycin C/ethyl methane 
sulphonate 912 
irradiation-induced aberration, 
distribution 3870 

modification-uridine (5-bromo-2'-deoxny), 
mechanism 4903 


Vicia faba, 


Chromatid body, 


RWA biosynthesis, during spermatogenesis, rat 


5188 


Chromatin, 
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Acrididae spermatid, 
2274 

activation, lymphocyte, effect of 

phytohaemagglutinin 4907 

associated-nonhistone protein, 


relationship-microtubule 


characterization 5982 
associated-phosphoprotein kinase, Liver 
nucleus, purification/properties 2343 
association-RNA, myeloma 3495 
autodigestion, characterization, satellite 
DNA content, mouse hepatoma 4876 


avian species, effect of irradiation 
binding-aflatoxin B1/aflatoxin 61 
binding-dibromodulcitol, effect on RNA 
biosynthesis, Yoshida sarcoma 3818 
binding-ethidium bromide, Scatchard plot 


2754 
6576 


5998 
binding site, interact ion-progesterone, 
assay, hen oviduct 496 
biological activity, chick oviduct 6585 
bound, oestrogen receptor, 
fractionation/characterization 6565 


bound, poly (A) polymerase, activity-liver 
nucleus 2799 

calf thymus, binding-histone, effect of 
acetic anhydride 4864 

calf thymus, histone H4/histone H3, 
coil indentification 2275 

calf thymus, RNA biosynthesis, effect in 
transport in/cortisol 1334 

calf thymus, transcription, calf 
thymus/Escherichia coli RNA polymerase 

cauliflower inflorescence, poly(G) 
biosynthesis 1717 

characterization, Phycomyces blakesleeanus 
4353 

characterization-poly(A) containing RNA, 
Novikoff ascites hepatoma 2991 

chick erythrocyte, subunit structure 

chick oviduct, fractionation 970 

chick oviduct, fractionation/physical 
properties 6566 

chicken erythrocyte/reticulocyte, 
dissociation, reconstitution 5988 


random 


991 


2273 


Chromatin(Contd), 


DNA/protein complex, 
4378 
iscilattonry, 


Chinese hamster cell, 
jinduction-UV-irradiation 
Chlamydomonas reinhardtii, 

characterization 968 
chromosome Y, detection-interphase nucleus 
4356 
clumping, 

519 
complex-RNA + protein, 
jsolation/characterization, 
nucleus 518 
condensation, 
nucleogenesis 545 
contormation-DNA, role-histcne F1 5294 
conformation, effect of shearing/non-histone 
protein 963 
conformation, effect of sodium chloride, 
Nicotiana tabacum 6562 
conformation, role-nonhistone protein 
content, bladder carcinoma 5475 
copper, Localization + uptake 536 
digestion, magnesium/calcium, euchromatin 
release 2272 
digestion, nuclease (staphylococcal), 
of urea 2292 
distribution-thyroid hormone 
receptor/glucocorticoid hormone receptor 
3869 
ONA, 
binding-N-acetoxy-N-2-acetylaminofluorene 
847 
DNA, binding-benzolalpha)pyrene 5262 
DNA, binding-netropsin/distamycin A 538 
DNA bindina-protein, effect of hepatocyte 
activation 5277 
DWA biosyathesis, determination, 
cytophotometry 5350 
DNA, confermation, mathematical model 5857 
DNA, digestion-endonuclease (calcium and 
magnesium dependent), effect of chelating 
agent, rat liver nucleus 5466 
DONA, Escherichia coli, visualization 
DNA, interaction-chloropromazine 1415 
OWA, Liver, base pair structure 1469 
DNA, methylation in vitro 4182 
BNA/RNA/protein content, effect of 
growth/heterotic response 4687 
DNA structure, effect of shearing 5477 
effect of eggplant mottled dwarf virus 
infection 521 
effect of progesterone/oestrogen, 
oviduct 5205 
effect on DNA binding-acridine orange 5830 
Ehrlich ascites carcinoma, transcription, 
role-RNA polymerase Il 64944 
eukaryote, isolation/characterization 
4351 
eukaryote, review 19406 
fibril, structure 1706 
fibroblast, association-serum protein 
formaldehyde treatment, histone-histone 
interaction 535 
fractionation, chicken erythroid cell 
gene transcription pattern, effect of 
nonhistone protein dephosphorylation 3864 
globin gene, transcription, control 4126 
Glycine max hypocotyl, RNA polymerase I/RNA 
polymerase II, effect of auxin 6024 
Guerin ascites tumour, nucleotide sequence, 
effect of DNase I digestion 4741 
helix structure, Euplotes eurystomus 
hen erythrocyte, bindina-calcium ion, 
induction-condensation 5501 
hen oviduct, distribut ion-oestrogen receptor 
4375 
heparin binding-histone H2a/histone H2b 
histone amino group activity, effect of DH 
6580 
histone arrangement 


pig spinal cord, congenital-tremor 


mammalian 


ALlLium cepa during 


2254 


effect 


2269 


chick 


4350 


3260 


5482 


5480 


CRs 


5502 


Chromatin(Contd), 


histone distribution, metrizamide density 
Qradient 2749 
histone Hi-depleted, subunit-structure 965 
histone H1, effect of sonication, calf thymus 
nucleus 5991 
histone H2a/histone H2b/histone H3/histone H4 
content/DNA structure, Saccharomyces 
cerevisiae 5481 
Holothuria tubulosa, structure, effect of 
spermiogenesis 3867 
human colon carcinoma, analysis-nonhistone 
protein 4877 
human, template restriction 4373 
Hydra vulgaris, electron microscopy 4233 
interaction-glucocorticoid receptor complex, 
hepatoma 2764 
interaction-33258 Hoechst 834 
interaction-nuclear membrane, effect on DNA 
biosynthesis/chromosome aberration 1799 
interaction, testosterone receptor protein 
uterus endometrium 1716 
interphase, subunit structure 5986 
UV-irradiation, cross-linking-histone 
F2a/histone H2b 5503 
isolation/properties, Guerin ascites tumour 
6570 
liver, histone biosynthesis, effect of age 
1712 
liver, hyperchromicity 2278 
liver, interaction-glucocorticoid receptor 
complex 1713 
liver, protein phosphorylation, effect of 
growth hormone 1714 
Liver, RNA polymerase B, localization 
liver, structure 2277 
liver, uniaue DNA, transcription 1992 
Locusta migratoria spermatid, structure, 
relationship-histone acetylation 3267 
Locusta migratoria, structure during 
spermatogenesis 3259 
lymphocyte, template activity 
mammalian, cell-free system, 
transcription-nascent globin mRNA 1313 
mammalian cell, isolation, properties 3261 
mammalian, integration-savian sarcoma virus 
DNA 938 
methylation, effect on histone movement, 
Haemophilus influenzae 4899 
model 2740 2741 
modet-DNA folding 4212 : 
model, nucleohistone particles arrangement 
1677 
mouse nepatoma, satellite DNA sequence 
mouse thymocyte, activation-concanavalin 
A/phytohaemagglutinin, comparison 4820 
myeloma, subunit structure 520 
nascent DNA-containing, sea urchin, 
metrizamide density oradient 969 
NMR/circular dichroism, comparison-calf 
thymus DNA 5856 
nonhistone protein, Calliphora stygia 
salivary aland development 2759 
nonhistone protein, fractionation/physical 
properties 6556 
nonhistone protein, liver, 
heterogeneity/biosynthesis, rat ontogenesis 
2288 
nonhistone protein, phosphorylation, 
normal/regenerating Liver/Novikoff ascites 
hepatoma/heart 2287 
nucleolus, association-thyroid hormone 
receptor 992 
nucleosome isolation 2253 
nucleosome, structure/physical properties 
5987 
Oraanization-DNA, intercalation induced 
conformation 6409 
oraanization, review 


1746 


1695 


6446 


6056 


Chromatin(Contd), : 


Paracentrotus lividus embryo, DNA-histone 
interaction 7857 
Paramecium caudatum micronucleus,-effect of 
omega particle infection 2270 
Physarum polycephalum, histone 
structure/composition 1697 
Physarum polycephalum, subunit structure 
3258 
physical properties 2256 
physical properties, X-ray diffraction 
Pisum sativum, etiolation, effect of 
indoleacetic acid 539 
plant, fractionation, immobilized RNA 
polymerase 972 
properties, effect of histone kinase 
properties, effect of 
methyl-4-dimethylaminoazobenzene, rat 
prostate gland, rat, 
transcription-active/inactive, separation 
546 
prostate gland, transcription, RNA 
polymerase, effect of androaen receptor 
complex 1715 
protease, degradation-chromosome protein 
22946 
protein association, DNA site 5473 
protein, control-RNA tiosynthesis 4672 
protein kinase isolation/activity, effect of 
concanavalin A 4966 
protein, Paracentrotus lividus development, 
hydroxyapatite chromatography 7268 
protein, regulation-transcription, ovalbumin 
MRNA, effect of oestrogen, chick oviduct 
5786 
rar liver, 
identification-myosin/actin/tubulin/tropomyo 
San esa 
rat liver, DNA seauence 


4347 


2756 


6578 


4362 


rat liver, DNase, activity mechanism 23(3 
rat liver, eitect of 
dexamethasone/adrenalectomy 5990 

rat liver, protease, characterization 4361 


rat Zajdela hepatoma, nuclear 
ribonucleoprotein occurrence/analysis 
reconstituted, protein integrity 2259 
repetitive, Physarum polycephalum metaphase 
nucleus 4352 
replication, SV40 early mRNA 2051 
reticulocyte, chemical/physical properties 
1676 
retina neuron, structure, effect of light 
2279 
RNA, digestion-Staphylococcus aureus nuclease 
5812 
rRNA gene-containina, subunit structure 
mRNA gene, detection 4326 
RNA, poly (A) addition 227 
RNA, sea urchin embryo, 
isolation/characterization 4355 
RNase, liver/thymus, effect of 
gamma-irradiation 552 
sea urchin embryo, properties, effect of 
development 2292 
Secale cereale, interaction-ethidium bromide, 
comparison-calf thymus 6579 
separation-uridine (bromodeoxy) containina 
DNA strand 2747 
shearina, effect on formation-free DONA 
sperm, role-histone phil, NYR 5981 
stability-alkaline solution 5474 
staining, use-ethidium bromide 48723 
structure, adenovirus chromosome 2262 
structure, BHK-21 cell, temperature-sensitive 
mutant, effect of temperature 4670 
structure, chemical properties, Nicotiana 
tabacum 6563 
structure determination, use-DNA 
cross-Linkina 58&28 


4360 


2756 


5476 
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Chromatin(Contd), Chromatography, 


structure determination, use-netropsin analysis-BWA, herpes simplex virus-infected 
bindina-poly (A-T) 5479 nucleus” 5819 ; birenn 
structure/DNA melting ,curve during Down's application-oligo(dA)-DEAE~cellulose comp 
eli es a f h fibroblast Bie exchange resin 
7 effect yof cage uman roblas = , . Ae * 
Si iene : i a separation-nucleoside/purine/pyrimidine 602 
structure, effect of alpha-amanatin, hydroxyapatite, isolation-Saccharomyces 
relationship-RNA biosynthesis, rat cerevisiae DNA 296 phe! 
hepatocyte, during regeneration 6577 hydroxyapatite, Paracentrotus lividus 
structure, effect of histone H1 2742 chromatin protein 3268 : 
structure, effect of hypoxia, rat hepatocyte Ppoogsnennr ite ae” nucleoprotein-Celite 
6571 colurn 
structure, effect of magnesium ion, electron Chromatography (affinity), f : 
microscopy 4874 analysis-RNase A/RNase S 2°CMP interaction | 
structure, electron microscopy 1674 3276 ‘ : | 
structure/function during cell proliferation DNA polymerase isolation, Escherichia coli 
5478 4427 | 
structure, genome transcription activity isolation-globin ribonucleoprotein e 
3853 (messenger), duck/rabbit 3848 : 
structure, HeLa cell 5483 jsolation/purification-cytokinin binding 
structure, restriction endonuclease, probe protein, Nicotiana tabacum 619 7 . 
966 poly (U), isolation-brain RNA-binding protein 
structure, review 1780 2738 : 
structure, Tetrahymena pyriformis, effect of RNA binding protein 1679 
starvation 541 RNA polymerase A, purification, myeloma MOPC 
subunit, BNA analysis 871 24.0. 3912 
subunit, heterogeneity/histone H1 use-purification-adenone deaminase, human hb 
localization 2258 erythrocyte 5573 
subunit, histone composition, HeLa cell 6574 Chromatography (anion-exchange), 
subunit, lLow-angle neutron scattering 517 polystyrene, 
subunit, model 3852 separation-oligonucleotide/nucleotide/nucleo 
subunit, model, DNA biosynthesis 1480 side 2893 
subunit, organization 4875 Chromotography (cation-exchange), 
subunit structure, histone H1i/histone determination-cytosine(5-methyl) content-DNA 
H3-Lacking, Tetrahymena pyriformis 3094 
macronucleus 1698 separation-3'-nucleotide(deoxy) 3389 
subunit, structure, model 2744 Chromatogeaphy (column), 
subunit, toroidal 2743 DNA-cellulose, nucleolus non-histone protein 
Sv40-transformed 313 cells, circular 34257 
dichroism/ethidium bromide binding 2758 DNA~cellulose, Polymin P, purification, 
template activity, during development, rat Escherichia coli RNA polymerase 
4376 CONA-dependent) 1068 
template activity, effect of chromosome dsolation-AMP (cyclic) /AMP/ADP/ATP/adenylate 
protein phosphorylation 6002 cyclase assay 5032 
template activity, effect of Sepharose, polyribosome isolation 1209 
Valpha,25-dihydroxyvitamin Chromatography (gas), 
O3/hormone-receptor complex, chick intestine use-uracil (5-fluoro)/ftorafur detection, 
3555 plasma/urine 4998 
template activity, effect of Chromatography (gas-liquid), { 
gaama-irradiation 6001 determination-purine/pyrimidine methylation, 
template activity, liver, effect of urine 1782 
cycloheximide 1340 purine(trimethylsilyl)/pyrimidine(trimethylsi 
template activity, liver, effect of infection lyl)/nucleoside(trimethylsilyl)ityl) 
544 S352 
template activity, stimulation-polyphosphate uracil (S-fluoro)/uracil 
5506 (1,2-tetrahydrofuryl-5-fluoro) /uridine 
template, localization-initiation site, RNA (6-aza)/allopurinol 5603 
biosynthesis 6567 Chromatography (high performance Liquid) 
template, rate-RNA biosynthesis 6304 adenine/adenosine/AMP/cAMP/ATP 1, Weboetnene 
thymus gland, effect of gamma-irradiation derivative 5589 
537 ae Chromatography (high pressure), 
transcription-active, structure 967 separation-cytokinin 1784 
transcription-double-stranded RNA, exogenous separation-cytosine arabinoside/uracil 
RNA polymerase 3525 arabinostde phosphate 6122 
transcription in vitro, fidelity 6586 separation-nucleoside/nucleotide/purine 
transcription, inhibition-thymic factor, rat 4459 
liver 5799 use-fractionation-DNA restrict 
transcription, initiation, oviduct, effect of 6362 rast ion freemen 
oestrogen 2027 Chromatography (Liquid) 
transcription, mouse fibroblast 3868 analysis-purine/pyrimidine methylation, tRNA 
transcription, stimulation-dimethyl 1783 
sulphoxide 3526 Chromatography (microcolumn), 
Triturus vulgaris, embryo, hydrolysis 288 use-nucleotide analysis 6118 
a eta oe RNA transcription, mouse Liver Chromatography (thin layer), | 
polyethyleneimine cellulose 
volume, chick embryo erythrocyte, during separation-AMP (cyclic) /GMP( 
cyclic)/adenosine 
development 5989 /guanosine 1828 
Chromatium vinosum, purine/pyrimidine/nucleosid 
: ( 
ribosomal protein, properties 1897 1785 pA SI. ' 
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hromatography (thin Layer) (Contd), 
separation-cytosine arabinoside/uracil 
arabinoside phosphate 6122 
separation-pyrimidine/nucleoside/nucleotide 
1794 
hromomere, 
DNA, origin/evolution, hypothesis 
Organization, evolution 5492 
hromosomal protein, 
infectious canine hepatitis virus-infected 
kidney, acetylation/phosphorylation 4374 
hromosome, 
adenovirus, chromatin structure 2262 
Bacillus subtilis mutant, transformation, 
merodiploidy 1607 
Bacillus subtilis, replication, 
bidirectionality 1488 
banding, human, functional 
banding, mechanism 522 524 
banding, review 3333 
banding, uridine (bromodeoxy-) 
human lymphocyte 1112 
breakage, induction-acetylsalicylic acid, 


1479 


implications 525 


treatment, 


Allium cepa 3859 
calf thymus, distribution-histone 4870 
Chinese hamster cell, damage, effect of 


platinum (II) diamminedichloride + caffeine 
1515 

Chinese hamster cell, 
uridine (bromodeoxy) 
suppression-33258Hoechst fluorescence 

Chinese hamster, microfluorometry 1709 

Chironomus tentans, DNA, repetitive 345 

Chironomus thummi, Localization-RNA 5S gene 
6541 

complex-plasmid, Escherichia coli 6396 

condensation, effect of histone kinase 


replication, analysis, 


1516 


Xenopus lLaevis/Ambystoma mexicanum 2757 
content, Crepis 2587 

content during growth, Oxytrichia 2580 
deoxyribonucleoprotein, structure 2752 


detection-histone H1, SV40 5979 
DNA, African green monkey kidney cells, 
integration-herpes simplex virus type 1 DNA 
2705 
DNA, assay-methylation, L cell 
ONA, distribution-histone 5489 
DNA, mouse, cyclization 350 
DNA, organization 5491 
Drosophila melanogaster, structure, 
2363 
Drosophila pseudoobscura salivary gland DNA 
biosynthesis, sequence 4251 
Ephestia kuehniella oocyte, transcription 
activity 762 
Escherichia coli, conformation transition 
527 
Escherichia coli, 


+ 


4259 


review 


localization-argBCBH gene 


1609 
Escherichia coli, segment, insertion, phage 
Lambda DNA 1622 


eukaryote, replication, review 1046 
exchange, BHK=-21 cell/KB cell, 
relationship-gamma-irradiation 
repair 381 
exogenous metaphase, gene expression, Chinese 
hamster cells 1646 
folded, Escherichia coli, attachment-membrane 
1696 
folded, Escherichia coli, release 3866 
fungi protein, comparison-ribosomal protein 
4044 
gene, mapping, essential double-stranded RNA 
plasmid replication, Saccharomyces 
cerevisiae 6538 
hamster cell, detection-ribonucleoprotein, 
during mitosis 4889 
‘Hordeum vulgare/Hordeum bulbosum, 
cleavage-restriction endonuclease, 
Haemophilus influenzae 4401 


induced DNA 


Chromosome(Contd), 


human, centric heterochromatin, attraction 
516 
human, DNA biosynthesis, fibroblast/amniotic 
fluid, visualization, Giems3 staining 1384 
human, Feulgen-DNA content, determination 
2585 
human, folding 5495 
human Leukaemia cell, DNA replication ‘598 
human Lymphocyte, detection-DNA biosynthesis, 
33258Hoechst-Giemsa staining 4759 
human, mapping-tRNA(tryptophanyl) synthetase 
gene, electrophoresis-mouse hybrid 2925 
human, normal/ataxia telangiectasia, sister 
chromatid exchange 486 
human, sister chromatid exchang2, mapping 
3851 
human, structure, organization 
inactivation, control, review 
interaction-33258 Hoechst 834 
interphase nucleus, distribution, 
UVirradiation, microbeam 1481 
jsolation-fuglena gracilis, transcription 
activity 5493 
L-cell, metaphase, structure 4363 
labelling, UV-irradiation-induced, mitotic 
cell 3843 
labellina, use-uridine 
56 33 
lampbrush, function 2760 
Lampbrush, Notophthalmus viridescens, rRNA 
gene, identification 1643 
lLocalization-histone, 
use-trypsin/chymotrypsin/pronase digestion 
6a 57, 
localization-satellite DNA, 
glioblastoma 5256 
loss, Chinese hamster cell x mouse cell 
hybrid 4252 
mammalian, G=bandina, m2chanism 978 
mammalian, transfer, g2ne activation 
mappina, mouse 5494 
membrane-associated, 
comparison 3844 
membrane~associated, Escherichia coli, 
structure 3845 
metaphase, electron microscopy 979 
metaphase, L cell, electron microscopy 
metaphase, mammalian cell, isopycnic 
centrifugation-metrizamide 2753 
metaphase, mouse, analysis-late DNA 
replication, use-33 258Hoechst fluorescence 
4749 
metaphase, Notophthalmus viridiscens, C 
bandina/hybridization 1467 
metaphase, template activity~RNA polymerase 
2766 
metaphase, ultrastructure 980 
Mus musculus, marker 1699 
nonhistone protein, activation-histone gene 
transcription, Hela cell 2767 
nonhistone protein, BHK cell, effect of 
carcinogenesis 2762 
nonhistone protein, interaction-DNA, tissue 
specificity 3265 
nonhistone protein, phosphorylation, 
role-gene activation, muscle differentiation 
2761 
nucleolar organizer region, visualization 
1380 
organization, review 6056 
orientation-DNA, eukaryote 


4871 
1244 


(S-bromo-2*-deoxy) 


induced 


3815 


Escherichia coli, 


65628 


5347 


origin-structure, chromosome aberration 5490 
Ornithogalum virens, G-bandinag 1705 
phage P1, foreign gene integration site 6525 


phage P2 x phage 186 hybrid, mapping 333 
phage T4/phage Lambda, restriction 
endonuclease cleavage, 
mechanism/localization/control 
phage 15, structure 1444 2260 


3822 
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Chromosome(Contd), 
Pisum sativum, DNA replication 409 
Plethodon, hybridization-rRNA gene 2634 
polymorphism, DNA-Feulcen, determination 
1376 
polytene, banding, relationship-gene, review 
13 
polytene, Chironomus tentans, 
replication-rRNA gene/Balbiana ring 6540 
polytene, DNA biosynthesis pattern, Anopheles 
atroparvus/Anopheles lLabranchiae hybrid 
55 5)9) 
polytene, Drosophila melanogaster, 
lLocalization-nonhistone protein D1 4867 
polytene, Drosophila melanooaster, RNA 
biosynthesis 3522 
polytene, Drosophila nasutoides, 
localization-satellite DNA, physical 
properties 6442 
polytene, pattern-DNA biosynthesis, 
Drosophila 5359 
polytene, template-RNA biosynthesis, RNA 
polymerase 4940 
protein biosynthesis/isolation, 
relationship-DNA biosynthesis 4872 
protein, deagradation-chromatin protease 2294 
protein, distribution 2249 
protein (non-histone), 
conformation/interaction-DNA 2748 
protein phosphorylation, effect on chromatin 
template activity 6C02 
protein structure, rat spermatozoa 4357 
purification/DNA distribution, Muntiacus 
muntjak 5985 \ 
Pytas mucosus, lLocalization-satellite DNA 
6351 
@ bandina/G banding, chemistry 3266 
R banding/Q@ banding, effect of uridine 
(bromodeoxy) + acridine orange 522 
rat, localization-r8NA gene 3812 
receptor, phage lambda, DNA traaments 1590 
recombination, role-phage T4 gene (46) 6528 
repair, gamma-irradiat ion-induced breakage, 
inhibition-benzene 5922 
repetitive DNA, palindrome 3126 
BeperavaNs DNA sequence, analysis/origin 
replication, autoradiography 884 
replication, Bacillus subtilis, gene control 
1484 
replication, Bacillus subtilis spore 5351 
replication, bacteria, effect of nalidixic 
acid S757, 
replication, Escherichia coli 5893 
replication, histone deposition during 990 
replication, human 2680 
replication pattern, Escherichia coli dna 
mutation 5352 
Saccharomyces cerevisiae, DNA-binding 
protein, level 542 
structure/function, regulation, nonhistone 
protein phosphorylation 988 
structure, relationship-sister chromatid 
exchange 526 
structure, review 4451 
Styela plicata spermatocyte, effect of 
uridine (5-bromo-2* deoxy) 4491 
subunit structure, DNA digestion pattern, 
Physarum polycephalum 5984 
subunit structure, durina mitosis 5986 
supernumerary, Myrmeleotettix maculatus, 
lack-satellite DNA 1379 
Taricha granulosa/Batrachoseps wrighti, 
hybridization-RNA 4S/RNA 5S/RNA 18S + 28S, 
Taricha granulosa granulosa, 
lLocalization-RNA gene 5151 
TC banding, organization 487 
Triturus oocyte, RNA gene transcription 4643 
Chromosome 1, 
human, location-RNA 5S gene 481 
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Chromosome 21, 
coded antigen, antibody, inhibition-human 
interferon 2733 
mediation-human interferon cell arowth 
inhibition 2734 
Chromosome aberration, 
Chinese hamster cell, effect of purine 
(methyloxy) 432 
Drosophila melanogaster somatic cells, 
induction-methyl methanesulphonate 1797 
effect of amino acid deprivation 2645 
effect of chromatin-nuclear membrane 
interaction 1709 
induction-dimethylbenz(alphs)anthracene/trime 
thylbenz(aleha)danthracene, rat bone marrow 
5931 
induction-DNA interaction-selenium, Sacillus 
subtilis 5834 
induction-semicarbazide interaction-DNA, 
Spathosternum prasiniferum 5833 
irradiation-bone marrow, effect of exogenous 
DNA 2700 
origin 5490 
relationship-rRNA gene content, human 5969 
study, 33258Hoechst 981 
xeroderma piamentosum, effect of 
N-methyl-N'’-nitrosogquanidine 913 
Chromosome B, 
DNA, heterogeneity, Aegilops species/Triticum 
species 1474 
Secale cereele, DNA, characteriz3tion 4355 
Secale cereale, DNA structure 256 
Chromosome banding, 
role-histone H1/histone F2A/histone 
FZB/histone F3 6395 
Chromosome field, 
theory, rRNA gene Location 59745 
Chromosome II, 
Chironomus tentans, lLocalization-RNA 5S gene 
2708 
ChrOmosome (iso) X, 
pattern-DNA biosynthesis during Turner's 
syndrome 5897 
Chromosome M3, 
human, differentiation %857 
Chromosome puff, 
Drosophila hydei, ribonucleoprotein complex, 
stainina-uranyl acetate/phosphotungstic acid 
3846 
Drosophila melanogaster/Drosophila hydei 
salivary gland 1641 
Drosophila melanogaster, RNA biosynthesis 
4119 
Chromosome X, 
Anopheles atroparvus, karyotype/DNA 
replication 2698 
defective, DNA replication analysis, human 
Lymphocyte 6505 
ONA replication, analysis-fluorescence 
microscopy 4759 
Drosophila pseudoobscura, DNA 
biosynthesis/RNA biosynthesis 1504 
inactivation, during development 4255 
Microtus agrestis, late DNA replication &94 
rRNA gene, comparison-chromosome vi, 
Drosophila melanogaster 5883 
Sciara coprophila, content-rRNA gene 5462 
Chromosome Y, 
Anopheles atroparvus, karyotype/DNA 
reolication 3698 
chromatin, detection-interphase nucleus 4356 
DNA sequence, human 5886 
Drosophila hydei, rRNA gene 3227 
human, specific repetitive DNA 3618 
rRNA gene, comparison-chromosome xX, 
Drosophila melanogaster 58&3 
Chrysanthemum segetum, 
ribosome content/RNA biosynthesis durino 
development shoot 5191 < 


Chrysolite asbestos, Circular dichroism(Contd), 
stimulation-DNA biosynthesis, monkey 4319 tRNA (glutamyl) synthetase 
Chrysopa perla, Glu 6181 


DNA biosynthesis during oogenesis, uridine (5-methyl-2-thio), Thermus 


interaction-tRNA 


cytophotometry 5357 thermophilus tRNA f Met 4519 
Ovary, FRNA gene amplification 2220 Cirrhosis, 
Chrysotile, activity-acid DNase/RNase 4394 


DNA antibody, determination 1673 
Cisternavirus, 
A particle, 

Pproperties-DNA product 
Cistron, 
see also Gene, Operon 


effect on DNA biosynthesis, gastrointestinal 
tract/liver/pancreas 3041 
Cigarette smoke, 
inhibition-DNA biosynthesis/DNA repair 
Circadian rhytha, 
DNA biosynthesis, effect of lLight/Ehrlich 


reverse transcription, 


920 6425 


ascites carcinoma/diet, mouse thymus 4321 
DNA biosynthesis, lymphocyte 403 
DNA biosynthesis, mouse spleen, effect of 
Ehrlich ascites carcinoma/time-Limited 
feeding/altered light-dark cycle 4828 

DNA biosynthesis, normal/transformed cell 


identification during assembly, phage phi29 
infected Bacillus subtilis 5952 

ribosome, Ehrlich ascites carcinoma 482 

RNA 5S, distribution, Saccharomyces 
cerevisiae, genome 344 

rRNA, characterization, Polytoma obtusum, 


895 leucoplast/nucleus 5459 
DNA biosynthesis/thymidine kinase activity, rRNA, content, flax 2718 
Morris hepatoma 5123-C/Morris hepatoma 7800, tRNA, phage T5, mapping 2703 


rRNA, Pseudomonas genus, homology 2711 
Citellus erythrogenys, 
central nervous system, RNA content, 
of hibernation 5246 
Citric acid, 
use-DNA/RNA extraction 
Citrobacter, 
DNA melting curve/structure 
Citrus exocortis viroid, 
infected-Gynura aurantiaca, 
membrane 3554 
infected Gynura aurantis3ca, 
properties 3898 


rat 3198 

liver, tyrosine aminotransferase/tryptophan 
oxygenase 689 

requirement-RNA biosynthesis, 
N-acetyltransferase induction, pineal gland 
4124 

RNA biosynthesis, 
cytophotometry-neuron/neuroaglia 5190 

RNA polymerase B activity, human lymphocyte 
6649 

RNA/protein bound iodine 784 

Circular dichroisa, 
acridine orange, 


effect 


6363 
4727 
effect on plasma 


; RNA polymerase, 
binding-double-stranded 


RNA/tRNA 6256 RNA, distribution-Gynura aurantiaca 2552 
calf thymus DNA, comparison=chromatin 5856 RNA, fingerprinting 1980 
calf thymus DNA, interaction-poly Citrus limon, 

(lysine)/poly (valine), effect of root meristem, nuclear DNA biosynthesis 3144 
denaturation 5280 Citrus reticulata, 
chromatin, SV40-transformed 3T3 cells 2758 root meristem, nuclear DNA bicsynthesis 3144 


Citrus sinensis, 

Poncirus trifoliata hybrid, 
nuclear DNA biosynthesis 
Citrus tristeza virus, 

infected Lime plant, 
(2-thio) 5000 
Cladomorpha, 
biosynthesis-CTP/CDP 
Cloacin DF13, 
cleavage-plasmid Clo DF13, 
replication 6472 
Clone, 
DNA, gene-containing, isolation, 
colony-hybridization 833 
tL cell, resistance-vesicular stomatitis virus 


dinucleotide analogue 3409 
DONA, effect of Lithium chloride/ethylene 
glycol, calf thymus 3691 
DNA~histone complex, conformation 4898 
DNA-histone H1/histone model interaction 
2282 
DNA, interaction-ethidium bromide, effect of 
Lithium chloride/ethylene glycol 6379 
DONA, interaction-poly(lysyl-alanyl) 4219 
DNA-poly (Lysine-leucine) complex 2740 
DNA, polyethylene glycol containing solution 
6404 
DNA-poly-L-histidine complex 
DNA-proflavine complex 5855 
DNA/RNA binding-ethidium bromide, nucleolus 


root meristem, 
3144 


effect of uracil 


3982 


role-DNA 


3098 


5829 RNA biosynthesis 5783 
DNA/tRNA, effect of sodium phage Lambda, Drosophila melanogaster 
chloride-conformation transition 5288 gene-containing, properties 5950 
DNA/RNA protein complex, conformation, Cloning, 
nucleolus 4714 DNA, Escherichia coli 3218 


DNA, restriction endonuclease fragment 4325 


eukaryote DNA, review 6051 
gene, Escherichia coli DNA 
recombination-plasmid lambdadv 6533 
gene sequence, use-transforming DNA, 
eukaryote 6520 
plasmid RP4 mutant use -agenetic engineering 
2207 
Clostridiua, 
DNA methylation 5274 
Clostridium chauvoei, 
DNase, comparison-Clostridium septicum 
Clostridium pasteurfanum, 
rRNA 5S, nucleotide sequence 
Clostridium pectinofermentans, 
DNA methylation 5274 
Clostridium perfringens, 
N+Sbacteriocin, inhibition-DNA 
biosynthesis/RNA biosynthesis 


(DNA structure, nucleohistone 6410 


ONA unwinding-cation 6398 

DNase, bovine pancreas 4929 

guanine dinucleotide, interaction-zinc ion 
6148 

histone HS, chicken erythrocyte 6564 

oligo(A)/adenylyl (3°,5")adenosine 2423 

poly d(G-C)/poly dGzpoly dC, conformation 
660 

poly (dG-C), effect of temperature 5050 

poly -L-histidine, complex-DNA/poly (dA).poly 
(dT) /poly (dA-dT).poly (dA-dT) 2601 

poly(I) 1856 

purine nucleoside/purine (3-deaza) 
nucleoside, conformation 5016 

pyrimidine nucleoside/purine nucleoside, 
effect of glycosidic bond 5020 

rRNA 3502 


4400 


4107 


2697 
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Clostridium perfringens(Contd), 
conformation-adenine + thymine-rich DNA 
sporulation, DNA biosynthesis/RNA 

biosynthesis/protein turnover 3136 

Clostridium septicum, Y 

bacteriocin, inhibition-DNA hiosynthesis/RNA 


biosynthesis 4263 


6429 


DNase, comparison-Clostridium chauvoei 4400 
Clostridium sporofasciens, 

DNA methylation 5274 
Clupeine, 

fluorescein-labelled, binding-DNA 1416 
Clupeoid fish, 

rRNA gene content 4852 
CMP, 

complex-platinum, NMR 1117 

conformation 1824 

interaction-RNase A, NMR 4497 

NMR 2888 

oxidation-aromatic reductone, cupric ion 

catalysis 611 

use-DNA biosynthesis/RNA biosynthesis 5940 


2°-CMP, 
complex-RNase, 
6130 
interaction-RNase A, NMR 4497 
interaction-RNase A/RNase S, analysis, 
chromatography (affinity) 3276 


nuclear Overhauser effect 


3°-CMP, 
complex-RNase, nuclear Overhauser effect 
6130 
jinteraction-RNese A, NMR 4497 
X-irradiation, ESR 4498 
dcmp, 
incorporation-cytidine (deoxy), Lactobacillus 


acidophilus R-26 5035 
X-irradiaticn/aamma-irradiation, 
formation, ENDOR 5644 
CMP (2-methyletheno), 
Synthesis 2393 - 
CMP Comega-oxyalkyl), 
synthesis 638 
CMP (2-phenyletheno), 
synthesis 3393 
dCMP deaminase, 
activity/template stability, 
compar ison-Llymphoblast/myeloblast/leukaemia 
6684 
formation-Chinese hamster cell, 
temperature-sensitive mutant 
CMP kinase, 
activity, 


radical 


ye) 


comparison-Novikoff ascites 


hepatoma/liver, rat 6685 
dCMPase, 
Paracentrotus lividus embryo, activity 
1505 


Coagulase, 
Staphylococcus epidermidis, production 
555 
Coat protein, 
binding site-phage@ heta RNA 1956 
comclex-RNA, tobacco mosaic virus 2264 
conformation, chanae durina phaae f1 assembly 


1680 
gene, phage fd, promoter, seauence 7660 
phaae MS2, structure, Raman spectra 4608 
MRNA, tobacco mosaic virus 7585 


tobacco mosaic virus, 
Cobalt, 
induction-petite mutant, Saccharomyces 
cerevisiae 1637 
Cobalt ion, 
activation-DNA biosynthesis 4814 
bet on polyribosome, Paramecium aurelia 
69 
Coccidioides immitis, 
antigen, immune RNA, transfer-delayed 
hypersensitivity 5467 


translation-RNA 4651 
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Coccidioides immitis(Contd), 
antigen, immune R&NA, transf2r-delayed 
hypersensitivity, cheracterization-ective 
components 5468 
Cochlea, 
RNA biosynthesis, 
Cochlear complex, 


od 
i 


effect of noise 7 


mutation/suppressor, detection, Saccharomyces 


cerevisiae 4231 


DNA content &28 
Codon, : d P 

analoque, interaction-ribosome, escherichia 
coli 4582 , ; 

binding site, Escherichia coli ribosome 1226 

cognate, olutamine, haemoglobin mRNA 5 aa) | 
initiation, phage f2 RNA, 
recoanition-Escherichia coli ribosome 1235 

polynucleotide, complementarity, 3mino scid 
seaouence 2563 

mRNA, alanine/alycine/serine, ; 
relationshio-isoaccepting tRNA content 3429 


trinucleotide, antibody, interact ion-DN4/RNA 
4255 
Codon-anticodon interaction, 
yeast tRNA Phe, kinetics 
Coenzyme QH2-cytochrome c reductase, 
mutation, Localization-Saccharonyces 
cerevisiae mitochondrial DNA 2219 
Coformycin, 
effect on adenine arabiroside/hyooxanthine 
arabinoside inhibition-DNA biosynthesis, 
herpes simplex virus 57222 
X-ray crystallography 4487 4 
Colchicine, 
effect on induced DNA biosynthesis/RNA 
biosynthesis, rat lymphocyte 4825 
Cold, 


acclimatizetion, stimulation-fNA 


biosynthesis, Liver/kidney 451 
Colicin, 
review 1048 


Colicin DF13, 
effect on inhibition-ribosome activity 
Colicin E1, 
DNA transduct ion-Escherichie 
lambda 6535 
Coltcin E3, 


7939 


coli, use-phage 


effect on initiation complex formation 1926 
Colicinogenic factor, 

see also Fpisome, Plasmid, R factor, Sex 

factor 

review 1C48 


Colicinogenic factor DF13, 
DNA, complex-protein, 
isolation/characterization 
DONA replication 3693 
mutant DNA biosynthesis, 
3134 


Colicinogenic factor E1, 
construction, in vitro 


3641 


characterizetion 


941 


DNA biosynthesis, Escherichia coli 364 
Escherichia coli, transfer-dnz aene 4844 
Coliphage Lambda att+2, 
mapping, DNA cleavage site 53(1 
Collagen, 
bindina-DNA, role-antibody complex formation, 
systemic lupus erythematosus 6516 
biosynthesis, aorta, injury, effect of 


prednisone 785 
biosynthesis, chick embryo rolyribosome, 
effect of proline (L-3,4-dehydro) 2457 
oe Mn aoa effect of uridine (bromodeoxy) 
biosynthesis, human skin, 
acetone/kerosene 2197 
content-myocardium during hypertrophy 1512 
UV-irradiation, effect of metal jons 4504 
mRNA, translation-wheat germ cell-free system 
2568 


eftheet of 


Collodion, 
film, adsorpt ion-DNA 
Colon, 
carcinogenesis, 
1,2-dimethylhydrazine-induced, nucleus 
nonhistone protein biosynthesis/accumuLlation 


1287 


3865 

epithelium tumour, distribution-nonhistone 
protein 6572 

mucosa, DNA biosynthesis, effect of 
AMP(cyclic) 1531 

Colony, 

formation, bone marrow, effect of poly(I:C) 

4008 


formation, xeroderma piamentosum fibroblast, 
effect of UV-irradiation 5932 
Columba Livia, 


Ovary, rRNA gene amplification 2220 
Commelina benghalensis, 

stomata, effect of adenine (benzyl) 4984 
Compensatory growth, 

kidney, cell proliferation 285 
Competence, 

development-Streptococcus sanquis, effect of 

pH 3801 
immune, effect of phenytoin/carbamazepine 
454 


Complement, 
anti activity, poly (G)/poly (dc) 
(2'-chloro)/poly (dU) (2*-azido) 
Complementation, 
adenovirus temperature-sensitive mutant, 
biosynthesis 905 
group, herpes simplex virus type 2 
temperatute-sensitive mutant 2658 
human x hamster hybrid 1994 
temperature-sensitive mutant, 
virus-transformed cell 3790 
Computer, 
analysis, 
model, mRNA transcription, 
Concanavalin A, 
activation-ATPase 
(magnesium-dependent)/5'*-nucleotidase 
activation-lymphocyte, DNA biosynthesis, 
reauirement-spermidine/spermine 923 
activation-mouse thymocyte chromatin, 
comoarison-phytohaemagaqlutinin 4820 
activation-protein biosynthesis, thymocyte, 
role-membrane-bound ribosome 4552 
effect on chromatin protein kinase activity 


661 


ONA 


herpes simplex 


DNA double helix conformation 849 
eukaryote 3531 


oS 2 


4960 
effect on DNA biosynthesis/AMP (cyclic) 
content, thymocyte 5438 


effect on induction-DNA hiosynthesis, 
T-lymphocyte 3830 

induced DNA biosynthesis, 
stimulation-monocyte/macrophage 3243 
induction-nucleus division, Stylonchia 
mytilus 1574 

stimulation-DNA biosynthesis, effect of 

, methyl-alpha-mannoside, human Lymphocyte 


5437 
stimulation-DNA biosynthesis, neural retina 
cell 6500 
Conductivity, 
noise, DNA, calf thymus 3690 
Conidia, 
Neurospora crassa, germination, genetics, 
review 3340 
Neurospora crassa, germination, poly 
(A)-containing RNA biosynthesis 2520 
Neurospora crassa, germination, tRNA Phe 127 


Connective tissue, 
chick embryo, cell-free system, protein 


biosynthesis 1922 


‘Copper, 


ATP + tryptophan complex formation, structure 


3976 


binding-DNA, X-ray diffraction 5260 


Copper (Contd), 

comp lex-N-methyl-isatin-beta-thiosemicarbazon 
e, inactivation-phage lambda infectivity/DNA 
transfection 2293 

comp lex-N-methyl 
jisatin-bete-thiosemicarbazone, 
interaction-DNA/RNA 3639 

content-DNA, Salmonella typhosa/Salmonella 
paratyphi/Salmonella typhimurium/Escherichia 
coli/Shigella sonnei 4730 

crosslinking-poly (A)/poly (C), physical 


Properties 6138 
cytosine (alycylgqlycinato), complex 613 
5°-GMP complex, structure 2889 


inert iron, bindinag-DNA, Linear dichroism 
6386 

interaction-euchromatin/heterochromatin, 
liver nucleus 4369 

localization + uptake, 


chromatin 536 


Purine complex, X-ray crystallography %948 
Copper ion, 
complex-cytosine monohydrate, ESR 2374 


effect on nucleoside phosphates 


dephosphorylation 1114 
interaction-DNA 2598 3628 
interaction-DNA, kinetics &46 
probe, nucleoside analysis 1802 


Copper sulphate, 
complex-ouanine(9-methyl), 
2817 
Coralyne acetosulphate, 
inhibition-RNA polymerase/reverse 
transcriptase/DNA polymerase/poly (A) 
polymerase 6650 
Cordulia aenea, 
oocyte, nematosome, 
275 
Cordycepin, 
activity-antiparasitic agent 2266 
effect on Nicotiana tabacum senescence 3566 
effect on nuclear ribonucleoprotein, liver 
4364 
effect on poly(A) biosynthesis/RNA 
biosynthesis, regenerating Liver 
effect on RNA biosynthesis, Newcast 
virus infection 631 
effect on tyrosine aminotransferase, 
8&3 
inhibit ion-RNA biosynthesis, effect on 
nucleolus properties/structure, Allium cepe 
6589 
Corn, 
rRNA, 3'-terminal 
comparison-wheat 
Corpus luteum, 
DNA biosynthesis, 
Corticotropin, 
induced steroidoaenesis, 
6678 


crystal structure 


accumulation-gene product 


2034 
le disease 


hepatom3 


nucleoside, 
cerm RNA 4632 
effect of orolactin 4271 


role-histone kinase 


Cortisol, 


effect on cell proliferation/maturetion, 
cerebrum/cerebellum 427 
effect on DNA biosynthesis/RNA 
biosynthesis/protein biosynthesis, 
800 
effect on RNA biosynthesis, 
chromatin 1334 
tritium-labelled, binding, liver 
ribonucleoprotein, effect of RNA 
biosynthesis 985 


rat 


thymocyte 


calf thymus 


Cortisone, 


effect on lymphoid alkaline RNase content 


4909 


Corynebacteria, 


pathogenicity, effect of redox potential 


3040 


Cotton, 


see also Gossypium species 
cotyledon, cytosol/chloroplast 


tRNACaminoacyl)synthetase, level 1189 
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Coturnix ceturnix japonica, 
* oocyte, pachytene/diplotene, RNA biosynthesis 
1991 
oviduct, DNA polymerase (DNA-dependent), 
effect of oestrogen 583 
Cotyledon, 
cotten, cytosol/chloroplast 
tRNACaminoacyl)synthetase, level 1189 
Pisum sativum, tRNA Leu/tRNA(Leucyl) 
synthetase, comparison-seed 4012 
Cousereycin Art, 
inhibition-RNA biosynthesis, 
5912 5913 
Cow, 
milk, Staphylococcus, properties 
Cowpea chlorotic mottie virus, : 
infected Vigna sinensis, RNA biosynthesis, 
effect of actinomycin D 3562 
Cowpea sosaic virus, 
RNA, infection-Vigna sinensis protoplast, 
effect of temperature/pH 5784 
RNA replicase, solubilization/purification 
3300 
RNA, transcription, reverse transcriptase 
2177 
Coxsackie B83 virus, 
mixed infection-Escherichia coli, effect on 
oxygen consumption/succinic dehydrogenase 
activity, HEp No.2 cell 999 
Coxsackie BS virus, 
hybridization-swine vesicular disease virus 
RNA 5160 
isolation-high density component 
Cranio-facial skeleton, 
cartilage, growth 3709 
Crassostrea virginica, 
repetitive DNA sequence 
Creatine phosphate, 
effect on globin mRNA translation 
Creophilus maxillosus, 
oocyfe, RNA biosynthesis/extrachromosomal DNA 
transcription activity 3003 
Crepis, 
DNA content 2587 
Crepis capillaris, 
relationship-cell 
cycle/mutagenesis/gamma-irradiation 
Cricetulus griseus, 
fibroblast, RNA biosynthesis, effect of 
uridine(tritfiated) 1309 
Crithidia acanthocephala, 
kinetoplast DNA, physical properties 
Crithidia fasciculata, 
cell-free system, translation-globin mRNA, 
dependence-rabbit reticulocyte initiation 
factor IF-3 6235 
kinetoplast DNA, structure 6441 
rRNA, occurrence-inosine (02°-methyL) 
Crithidia luciliae, 
kinetoplast, determination-DNA antibody 2244 
kinetoplast DNA, physical properties 2118 
kinetoplast DNA, structure 3684 3685 
occurrence-circular mitochondrial DNA 
Crithidta oncopelti, 
kinetoplast DNA, structure, 
comparison-rat/Bos taurus, mitochondrial 
DNA/nuclear DNA 6462 
kinetoplast RNA polymerase, properties 
rRNA, Lability 2986 
Cross-linking, 
DNA, Drosophila melanogaster, effect of age 
347 
DNA, stereochemistry 298 
DNA, use-chromatin structure determination 
5828 
formation, RNase complex-CDP/UDP 
protein-DNA, UV-irradiation 3263 
protein-DNA, model 2377 
ribosomal protein-rRNA, structure, 
Escherichia coli 4556 
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Escherichia coli 


3889 


728 


4238 


283 


3080 


2118 


2990 


4186 


6022 


4382 


Crotalaria, 
DNA content 2589 
Crotalus durissus terrificus, 
Liver, low molecular weight RNA, 
association-rRNA 28S 1283 
Croton oil, 
effect on mammalian cell DNA 
repair/content—AMP (cyclic) /GMP (cyclic) 
440 
Crown gall tumour, 
Helianthus annuus, DNA content 5254 
Heldanthus annuus, ploidy/DNA content 2581 
occurrence-Agrobacterium tumefaciens plasmid 
DNA 5253 


RNA, hyperplasia induction activity 2562 


Vinca rosea, DNA polymerase, properties 2794 
Crustacea, / 
repetitive DNA sequence, conservation 4235 


Cryopreservation, 

Leukaemia cell, effect on DNA 
biosynthesis/RNA biosynthesis/cytosine 
arabinoside resistance 1346 

Cryoultramicrotomy, 
visualization-ribonucleoprotein, 
nucleus 957 
Crypt cell, 

small intestine, differentiation, 

biosynthesis/protein biosynthesis 
Crypthecodinium cohnii, 

DNA, characterization 
Cryptococcosis, 

central nervous system, 
treatment-amphotericin B + cytosine 
(S-fluoro) 43 

treatment-cytosine(5-fluoro) 

Cryptococcus Laurentii, 
extracellular RNase production, 


hepatocyte 
nucleotide 
2413 


340 


3363 


orthophosphate repression 3273 
Cryptopolyploidy, 
DNA/RNA content-genome 5239 


Crystal violet, 


binding-DNA, Linear dichroism 5261 
salpha-Crystatllin, 
WRNA, Lens, comparison-rat/calf 6290 


delta-Ccrystallin, 


gene amplification, chick embryo Lens, during 


differentiation 5463 


mRNA, assay, chick embryo Lens, during 
induction 5737 


mRNA, molecular weight/sequence determination 


4105 
cTPe, 
biosynthesis, Saccharomyces 


cerevisiae/Enteromorpha/Cladomorpha 3982 


content, herpes simplex virus mutant-infected 


BHK C13 celt 3400 


content, herpes simplex virus type 1-infected 


BHK C13 cell 3399 
ahead saleinipeoimies hit, effect of copper ions 
dephosphorylation, effect of manganese 
don/nickel ion/zinc ion 3392 
heart, specific labelling 1823 


pool, effect of vitamin B12, Euglena gracilis 


4495 


Be AB determinat ion-RNA polymerase 


structure, effect on metabolism 1148 
acre, 


pool, DNA biosynthesis, correlation 
CTP (S-aza), 
biosynthesis 3401 
CTP Comega-oxyalkyl), 
synthesis 638 
CTP synthetase, 
stoichiometry/properties, calf li 
€TParabinoside, 3 oer 
inhibit fon-DNA biosynthesis, Hela cell 
ecTPase, 


effect on phage T4 DNA biosynthesis 


1475 


5574 
5914 
2162 


Cucumber green mottle mosaic virus, 
RNA, characterization 3516 
Cucumber mosaic virus, 


RNA, 5*-terminus sequence 3517 
RNA, properties 1944 
stability, role-lysine 3518 


Cucumis melo, 
DNA biosynthesis/RNA biosynthesis, effect of 
naphthalene acetic acid 4139 
cupric ion, 
catalysis, aromatic reductone 
oxidation-nucleic acid components 
Cuprous ion, 
effect on polyribosome, Paramecium aurelia 
169 
cvi cell, 
herpes simplex virus infected, DNA 
biosynthesis, effect of UV-irradiation 
propagation-SV40 genome 4265 
RNA polymerase I/RNA polymerase II activity, 
effect of SV40 infection 4942 
SV40-infected, DNA biosynthesis/histone mRNA 


611 


5379 


biosynthesis, kinetics 6308 
Cyanide, 
inhibition-DNA biosynthesis, Escherichia coli 
1565 


mlpha-cyanoketene-S,S-acetal, 


use-pyrimidine (alkoxy) synthesis 6064 
Cyanuric acid monohydrate, 
adenine (8-bromo-9-ethyl) complex, X-ray 


diffraction 5590 
Cycloheximide, 
activation-Epstein-Barr virus, 
dependence 3726 
effect on adventitious root formation, 
Phaseolus mungo 917 
effect on DNA biosynthesis, hepatocyte 3190 
effect on DNA biosynthesis, L cells 2189 
effect on DNA biosynthesis/RNA 
biosynthesis/protein biosynthesis, 
5 
effect on DNA biosynthesis/thymidine uptake, 
Li ecetl» 1570 
effect on DNA/nucleoprotein 
properties/structure, SV40-infected African 
green monkey kidney cell 4773 
effect on gene expression, hepatocyte 1341 
effect on induction-polypeptide biosynthesis, 
adenovirus type 2 5081 
effect on interferon mRNA~induced RNA 
biosynthesis 5194 
effect on,liver RNA biosynthesis/chromatin 
template activity 1340 
effect on Liver uridine kinase 596 
effect on macronucleus, Tetrahymena 
pyriformis 796 
effect on mitochondrial RNA biosynthesis 
4664 
effect on RNA biosynthesis 258 
effect on RNA biosynthesis, liver nucleus, 
inhibition-cytoplasmic factor 1339 
effect on RNA biosynthesis/protein 
biosynthesis, potato tuber meristem 
effect on RNA biosynthesis/protein 
biosynthesis, Saccharomyces cerevisiae 4661 
effect on mRNA incorporat ion-membrane-bound 
polyribosome 2479 
effect on Saccharomyces cerevisiae 
mutagenesis 436 
effect on thymidine kinase isoenzyme 
formation, HeLa cell mitochondria 
effect on uridine kinase activity 
enhancement-human interferon 3563 
inhibition-adenine incorporation, 
Schizopyrnus russelli 4288 
4inhibitidon-DNA bfosynthesis, epidermis 430 
dnhibition-low molecular weight nuclear RNA 
biosynthesis 5787 
iAinhibition-RNA biosynthesis, rat, effect of 
threonine-deficient diet 6330 


cell cycle 


thymocyte 


1338 


1024 
4431 


Cyeloheximide (Contd), 
inhibition-RNA transport, Tetrahymena 
Pyriformis 257 
inhibition-tobacco mosaic virus replication 
3265 
N=Cyclohexyl-N°-beta-(methylmorpholinium) carbod 
iimide, 
interaction-DNA superhelical Sv40 
Cyclophosphamide, 
a on DNA biosynthesis/RNA biosynthesis 
8 
effect on DNA repair/DNA biosynthesis, 
Yoshida ascites cell 916 
Cyclopropylmethylt dihydrogen phosphate, 
phosphorylation-nucleoside 1085 
Cylindrotheca fusiformis, 
toluene-treated, DNA biosynthesis, 
stimulation-silicic acid 4815 
Cymbidium, 
DNA biosynthesis, 


3110 


relationship-heterochromatin structure 4763 
DNA replication, effect of phytohormone 5910 
Cyprinidae, 
polyploidy, relationship-rRNA gene content 
3230 


Cystamine, 
complex-poly(A), 
3998 
Cysteine, 
effect on DNA damage/repair, 
irradiation-Escherichia coli 
Cysteine(seleno), 
aminoacylation, 
1890 
Cystic fibrosis, 
effect on-incorporation-thymidine, 
5390 
Cytidine, 
alkylat ion-7-bromomethylbenz(a)anthracene/ben 
zyl bromide/p-methoxybenzyl bromide 6995 
analysis, cadmfum jions/copper ions/mercury 
jons/zinc ions probe 1802 
cellular transport, inhibit ion-adenosine 
(N6-(delta2-)isopentenyl) 1194 
complex-uridine (4-thio), 
induct ion-tRNA-UV-irradiation 5062 
derivative, hikizimycine, structure 5921 
dimethyl sulphoxide complex, NMR 2856 
functional group, acylation 55 
interaction-diaminotolueneplatinum 692 
interaction-D-gluconic acid hydrazide 3372 
oxidation aromatic reductone, cupric ion 
catalysis 611 
phosphorylation-RNase during dinucleoside 
monophosphate biosynthesis 5632 
reaction-O-alkylhydroxylamine 6077 
repression, pyrimidine biosynthesis, 
Salmonella typhimurium 629 
Cytidine 6-carboxylic acid, 
synthesis 2395 
Cytidine deaminase, 
activity-leukaemia, determination, cytosine 
arabinoside resistance mechanism 2871 
liver, interaction-uridine (tetrahydro) 
small intestine, effect of temperature 
Cytidine diphosphocholine, 
structure, effect on metabolism 
Cytidine (phi-iso), 
synthesis 54 
Cytidine(4-N-acetyl), 
phosphorylation-RNase during dinucleoside 
monophosphate biosynthesis 5632 
Cytidine(S5-aza), 
activity-leukaemia L1210, uridine(tetrahydro) 
enhancement 1822 
decomposition product, 
alpha-D-ribofurol1',2°:4,5]-2-oxazolidone, 
Meray diffraction 5625 
detection 1820 
effect on chemotherapy-human leukaemia 


characterization-interaction 


2604 


tRNA Cys, Escherichia coli 


fibroblast 


1113 
72 


1118 


3384 
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Cytidine(5-aza) (Contd), 
effect on tRNA methylation, Liver 3445 
effect on uridine kinase activity 4431 
phosphorylation, fibrosarcoma/leukaemia 
LSw78y cell 67 
stimulation-DNA biosynthesis, liver 
treated hamster fibrosarcoma tRNA, 
protein biosynthesis, cell-free system 
Cytidine(5-bromo-2’-deoxy), 
inhibit fion-herpes simplex 
. 2876 
Cytidine(6-cyano), 
synthesis 2395 
Cytidine(cyclo), 
pharmacology, review 
tissue distribution 
Cytidine(deoxy), 
DNA precursor, lymphocyte 4757 
effect on pyrimidine nucleotide metabolism 
5631 
functional group, 
incorporation, bursa 
incorporat ion-dCMP, 
R=26 5035 
incorporation, 
hydroxyurea/uridine 
4824 
inhibition-cytosine nucleotide/uracil 


2679 
effect on 
4060 


virus replication 


2807 
73 


acylation 55 
74 


Lactobacillus acidophilus 


effect of 
thymus 


DNA biosynthesis, 
(S-fluorodeoxy), 


nucleotide reduction 2892 
metabolism, mouse 2872 
metabolism, small intestine 72 
uptake, herpes simplex virus infected cell 
5554 
uptake, phytohaemagglutinin-stimulated 


Lymphocyte 1821 
Cytidine(2°-deoxy-6-aza), 
synthesis 5015 
Cytidine(deoxy) kinase, 
activity-leukaemia, determination, 
arabinoside resistance mechanism 
puritication/properties, 
5556 
substrate/inhibitor specificity 5555 
Cytidine(5,6-dihydroiso) monohydrate, 
X-ray crystallography 4483 
Cytidine(5,6-dihydro)-é6-sulphonate, 
transamination-semicarbazide 3959 
Cytidine(S5-fluoro), 
effect on uracil (5-fluoro)-treated Hela cell 
4146 
Cytidine(5-fluoro-2°-deoxy), 
inhibition-herpes simplex virus replication 


cytosine 
2871 
human erythrocyte 


2876 
Cytidine(Néhydroxy), 
induction, cleavage, UV- irradiation 628 
Cytidine(N4methoxy), 
induction, cleavage, UV- irradiation 628 


Cytidine(2°-O-aethyl), 


conformation, tRNA anticodon loop 63 


effect on cancer development 630 
Cytidine(2-thio), 
stacking self-association 3381 


Cytidine(2°-thio-2 °-deoxy)2°:3*-phosphorothioat 
e, 
synthesis 6121 
Cytidine(tritisted), 
incorporation-RNA 1109 
$ tidyl-L-homocysteine, 
nhibition-tRNA methylase 
Sylar ly csi 22 ice tidine 
conformation, NAR 6098 
helix-coil transition, r 
ae, 7 Celaxation analysis 
Cytechalasin 8, 
combination-cytosine arabinoside, tumour cell 
culture destruction 1819 
effect on 373 cell, DNA 
bfosynthesis/transport/movement 


— 


2448 


453 


40 


Cytochrome c, ‘ 
mRNA, Low self-complementarity 


sequence, aenetic code 927 
Cytochrome oxidase, 
mutation, localization-Saccharomyces 
cerevisiae mitochondrial DNA 2219 
synthesis, mitochondria, embryo, effect of j 
chloramphenicol 441 
Cytofluorometry, 
RNA, alkali hydrolysis 
Cytokinin, 
activity, AMP (cyclic) /adenine/adenosine 
derivatives 1120 
activity, detection 618 
effect on DNA biosynthesis/RNA biosynthesis, 
Leukocyte 2026 
jisolation/purification 
microorganisms, review 
separation-chromatography (high 


1287 


2499 


2819 
1058 
pressure) 


1784 
Suaeda maritima seed, effect of sodium 
chtoride 1078 | 
synthesis 2951 
treatment-leukaemia 2868 


Cytokinin-binding protein, 
Nicotiana tabacum, isolation, purification, 
chromatography (affinity) 619 
Cytomegalovirus, 
DNA biosynthesis/induced DNA polymerase 
activity, inhibition-phosphonoscetic acid 
6491 
DNA polymerase activity/DNA biosynthesis, 
inhibition-phosphonoacetic acid 1116 
DNA replication, infected human embryo Luna 
cebl » 5384 
ONA structure analysis, use-restriction 
endonuclease HinD III/restriction 


endonuclease EcoR-I 5317 

genome, persistence-lymphoblastoid cell Line 
936 

infection-mouse, effect of cytosine 
arabinoside/uridine(Q-iodo-2'-deoxy) 2875 


infection, treatment-adenine arabinoside 
2862 
Cytopathic effect, 
Sindbis virus temperature-sensitive mutant, 
relationship-interferon induction 2544 
Cytophaga johnsonii, 
conform3ation-~adenine + thymine-rich DNA 
Cytophotometry, 
determination-DNA biosynthesis, chromatin 
5350 
DNA biosynthesis analysis, herpes simplex 
virus type 1/herpes simplex virus type 2 
4774 
DNA biosynthesis during development, Bombyx 
mori 5356 
DNA biosynthesis during oogenesis, Chrysopa 
perla 5357 
DNA biosynthesis/RNA biosynthesis/protein 
biosynthesis, Saccharomyces sp. 2132 2133 
DNA content, determination-Feulgen staining, 
silkworm 5244 
nuclear DNA assay, Didymium iridis 5242 
RNA biosynthesis/protein biosynthesis 
determination, circadian rhythm, 


6429 


neuron/neuroglia 5190 

Cytoplasa, ° 
Acetabularia mediterranea, RNA distribution 
gradient 4082 


brain, tRNA, fractionation 1868 

a ae LD content-poly(@) containing RNA 
‘ 

chick erythroblast/chick embryo brain, RNA 

9S, asSay-haemoglobin mRNA 4592 

DNA transfer, Sendai virus mediation 2660 

ae uae RNA sequence, comparison-nucleus 

exogenous, effect on RNA biosynthesis/protein 

biosynthesis, Amoeba proteus 3575 


cy 


toplasm(Contd), 

HeLa cell, low molecular weight RNA, 
Properties 2534 

HeLa cell, poly(ADP-ribose) polymerase 
activity, cell cycle 595 

mouse embryo, poly(A) polymerase activity 
1865 

myoblast, distribution-poly(A) containing RNA 
26S, during arowth/development 4596 

Tetrahymena pyriformis, tRNA (leucyl) 
Synthetase, structure 136 

thymidine kinase kinetics, 
compar ison-mitochondria, 
leukaemia 6038 


human blast cetl 


Sytoplasmic polyhedrosis virus, 


Arctia caja, properties 2963 
double-stranded RNA, sequence homology, 
reovirus type 3/wound tumour virus 4614 
Heliothis armigera, double-stranded RNA 
mRNA, mechanism-S*-terminal methylation 


2495 
4137 


cytosine, 


‘modification, 


akyl + aryl derivative, properties 28 

complex-hydrochloric acid, X-irradiation 
3350 

containing, DNA, transcription, 
inhibition-phage T4& gene product 6322 

content-Bacteroides clostridiiformis, 
taxonomy 5326 

content-DNA, relationship-virulence, 
Erysipelothrix rhusiopathiae 6430 

conversion-uracil, tritium 
LabelLling-DNA/tRNA/RNA 2692 

crystal, effect of water vapour, IR 
Spectroscopy/X-ray diffraction 5600 

2, 3-dioxypropyl derivative, synthesis 

effect of gamma-irradiation, product 
identification 5598 

effect on DNA structure 2615 

effect on Tribolium confusum development 
3578 

interaction-catechol 5587 

interaction-hydrazine 2375 

interaction-hydroxylamine 4463 

effect on RNase specificity 


1066 


2771 

oxidation aromatic reductone, 
catalysis 611 

phage T4 DNA containing, biosynthesis, 


on protein biosynthesis 2162 
photohydrate, effect on phage sd mutagenesis 


cupric ion 


42 
platinum/palladium complex, NMR 
5599 ; 
radiolysis, aqueous solution 
2822 


reaction-O-alkylhydroxylamine 6077 

specificity-DNA methylase, Escherichia coli 
5576 

tautomers, stability 1068 


tritium decay, relationship-mutaganesis, 

bacterial DONA 6086 

use-nitrogen source, 
5001 


Rhodotorula glutinis 


‘ytosine arabinoside, 


| 
| 


activity-antiviral agent, compar ison-uridine 
(methoxymethyldeoxy)/uridine 
(iododeoxy)/adenine arabinoside 

activity-immunosuppression, review 


632 
2808 


comb ination-adriamycin/3,6-bis(5-chloro-2-p ip 


eridinyl)-2,5-piperazinedione, toxicity 
1818 

combination-cytochalasin B, tumour cell 
culture destruction 1819 

conformation 3380 

conformation, NMR, effect of sugar-hydroxyl 
dissociation 2400 

effect on chemotherapy-human leukaemia 3384 

effect on cytomegalovirus infect ion-mouse 


2875 


effect 


Cytosine arabinoside(Contd), 
effect on DNA biosynthesis 429 
effect on DNA/protein content/sarcoma 180 
weight mouse 5024 D 
effect on Leukaemia myeloblast 6102 
effect on rabies virus, in vitro/in vivo 
2874 
hydroxyurea, treatment-leukaemia(acute 
myeloblastic) 3768 
induction-necrosis/inhibition-cell 
proliferation, Schwann cell 68 
inhibition-cytosine nucleotide/uracil 
nucleotide reduction 2892 
inhibition-RNA polymerase, 
agent activity 3565 
inhibition-Streptococcus 
faecalis/Streptococcus faecium 
malignancy, transformation 69 
metabolism, mouse 28/72 
Pharmacoloay, review 2807 
phosphate, separation-chromatography (high 
pressure lLiquid)/chromatography (thin layer) 
6122 
phosphorylation, 
ES AUASY Cee, FNGi7 
resistance, Leukaemia cell, 
cryopreservation 1346 
resistance, mechanism, 
deaminase/cytidine(deoxy) 
Leukaemia 2871 
sensitive/resistant 
activity-uridine(3-deaza), 
sugar hydroxyl dissociation 
synthesis 6096 
treatment, herpes simplex 
treatment, herpes simplex encephalitis, 
comparison-adenine arabinoside 1108 
treatment-leukaemia 23870 : 
treatment-psoriasis/effect on immune 
response, review 2804 
uracil (5-fluoro), combination, 
chemotherapy-cancer (gastrointestinal) 44 
uridine (iododeoxy), treatment-herpes simplex 
virus-infection 71 
Cytosine arabinoside(2,2°-anhydro), 
activity-antitumour agent 2884 
metabolism, human 2869 
structure, X-ray diffraction 3962 
iso-Cytosine arabinoside(6,2-anhydro), 
derivative, synthesis 5013 
Cytosine arabinoside(2,2"-anhydro-5-fluoro), 


antileukaemic 


2877 


fibrosarcoma/leukaemia 
effect of 


determination-cytidine 
kinase activity, 


Leukaemia L1210, 
mechanism 
1805 


2.873 


encephalitis 70 


chemical properties 2394 
effect on human 66 
Cytosine 
arabinos ide(3°,5°-di-o-acyl-1-beta-D-furanos 
yl), 
synthesis, biological activity 4479 
Cytosine 


arabinos ide(2°2°-anhydro-1-3",5*-di-o-acyl—-b 
eta-D-furanosyl), 
synthesis, biological activity 4478 

Cytosine arabinoside(1-beta-D-furanosyl), 
complex formation-platinum ethylenediamine 
dichloride 5014 

Cytosine arabinoside(0°-methyl), 
conformation, NMR, effect of sugar-hydroxyl 


dissociation 2400 
crystal, structure, conformation 61 
Cytosine 


arabinos ide(3°-0-acyl-1-beta-D-furanosyl), 
synthesis, biological activity 4479 
Cytosine 
arabinos ide(2,2°-anhydro-1-3°-o-acyl-beta-D- 
furanosyl), 
synthesis, biological activity 
Cytosine monohydrate, 
complex-copper ion, 


4477 


ESR 2374 


41 


Cytosine nucleotide, 
reduction, 
inhibition-cytidine(deoxy)/cytosine 
arabinoside/hydroxyurea 2892 


Cytosine(1-(2,6-dideoxy-beta-D-srabinohexopyran 
osyl)), 
synthesis 3373 


Cytosine(S5-fluoro), 
amphotericin B, treatment-central nervous 
system cryptococcosis 43 
assay 2821 


induction-mutagenesis, mechanism, 


Saccharomyces cerevisiae 5610 
resistance-Candida species, mechanism 2836 
sensitivity, human Candida species 2382 


sensitivity/resistance, Candida albicans 
4466 
treatment, 
treatment-cryptococcosis 
Cytosine(glycylglycinato), 
copper, complex 613 
Cytosine(S-hydroxymethyl), 
antagonism, ethanol 621 
thymine + vitamins, effect on pentobarbital 
activity, mouse 2383 
Cytosine(iso), 
crystal, effect of water vapour, IR 
spectroscopy/X-ray diffraction 5600 
Cytosine(S-methyl), 
content, Chlorella pyrenoidosa DNA 
content-DNA, analysis, 
5851 


candidiasis, eye 41 
2363 


4230 
species specificity 


content-DNA, assay, mass spectra 4467 
content-DNA, determination, 
chromatography(cation-exchange) 3094 
content, human heterochromatin 4468 
oles alo rat liver, effect of hydrocortisone 
9 


deamination-bisulphite 2376 


platinum complex, X-ray diffraction 23251 
Cytosine(tetramethyl), 

stacking self-association 3381 
Cytosine{trimethyl), 

stacking selt-association 3581 
Cytosol, 

RNA, calf brain, characterization, 

electrophoresis 6246 
sheep Lymphocyte, mRNA detection 4084 


Cytotoxicity, 
hydroxyurea, requirement-DNA 


biosynthesis/gene expression 428 


D’Aguilar virus, 
genome structure, 
5755 
RNA genome, 
Dane particle, 
core, DNA polymerase activity 


compar ison-Eubenangee virus 
analysis 4615 


2785 


core, DNA polymerase, immunoprecipitation 
584 
hepatitis B virus, DNA, structure 859 
properties 3305 
Daucus carota, 
infected-Meloidoayne hapla, RNA 
biosynthesis/RNase biosynthesis 3008 


Daunoaycin, 
analogue, binding-DNA 3652 
binding-DNA, Leukocyte, leukaemia/normal 
5281 
derivative, interaction-DNA 3653 
effect on DNA binding-actinomycin 2599 
effect on DNA biosynthesis/RNA biosynthesis, 
review 6054 
Daunorubicin, 
derivative, interaction-DNA/RNA 4786 
derivative, interaction-DNA, specificity 
4699 


inhibition-acid DNase, spleen 1001 


42 


DEAE-cellulose, 
comolex-Oligo(dA), 


synthesis/application-chromatoaraphy 1837 


purification-tRNA (peptidyl) 646 
DEAE-dextran, 
effect on protein biosynthesis, Hela cell 
187 


Decadeoxyribonucleotide, 
synthesis, pbromoanilide protecting aroup 
1131 
Deciduomata, 
induced, mesometrium, 
cytophotometry 1382 
Defective-interfering particle, 
biosynthesis, PNA characterization, Pichindse 
virus infected EHK 21/31S cell Line 5164 
Semliki Forest virus, effect on virus RNA 
biosynthesis, Aedes albopictus 2020 
Semliki Forest virus, RNA structure/function 
5166 
Semliki Forest virus, 
properties, comparison-standard 5165 
Sindbis virus, characterization 2021 
vesicular stomatitis virus, double-stranded 
RNA, cross-linking 2976 
Degranol, 
degradation-thymus deoxyribonucleorrotein 
1708 
Dehydration, 
effect on poly (4) containina 
Polytrichum commune 58092 
Dehydroheliotridine, 
bindina-satellite DNA, 
Delayed hypersensitivity, 
Coccidioides immitis antiaen, 
RNA, characterizetion-active 
DNA, mouse 2247 
transfer-immune RNA, Coccidioides 
immitis/Candida albicans antigen 
Dendrocelium Lacteum, 
regeneration, ultrastructure 
Dendrocoelum lLacteum, 
DNA biosynthesis, reqeneratina/intact 
Denervation, 
Ambystoma mexicanum Limb, effect on DNA 
biosynthesis/RNA biosynthesis 42123 
effect on mRNA biosynthesis, rabbit muscle 
4125 
Dengue virus, 
activity-antiviral agent/interferon induction 
3239 
infected primate cell, 
determination 2492 
Dengue virus type 2, 
mutant, temperature-sensitive, 
isolation/characterization 3549 
3-Deoxy-D-arabino-heptulosonate-7-phosphate 
synthase, 
inhibition-tRNA/FRNA/heparin, Saccharomyces 
cerevisi3ze 4521 
2-Deoxy-D-glucose, 
induction-C-type virus, NRK cell 
Deoxycort icosterone, 


DNA content, 


RNA structure/physical 


RNA, 


effect on repair 5395 


transfer-immune 
component 5468 


5467 
4299 


Ra1 


double-stranded RNA, 


1329 


interaction-adenine 2368 
6-Deoxyhexofuranose, 
synthesis-adenosine 3367 


Deoxynucleotide kinase, 
MRNA, physical properties, phage T4 
Deoxyribonucleoprotamine, 
sturgeon, sperm-head, properties 
Deoxyribonucleoprotein, 
see also Nucleoprotein 
acidic, effect on DNA biosynthesis 
chromosome, structure 2752 : 
conformation, effect of jonic strenath 
effect of gamma-irradiation 2283 
electron transport, effect of 
gamma-irradiation 4370 
Eunapius fragilis larva/adult, organization 
514 


197 


S15: 


5933 


5497 


Deoxyribonucleoprotein(Contd), 

fibre, electron microscopy 3255 

host, effect of parvovirus H-1 1681 

interaction-methylene blue, effect of 
formaldehyde/methanol-acetic acid 6383 

Bente effect of amphotericin B/nystatin 

284 

Lymph node, effect of gamma-irradiation 3858 

physical properties, effect of irradiation 
Cjionizing), testis 5848 

thymidine incorporation, effect of DNA, rat 
tissue 6513 

Eva ee degradation-gammairradiation/degranol 


Beoxyribonucleoside, 

see Nucleoside(deoxyribo) 
Beoxyribonucleotide, 

see Nucleotide(deoxy) 

Deoxyribonucleotidyl transferase (terminal), 
activity, acute lymphoblastic Leukaemia 2790 
activity, leukaemia 4429 
activity, N-methyl-N-nitrosourea-induced 


Leukaemia 1769 

activity, relationship-cell cycle, AKR-cell 
leukaemia 3929 

activity, T-cell, relationship-leukaemia 
Lymphoblast 3319 

addition deoxyribonucleotide, DNA duplex 
fragment 1761 

antibody 1020 

characterization, radioimmunoassay, calf 
3928 

distribution-thymocyte 3318 

inhibition, polynucleotide analogues 1153 


terminal lLabelling/polydeoxyribonucleotide 


addition, DNA 3132 
wheat embryo, purification/characterization 
4970 


Deoxyribopyrimidine kinase, 
induction-activity, herpes simplex virus 
intected cell 5554 d 
Beoxyribose, 
irradiation-induced radical, 


interaction-p-nitroacetophenone 3355 
trans-N-deoxyribosylese, 
Lactobacillus helveticus, kinetics 2802 


Deprotonation, 
tRNA, effect of salt 
Derepression, 
prophage lambda, 
biosynthesis, Escherichia coli 
Derinamycin, 
inhibition-DNA polymerase I/RNA polymerase, 
Escherichia col{4 5911 
Dermatoses, 
herpesvirus, treatment-double-stranded RNA, 
interferon induction 2728 
Desdanine, 
effect on nucleoside diphosphate 
kinase/pyruvate kinase, Escherichia coli 
3325 ; 
Sesferrioxanine, 
{nhibition-DNA biosynthesis/ribonucleot ide 
reductase, human lymphocyte 6504 
Desiccatien, 
effect on Tortula ruralis polyribosome 
petergent (non-ionic), 
effect on RNA precursor incorporation, brain 
265 
Detroit 6 cell, 
adeno-associated virus-infected, DNA, 
detection-virus specific nucleotide sequence 
2066 
deuteriua, 
labelled DNA, effect of gamma-irradiation 
2605 
‘Dexeaethasone, 
effect on DNA polymerase activity, A-type 
virus/C-type virus infected neuroblastomo 
5635 


2904 


induced direction-DNA 
6464 


2472 


Bexnamethasone(Contd), 


effect on rat Liver chromatin 5990 


effect on RNA biosynthesis, lymphocyte 6315 
effect on RNA biosynthesis, 
phytohaemagglutinin treated lymphocyte 6316 
effect on thymus gland RNA polymerase 8 1747 
Dextran, 
iso-propanol biphasic system, partition-RNA 
6263 
Diabetes, 


effect on ribosomal protein S6 
phosphorylation, Liver 1210 
Otiebetes mellitus, 
rat, effect of 
butyl-biguanide/tolbutamide-ribosome/protein 
biosynthesis 2945 
Oiacridine, 
intercalation-DNA/polynucleotide, properties 
2094 
Diacyl peroxide, 
interaction-nucleoside 2844 
Diadenosine 5°,5°-pyrophosphate, 
calculatiton-conformation 3994 
Diadenosine triphosphate, 
splitting activity, rat liver 
Dielkyl diselenide, 
tri-n-butylphosphine, 
alkylation 6094 
dialkyl disulphide, 
tri-n-butylphosphine, 
alkylation 6094 
Dialysis, 
polyanion, use-DNA assay 4178 
6,4°-Diamidine-2-phenylindole, 
binding-phage lLambda/adenovirus DNA, 
use-probe, restriction endonuclease 
site 6415 
1,3- Diaminopropane, 
inhibition-DNA biosynthesis/polyamine 
accumulation, rat Liver, during regeneration 
5455 
Dieminotolueneplatinum, 
interaction-quanosine/adenosine/cytidine 
6092 
Diammineplatinum, 


768 


use-nucleoside (seleno) 


use-nucleoside (thio) 


cleavage 


binding-inosine/inosine (i-methyl)/IMP 4475 
1, 2-5, 6-Dianhydrohexitol, 

alkyl derivative, interaction-DNA, effect of 

secondary structure, steric hindrance 1428 


Dispause, 

Celerio euphorbiae, pupa, 
acetylcholinesterase/RNA biosynthesis, 
effect of juvenile hormone/beta-ecdysone 

245 
Oierrhoese virus, 


calf/human, properties 199 
Diazoethane, 

interaction-pyrimidine(2,4-dioxo) 2829 
Diszomethane, 

interaction-pyrimidine(2,4-dioxo) 2829 


1,2-Dibromo-3-chloropropane, 
interaction-DNA, Escherichia coli/Salmonella 
typhimurium mutant 4207 
Dibromodulcitol, 
binding-DONA/chromatin, effect on RNA 
biosynthesis, Yoshida sarcoma 3818 
2,2°-Bichloro-N-methyldiethylamine, 
effect on DNA methylation during repair, 
human Lymphocyte 6483 
cis-Bichlorodiamaine platinum (II), 


binding-DNA/polynucleotide 1407 
effect on DNA 2097 
effect on DNA biosynthesis, kidney 4295 


Dichloroisoproterenol, 
induction, DNA bfosynthesis, parotid gland, 
effect on AMP (cyclic) 1577 
2,4-Dichlorophenoxyacetic acid, 
induction-callus, DNA biosynthesis during, 
barley embryo 4829 


43 


Dictyostelium discoideum, Dihydrodipicolinate synthase, 


alkaline phosphatase/S*-nucleotidase, reaulation, Bacillus subtilis RNA polymerese 
properties 2348 mutant 1740 
alpha-amanitin-resistant RNA polymerase, Dihydrofolate reductase, : , ae 
properties 2321 liver, activity durina haematopo1esis 443 
DNA excision-repair, effect of UV-irradiation Dihydrostreptomycin, wie. : 
5408 bindina-Escherichia coli ribosome 6221 
DNA polymerase, properties, activity 3312 bindino-ribosome, effect of viomycin, ? 
genome sequence, relationship-nuclear RNA Mycobacterium smeamatis/Escherichia coli 
“biosynthesis, heterogeneity 4733 5123 
genome structure analysis 4231 Dihydrotestosterone, ; 
quanosine metabolism/fruiting body effect on prostate aqland ritosome, 
“construction 633 initiation, protein biosynthesis 718 
5"-nucleotidase activity, during growth 6041 effect on RNA biosynthesis, prostate qland 
spore, DNA biosynthesis/RNA hyperplasia 788 ; 
biosynthesis/protein biosynthesis, durina 7alpha,8beta-Dihydroxy-9beta,10beta-epoxy-7,8,9 
germination 5181 ,10-tetrahydrobenzo(a)pyrene, 

Dicyclohexylcarbodiimide, interaction-DNA 6374 
interaction-TMP (3'-O-acetyl) 2419 Dihydroxyacetone, j 
reaction-oligo (T) derivative, effect on dearadation-DNA 5268 | 

phosphodiester bond, NMR 6135 Jalpha,25-Dihydroxyvitamin D3, 

Didymium iridis, hormone-receptor comrlex, effect on chromatin 
nuclear DNA assay, cytophotometry 5242 template activity, chick intestine 7555 
plasmodia, DNA content/nloidy 23064 Diketone, . 

Diepoxybutane, interaction-uracil(4,5-diamino-1,3-dimethyl) 
alkylation-ONA, damage, detection, BSS 

use-correction endonuclease 5915 beta-Diketone, 
Diet, interaction-3-aminoisoxazole, 
see also Nutrition synthesis-pyrimidine (2,2-2isoxzzolc) salt 
adenine/guanine, use-DNA/nucleot ide 6072 
biosynthesis 4753 Dimerization, 
effect on circadian rhythm-DNA biosynthesis, ribosome RNA 28S, role-5*’-terminal, hamster 
mouse thymus 4321 3466 ] 
effect on DNA biosynthesis, rat liver/brain 1, 5-Dimethane sulphonylpentane, 
4318 alkyl derivative, interaction DNA, effect of 
protein deficiency, effect on ribosome secondary structure, steric hindrance 1428 
activity/polyribosome pattern, muscle/liver N,N-)Dimethyl-2-chloroethylamine hydrochloride, 
1220 site-DNA alkylation, calf thymus, 

Diethyl ethoxymethylenemalonate, detection-Raman spectroscopy 4209 

interaction-uracil (6-mercapto-1,3-dimethyl) 3,8-Dimethyl-N-methyl-phenanthrolinium ion, 
6083 4 DNA complex, NMR 5292 

Diethylpyrocarbonate, Dimethyl sulphate, 

effect on antiviral aaent/interferon methylation-Escherichia coli DNA, revair 
induction activity-poly 3738 
1:C/statolon/reovirus 3424 methylation-non-operator DNA, 

use-RNA purification, adenovirus type protection-operon (lac) repressor 1429 
2-infected KB cell 5144 Dimethyl sulphoxide, 

Diethylstilboestrol, cytidine complex, NMR 2856 
binding-DNA, rat liver microsome/mouse foetus dissociation-DNA polymerase alphabets, avian 

cell culture 5876 myeloblastosis virus 22C4 
effect on protein biosynthesis/RNA effect on DNA 
biosynthesis, pituitary gland tumour 3032 binding-7,12-dimethylbenz(3) anthracene, 

Differentiation, mouse epidermis 3641 

Blastocladiella emersonii, role-RNA fractionation-rRNA/RNA(heterogeneous nuclear) 
biosynthesis/protein biosynthesis 1052 1949 

cardiac muscle, poly(ADP-ribose)polymerase induced Leukaemia cell differentiation, 
activity/NAD content 2346 effect on nucleotide pool 1824 

cell, effect on non-histone chromosomal Sstimulation-transcription 3526 
protein 543 Dimethylacetamide, 

Drosophila virilis salivary gland 3139 induced leukaemia differentiation, effect on 
EMPL Gs effect of uridine (5-bromodeoxy) nucleotide pool 1834 


A : 2-(N,N-Dimethylamino)-4-nitrophenyl phosphat 
epidermis, mRNA translation 278 Shosphorylationenuéleoside a yrad Pani 4 


erythroleukaemia, effect of DNA biosynthesis Dimethylbenz(a) anthracene, 
inhibition 914 induction-chromosome aberration/sister 
erythroleukaemia, alpha-globin/beta-qlobin chromatid exchange, rat bone m3rrow 5931 
gene expression 1648 7,12-Dimethylbenz(a) anthracene 
hydromedusa muscle, DNA biosynthesis 1502 binding-DNA, activation, Vivek 2099 
leukaemia cell, dimethyl binding-DNA, effect of dimethyl sulphoxide 
sulphoxide/dimethylacetamide/tetramethylurea mouse epidermis 3641 é 
-induced, effect on nucleotide pool 1834 bindina-DNA/polynucleotide, effect of 
lymphoid cell 3775 microsome 2098 4 - 
muscle, gene activation, role-chromosome complex-guanosine, structure 5018 
nonhistone protein phosohorylation 2761 induced mammary aland tumour, DNA 
ae. vn ey Nie crypt cell, nucleotide biosynthesis, effect of 
josynthesis/protein biosynthesis 2413 i i i i 
Seer Ae Ta ela See ee cece’ Wea rere. 
7,8-Dihydro-7 ,8-dihydroxybenzo(a)pyrene, 
metabolism intermediate, in vitro, 
interaction-DNA 6373 


44 


tumourigenicity, mammary ql=nd, effect of DNA 
biosynthesis 6490 


N-Oimethyibis(2-chloroethyl) amine hydrochloride 
site-DNA alkylation, calf thymus, 
detection-Raman spectroscopy 4209 
9,10-Dimethyl-1,2 dibenzanthracene, 
effect on DNA biosynthesis 2380 
Dimethylformamide, 
electrochemical reduct ion-purine/purine 
nucleoside 4458 
1,2-Dimethylhydrazine, 
induced colon carcinogenesis, nucleus 
nonhistone protein biosynthesis/accumulation 
3865 
Dimethylmercury, 
effect on DNA repair/breakage, Physarum 
polycephalum 447 
Dimethylnitrosamine, 
effect on bacteria 1414 
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CHO cell/Hela cell/L cell, inhibition, 
X-drradiation induction 2678 

circadian rhythm, effect of Ehrlich ascites 


carcinoma/light/diet, mouse thymus 4321 
circadian rhythm, Morris hepatoma 
5123-C/Morris hepatoma 7800, rat 3198 
circadian rhythm, mouse bone marrow 6457 
Clostridium perfringens sporulation 3136 


colicinogenic factor DF13 mutant, 
characterization 3134 

colicinogenic factor E1, Escherichia coli 
364 

colon mucosa, effect of AMP(cyclic) 1531 

complementary-poly (A) containing rRNA, in 
vitro 5361 

control, model-phage T4 gene 32 protein 

control-RNA/amino acid, Lactobacillus 
acidophilus 6492 

control, Stentor macronucteus 372 

convanavalin A activat ion-lymphocyte, 
requirement-spermidine/spermine 923 

dCTP pool, correlation 1475 

Cucumis melo, effect of naphthalene acetic 
acid 4139 

cytomegalovirus/Epstein-Barr 
virus/Herpesvirus saimiri, 
inhibition-phosphonoacetic acid 6491 

cytomegalovirus, inhibit ion-phosphonoacet ic 
acid 1016 

cytoplasmic site, murine sarcoma-leukaemia 
virus infected 316 cell 5386 

defective, ataxia telangiectasia cell 46807 

defective herpes simplex virus type 1/herpes 
Simplex virus type 2, DNA physical 
properties 5380 


Rendroccetup lacteum, regeneration/intact 


2163 


DNA biosynthesis(Contd), 


detection, 33258 Hoechst fluorescence 876 

detection, Hoechst-Giemsa 33258 staining, 
human Lymphocyte chromosome 4759 

detection, use-33258Hoechst binding-DNA 

determination, cytophotometry-chromatin 

discontinuous, Escherichia coli/Bacillus 
subtilis/phage T7-infected cell, replication 
fonk © (5373 

Drosophila pseudoobscura chromosome xX 1504 

during development, Argostemm2 githago embryo 

4762 

during development, Bombyx mori, 
cytophotometry 5356 

during early cleavage, Limnaea/Planorbis 
exustus 72697 

during embryogenesis, inhibition-chloridin 
4821 

during encephalomyelitis, guinea pig 5935 

during germination, Dictyostelium discoideum 
spore 5181 

during germination, Phaseolus vulgaris 

during growth, Mystus vittatus 5895 

during hydroxyurea treatment, Chinese hamster 
cell 6496 

during meiosis, effect of UV-irradiation, 
Saccharomyces cerevisiae 5926 

during oogenesis, Chrysopa perla, 
cytophotometry 5357 

during S phase, mouse embryo 5349 

effect of acidic deoxyribonucleoprotein 

effect of aflatoxin B*1, rat/mouse 5413 

effect of age, Paramecium aurelia 4816 

effect of amber mutation, phage P22 4832 

effect of amino acid + deprivation 2643 

effect of AMP (cyclic)/AMP (dibutyryl 
cyclic)/theophyltline, Leukaemia 3769 

effect Of AMP” (cyclic), rote. 6497. 

effect of antibiotic A23187, lymphocyte 

effect of antibiotic, review 1778 

effect of atrizine, Zea mays 5423 

effect of cadmium, rat liver 6502 

effect of caffeine/cis-platinum (II) 
diaminodichloride binding-DNA, Chinese 
hamster cell 3766 

effect of calcium, T-lymphocyte, rat 2652 

effect of chloramphenicol + gene (recB) 
product, Escherichia coli 5921 

effect of chromatin-nuclear membrane 
interaction 1709 

effect of denervation/regeneration, Ambystoma 
mexicanum Limb 4313 

effect of diet, rat lLiver/brain 

effect of distamycin 
A/bleomycin/daunomycin/rifamycin, review 
6054 

effect of DNA-unwinding protein 

effect of drug, 
role-uridine(5-iodo-2*-deoxy), tumour 3968 

effect of erythropoietin, mouse spleen 3169 

effect of fumaric acid monoethylester, mouse 
Lymphocyte 2694 

effect of gene (dnaA) mutation, phage M13 


5840 
5350 


S744 


5933 


4301 


4318 


2252 


infected Escherichia coli 5905 
effect of gibberellin, Hordeum vulgare 5421 
effect of growth, Euglena gracilis 
chloroplast 5426 
effect of growth hormone, age, rat 3175 


effect of hormone + N-methyl-N-nitrosourea 
2672 

effect of hydroxyurea, G1 phase Chinese 

hamster cells 4290 

effect of hydroxyurea, review 2813 

“tie of hyperthyroidism, human lymphocyte 

effect of immune lymph node 1660 

effect of inhibitors 429 


effect of insulin, chick fibroblast 64674 


|DNA biosynthesis(Contd), 


effect of 
insulin/prolactin/oestradiol/progesterone, 
7,12-dimethylbenz(a)anthracene-induced 
mammary gland tumour 6476 
effect of interferon + Lectin, mouse spleen 
4772 
effect of intra-uterine growth-retardation 
286 
effect of X-irradiation during regeneration, 
rat liver 5414 
effect of UV-irradiation, Escherichia coli 
2676 
effect of UV-irradiation, human W138 cell 
3195 
effect of 
gamma-irradiation/alpha-irradiation, 
Saccharomyces cerevisiae 4798 
effect of irradiation, Micrococcus 
radiodurans 4286 
effect of leukosis, cattle 5435 
effect of Lymphocyte activation factor + 
phytohaemagglutinin/concanavalin A, 
thymocyte 5438 
effect of manganese ion, mutagen 
effect of methionine 6646 
effect of N-methyl-N-nitrosourethane, S 
phase, Amoeba proteus 3761 
effect of mitomycin C, Ehrlich ascites 
tumour/Yoshida tumour 1572 
effect of mitomycin C, spermatocyte 
effect of myocardial infarction 6506 
effect of nalidixic acid, review 6048 
effect of ouabain treatment, human Lymphocyte 
4827 
effect of phosphonacetic acid, Epstein-Barr 
virus 4280 
effect of picryl chloride, in vitro 3778 
effect of pokeweed mitogen, human Leukocyte 
5942 
effect of poly A.U 1476 
effect of prolactin, corpus luteum 4271 
effect of prostaglandin E1/prostaglandin 
E2/prostaglandin F2 2549 
effect of prostaglandin E2, rat thymus 
effect of purine (6-methyl)/actinomycin 
D/temperature, Lilium Longiflorum 5422 
effect of resistomycin 259 
effect of sarcolysine/asalin, rat sarcoma 
6507 
effect of serum/pH/zinc ion/9,10 dimethyl-1,2 
dibenzanthracene/insulin, chick embryo cell 
380 
effect of testosterone 
(7beta,17alpha-dimethyl), rat mammary 
carcinoma 4783 
effect of testosterone, rat seminal vesicle 
6475 
effect of tryptophan photoproduct 5394 
effect of ultrasound, Hela cell 4320 4823 
effect of uracil (S5-diazo), Salmonella 
typhimurium 4795 
effect of urethan, rat bone marrow/lLymphoid 
tissue 2677 
effect of uridine (5-bromo-2'-deoxy) during S 
phase, cell cycle 5634 
effect of vinblastine, Yoshida ascites tumour 
cell 5420 
effect of water inhibition, Pisum arvense 
5128 
effect of zinc ion 4311 
effect on 7,12-dimethylbenz(a) anthracene 
tumourigenicity, mammary gland 6490 
Ehrlich ascites carcinoma, effect of uracil 
(5-fluoro) /uracil 
(N1=(2*-tetrahydrofuryl)-S5-fluoro) 2384 
Ehrlich ascites carcinoma, 
inhibition-adenosine 5629 
Ehrlich ascites carcinoma, nucleolus 892 


1573 


4392 


3170 


DONA biosynthesis(Contd), 


Eimeria tenella/Hepatozoon domeraquei, life 
cycle 937.0 
electron microscopy, relationship-nuclear 
membrane, Drosophila melanogaster salivary 
gland 4250 
endogenous, effect of exogenous DNA, rat bone 
Marrow 6499 
enhancement-poly (A), DNA-membrane fraction, 
Pneumococcus 5052 
epidermis, during palmoplantar pustulosis 
5940 
epidermis, 
inhibition-cycloheximide/pactamycin/tenuazon 
ic acid 420 
epidermis, stimulation-acetic 
acid/phorbol-12,13-ditetradecanzate 3765 
Epstein-Barr virus, effect of Raji cell 
superinfection 5382 
Epstein-Barr virus, 
inhibition-phosphonoacetic acid 
erythroblast, anaemia, duck 2147 
Escherichia coli composite plasmid, control 
1483 
Escherichia coli, cyanide/carbon monoxide 
inhibition 1565 
Escherichia coli, direction induced-prophage 
Lambda derepression 6464 
Escherichia coli, during cell division cycle 
3696 
Escherichia coli, effect of 
9-hydroxyellipticine 3570 
Escherichia coli energy-uncoupled mutant 
3135 
Escherichia coli, inhibition-oxolinic acid 
2675 
Escherichia coli K12 mutant, effect of gene 
(LexA)/gene (recF) 1496 
Escherichia coli mutant, conjugation, 
minicell 1489 
Escherichia coli, relationship-TTP pool 
Escherichia coli, role-membrane protein G 
875 
Escherichia coli, toluene-treated, effect of 
bleomycin 2186 
eukaryote, review 
fibroma virus 2662 
fragment integration, Tetrahymena pyriformis 
6455 
Friend Leukaemia virus, integration/host 
restriction 5384 
gastric mucosa/duodenal mucosa, effect of 
cholecystokinin/prostaglandin &2 3171 
gastric mucosa, effect of carbenoxolone 4548 
gastrointestinal tract/liver/pancreas, effect 
of chrysotile 3041 
gene control, Schizosaccharomyces pombe 
Geodia cydonium, effect of aaqregation 
Gossypium barbadense germination 2150 
haematopoiesis spleen cell, effect of 
Rauscher Leukaemia virus 4778 
Haplopappus gracilis, effect of 
fusicoccin/gibberellic acid 3736 
HeLa cell, effect of Amaryllidaceae alkaloid 
3204 
HeLa cell, effect of liver extract 241 
HeLa cell, inhtbition-DNase, vaccinia virus 
3728 
HeLa cell, inhibition-lead chloride 
HeLa cell, 
X-jrradiation-induct ion-deficiency, 
age-dependence 391 
HeLa cell, mechanism-X-irradiation inhibition 
4804 
HeLa cell/Novikoff hepatoma cell, 
inhibition-endometrium-extract 392 
HeLa cell, role-RNA template 4756 
HeLa cell, thymine nucleotide pool, 
compartmentalization 1525 


3166 
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3335 


5894 
1989 


3202 
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DRA biosynthesis(Contd), 

Helf4anthus annuus during 
transition-flowering, effect of gibberellic 
acid 2665 

hepatocyte, effect of cycloheximide 3199 

herpes simplex virus infected Cv-1 cell, 
effect of UV-irradiation 5379 

herpes simplex virus, infection, BHK cell 

416 

herpes simplex virus infection-BSC-1 cell 
nucleus 1557 

herpes simplex virus temperatue-sensitive 
mutant 3164 

herpes simplex virus, tilorone hydrochloride 
inhibition 2184 

herpes simplex virus/vaccinia 
virus/adenovirus, effect of phosphonoacetic 
acid/antiserum 906 

herpes suis virus-infected spinal ganglia 

3721 

heterogeneous, analysis, prophage Mu 
induction-Escherichie coli 5899 

Hordeum vulgare, germination 410 

host, inhibition-herpes simplex virus type 2 
temperatute-sensitive mutant 2658 

human bone marrow cell, effect of starvation 

5416 

human chromosome, fibroblast/amniotic fluid, 
visualization, Giemsa staining 1384 

human, fibroblast, effect of age 398 

human lymphocyte, effect of 
5-Sdiphenylhydantoin 452 

human Lymphocyte, intermediates 1527 

human platelet, Micrococcus infection 366 

human platelet mitochondria 2145 

human skin, effect of acetone/kerosene 2197 

hydromedusa muscle, differentiation 1502 

hydroxyurea inhibition, yeast meiosis 3183 

Ilyanassa obsoleta, embryo 130C 

immunofluorescence determination, uridine 
(bromodeoxy) antibody 1478 

immunosuppressed lymphocyte, effect of 
Cevamisole 2191 

in vitro, dependence-phage phix174 
replicative form DNA, infected Escherichia 
coli 4769 

in vitro, effect of nitrosoguanidine, 
inhibition-DNA polymerase 4788 

in vitro, Escherichia coli 
temperature-sensitive mutant 3695 

in vitro, isolation-DNA containing component, 
Escherichia coli 4744 

incorporation-cytidine (deoxy)/thymidine, 
effect of hydroxyurea/uridine 
(S-fluorodeoxy), thymus 4824 

incorporation-thymidine + uridine 
(jododeoxy), mouse 2642 

induced, effect of 

colchicine/vinblastine/podophyllotoxin, rat 


lymphocyte 4825 
induction, benzolalpha)pyrene transformed 313 
cell 6495 


induction-brain hormone, Nereis 4780 

induction, chick embryo erythrocyte, fusion, 
HeLa cell 393 

induction-depolarization, neuron 3708 

induction-fibroblast growth factor 4272 

induction-UV-irradiation, myocardium, effect 
of age 4303 

induction-gamma-irradiation, Pisum sativum 
meristem, during germination 6509 

oe ee cuecmce ence aay lymphocyte, kinetics 
4315 

induction, rat parenchyma cell, effect of 
pregnancy 4785 

induction-thyroxine, rat cerebellum, effect 
of dibutyryLlAMP(cyclic) 4784 

inhibition-adenine arabinoside/hypoxanthine 
arabinoside, effect of coformycin, herpes 
simplex virus 5022 


DNA biosynthesis(Contd), 


jnhibition-angelicin photosensitization 3758 


inhibition, assay, rat jejunum 6498 : 
inhibition-bacteriocin, Clostridium septicum 
4263 

inhibit ion-benomyl/methyl thiophanate, 

Rhizoctonia solani 4818 

inhibition-cannabinoid 2696 

inhibition-chloroauine, retina 

jnhibition-cigarette smoke 929 

inhibition-Clostridium perfringens 

N*5bacteriocin 2697 

inhibition-CTP (arabinoside), Hela cell 5914 

inhibit ion-desferrioxamine, human lymphocyte 

6504 

inhibition-2,4-diamino-5-p-chlorophenyl-é-eth | 

ylopyrimidine, rat placenta/embryo 5470 

inhibition-1,3-diaminopropane, rat liver, 

during regeneration 5433 

inhibition, effect on erythroleukaemia 
7 
| 


6501 


differentiation 914 
inhibition-halothane 6493 
inhibition-histone, L cell 6494 
inhibition-inosine dialdehyde, tumour cell 
61191 
inhibition-mitomycin, effect on mitogenic 
factor biosynthesis, phytohaemagglutinin 
treated lymphocyte 6484 
inhibition-purine nucleoside dialdehyde 
derivative 3945 
inhibition-pyrimethamine, human fibroblast 
4299 
inhibition, relationship-protein X induction, 
Escherichia coli 3133 
inhibition-Sindbis virus infected cell 
inhibition-sodium cyanate, rat Morris 
hepatoma 4310 
inhibition-tubercidin, Ehrlich ascites 
cell/chick embryo fibroblast 4489 
inhibition-uridine, L cell 4819 
Inhibition-very low density Lipoprotein, rat 
hepatocyte 5429 
inhibitor, chalone-Llike, isolation-bovine 
mammary gland 5434 
initiation, Ascidia malaca egq 2140 
initiation, effect of growth hormone, human 
altal ce Uw west re 
initiation, mammalian cell, role-RNA 2651 
initiation, phage fd 2158 4 
initiation, Rous sarcoma virus reverse 
transcriptase 3733 
initiation site, RNA template, Rous sarcoma 
virus 5908 
irradiated Escherichia coli, effect of uracil 
(5-bromo) 5608 
irradiated rat, effect of DNA treatment 5939 
Neate Home effect on replicon initiation 
8 
UV-irradiation-induction, xeroderma 
pigmentosum, restoration, phage T4 
endonuclease V/Sendai virus 901 
isolation-protein complex, phage phix174 
5902 
kidney, effect of cis-Dichlorodiammine 
platinum (II) 4295 
kidney, effect of renotropin 2182 
kinetics, cell proliferation 1509 1510 
L cell, effect of cycloheximide 1570 
L aed effect of cycloheximide/puromycin 
8 
L cell, effect of peptichemio 2695 
L cell, effect of spleen cells 388 
Lectin-stimulated, lymphocyte, 
Peete TiOPree te Rase lees turbinata extract 
lens epithelium, cell culture 294 395 
lens epithelium, relationship-insulin 


"SSR eukc aEcee growth factor receptor 
8 


4776 
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WA biosynthesis(Contd), 
leukaemia cell, effect of cryopreservation 
1346 
leukocyte, effect of 
auxin/cytokinin/gibberellin 
liver acinus 4257 
liver cell, effect of toluene treatment 
tiver, cytidine (5-aza) stimulation 2679 
liver, effect of galactosaemia 922 
liver, effect of nutrition 3142 
liver, effect of regeneration/age 893 
liver/kidney, stimulation, 
cold-acclimatization 451 
liver/kidney, stimulation, 
relationship-thymidine kinase/TMP kinase 
activity 4294 
Liver/Morris hepatoma, membrane-denuded 
nucleus 891 
liver nucleus, effect of 
polyamine/methylalyoxal bis(guanylhydrazrone) 
911 
Liver, radiosensitivity, effect of age 383 
Lymph node tumour, stimulation/suppression 
3772 
Lymphocyte, arsenic inhibition 924 
Lymphocyte, ATP inhibition 1762 
Lymphocyte, circadian rhythm 403 
lymphocyte, effect of Helix pomatia 
heemagglutinin 4314 
Lymphocyte, effect of 
methylcholanthrene-induced carcinogenesis 
3760 
lymphocyte, effect of schizophrenia 4258 
Lymphocyte, effect of stimulation 5436 
Lymphocyte, induction-~immunoglobulin antibody 
3241 
T-lymphocyte, 
induct ion-phytoheemagglutinin/concanavalin 
A/pokeweed mitogen 3830 
T-lymphocyte, inhibition-Lymphocyte 
inhibiting factor 4781 
lymphoid cell, regulation, GDP/GMP 
(cyclic) /AMP (cyclic) 401 
lymphoid organ, high-altitude acclimatization 
389 
macrophage/multinuclear foreign body giant 
cell 2654 
mammalian epidermis cell 6461 
mammary tumour, kinetics, use-autoradiography 
4813 
mechanism, Escherichia coli 
temperature-sensitive mutant 
melanoma 168, effect of 
1-(2-chlor ocethyl)-3-(trans-4-methylcyclohexy 
L)-1-nitrosourea 444 
methylation, spleen, effect of immunization 
21464 
Micrococcus rediodurans-gamma-irradisation 
2129 
Risgurnus fossilis embryo 1306 
aitochondria, embryo, effect of 
/ehloramphenicol 441 
aitochondrial, effect of 
uridine(S-fluorodeoxy)/methotrexate, mouse L 
cell 46291 


2026 
6503 


4248 


mitochondrial fraction, rat liver 6459 

mitochondrial, stimulation-human 
cytomegalovirus infection 5907 

model, chromatin subunit 1480 

Moloney murine Leukaemia virus 1562 


mossic mice, testosterone induction 1564 
wouse hybrid, effect of gamma-irradiation 
314 
mouse leukaemia, effect of 
b-nitrobenzofurazan/4-nitrobenzofuroxan 
2693 
mouse spleen, circadian rhythm, effect of 
Ehrlich ascites carcinoma/time-Limited 
feeding/altered light-dark cycle 4828 


eeuse spleen, detection-autoradiography 4754 


BNA biosynthesis (Contd), 


mouse thymocyte, effect of serum 4751 

murine mammary tumour virus, kinetics, 
characterization-infection 5389 

murine sarcoma virus transformed BALB/C-3T3 
cell 4267 

muscle growth, effect of insulin 2664 

mycoplasmavirus MVL51, inhibition-rifampin 


5399 
myeloma 3770 3771 
neonatal pancreas, effect of trypsin 
inhibitor 2039 
neonate lung, effect of oxygen toxicity 3777 
neoplasm, effect of zinc, rat/mouse 2199 


neuroblastoma cell, 
inhibition-serum/isoleucine deprivation 
3776 
neuroblastoma, effect of serum/amino acids 
1519 
NIL 8 cell, effect of 
449 
normal/gamma-irradiation HeLa cell, 
caffeine 3193 
normal/transformed cell, circadian rhythm 
895 
nuclear, effect of 
N-acetoxy-2-acetylaminof luorene/N-methyl-N-n 
itro-N-nitrosoguanidine, rat liver 3750 
nuclear, initiation, 
inhibition-X-irradiation, mechanism, 
eukaryote 5928 
nuclear, mechanism, Gossypium barbadense 
radicle during germination 6463 
nuclear, root meristem, Citrus lLimon/Citrus 
reticulata/Citrus sinensis Poncirus 
trifolfata hybrid 3144 
nucleus, in vitro, analysis 367 
occurrence, Chilo iridescent virus 
vertebrate cell Line 5388 
oocyte, unscheduled 3706 
origin, direction, phage f1 5370 
ovary/uterus, effect of X-irradiation 3752 
Paracentrotus lividus embryo, enzyme activity 
1505 
parotid gland, 
induct fon-dichloroisoproterenol, effect on 
AMP (cyclic) 1577 
parvovirus H-1, mechanism 2165 
pattern during Turner's syndrome, chromosome 
(iso) X 5897 
pattern, polytene chromosome, Anopheles 
atroparvus/Anopheles Labranchiae hybrid 
5355 
pattern, polytene chromosome, Drosophila 
5359 
permeabilized L cells 2142 
Petunia hybrida zygote 1535 
phage f1, role-gene(V) protein 2157 
phage Lambda mutant defective, capsid 
precursor 2155 
phage Lambda, role-RNA (oop) 5748 
phage M13, role-DNA polymerase I 3147 
phage P2/satellite phage P4, effect of 
Escherichia coli mutant 420 
phage phi29-infected Bacillus subtilis, 
isolat{fon-DNA protein complex 6465 
phage phix174-infected Escherichia coli 
temperature-sensitive mutant 3717 
phage phix174, mechanism 1538 1539 
phage phix174, origin-replication-deficient 
host 4770 
phage phix174, requirement-Escherichia coli 
protein factor Y 1540 
phage phix174, requirement-protein P1 bAN 
903 
phage phix174, role-gene (A) 3718 
phage 14, cytosine-containing, effect on 
protein biosynthesis 2162 
phage 14, function-gene (46)/gene (47) 


isoleucine deprivation 


effect of 


infected 


5454 


67 


DNA biosynthesis(Contd), 


68 


phage 14, 
relationship-initiat ion-deoxyribonucleotide 
biosynthesis 3148 
phage 14, rolling circle mechanism 
phage T4D aene (59) mutant 1543 
phage 177, in vitro 1545 1546 
phage 17, single-stranded fragment, 
1544 
o-phenanthroline 
3200 
phytohaemagglutinin/concanavalin A-induced, 
stimulation-monocyte/macrophage 3243 
Pisum sativum, effect of light 408 
Pisum sativum germination 2151 
Pisum sativum nucleus/chloroplast, 
red light 3710 
plant, effect of aibberellin 2669 
Plasmodium cynomolgi infection Anopheles 
balabacensis 378 
plastic embedded tissue, DNA polymerase 
polyoma virus-infected L cell 
temperature-sensitive mutant 7162 
polyoma virus infection 2166 2167 
precursor, effect of phytohaemagqlutinin, 
Lymphocyte 6485 
preanancy-dependent mammary gland tumour, 


1542 


origin 


inhibition, mammalian cell 


effect of 


580 


effect of progesterone 64/77 
pronucleus, activation-Pleurodeles waltii egq 
3700 
prophage infected Actinomyces lividans, 
effect of temperature 5366 
prostate gland, effect of 
testosterone/insulin/prolactin 2181 
Proteus mirabilis composite plasmid, origin 


1482 

provirus, mechanism, hypothesis 

f factor, soeciticity, 
coli, 4771 

rabbit blastocyst, effect of intrauterine 
device 4822 - 

rabbit pox virus infection, L cell, effect of 
isoleucine deprivation 907 

rat brain 6460 

rat brain, effect of hydrocortisone 

rat embryo fibroblast nucleus, 
infected-herpes simplex virus type 1 
4790 

rat liver, durina regeneration 

rat mitochondria, effect of 
thyroidectomy/triiodothyronine treatment 
5909 

rat, spleen/thymus/bone marrow, 
gamma-irradiation 5431 

rate, Chironomus thummi x 
hybrid 4747 

rate determination, use-thymidine (methyl), 
Chlamydomonas reinhardtii 5353 

rate, Drosophila melanogaster cell culture 
6456 

rate, human fibroblast 6462 

reactivation, temperature-sensitive Chinese 
hamster cell x erythrocyte nucleus, 
heterokaryon 4253 

relationship-callus development, Pinus 
banksiana 5193 \ 

relationship-chloroplast replication, Spinacia 
leaf 5364 

relationship-~chromosome protein biosynthesis 
4272 

relationship-DNA polymerase 7.18 activity, 
rat liver 3924 

relationship-heterochromatin structure, 
cymbidium 4763 

relationship-UV-irradiation resistance, 
Escherichia coli 5924 

relationship-~NAD/NADP content, 373 cell 6458 

relationship-radiosensitization, Escherichia 
coli K12 3180 


5374 
infected Escherichia 


426 
4789 


5943 


effect of 


Chironomus piger 


DNA biosynthesis(Contd), 


formation, 
5358 


relationship-synaptonemal complex 
Drosophila melanogaster oocyte 
repair, Escherichia coli, 
gammairradiation-induced sinole-strand break 
1491 
replicative form, 
mutant, phage $13 
replicative form, 
5369 
replicative form, phage phix174 infection 
6469 
requirement, cytotoxicity-hydroxyurea 
restriction-carcinogen-induced error 3754 
reverse transcripotase, poly(d&A) seauenc 2122 
Rhithropanopeus harrisii larva development 
1506 
RNA dependent, initiation site , 
lLocation/structure, Rous sarcoma virus 
RNase sensitive, human semen/spermatozo3 
Seo: 
role-cell cycte control, review 6057 
role-DNA methylation, phage phix174 6468 
role-DNA polymerase II, mechanism 4246 
role-fscherichia coli gene dnaZz orotein 
role-aene (dna€), phage M13 infected 
Escherichia coli 5906 
role-UV-irradiation induced DNA 
recombination, phage lambda 5948 
role-membrane protein D, Escherichia coli 
4249 
role-recombination, 
Escherichia coli, 
59090 
Rous-associated virus 2-infected chick 
embryo, integration 3722 
Rous sarcoma virus reverse transcriptase 
1560 
Rous sarcoma virus reverse transcriptese, 
initiation, tRNA Trp priming 3168 
S phase pattern, fluorecence-humsn amniotic 
cells 3143 
S phase spleen cell, effect of bovine 
oarvovirus replication 6473 
Saccharomyces cerevisiae, autoradiography 


effect of oene B protein, 


4833 


phage phix174 capsid mutant 


428 


5387 


27-14 


phage Lamtda infected 
effect of UV-irradiation 


1500 
Saccharomyces cerevisise, effect of exoaenous 
S'=dTMP 1986 


Saccharomyces cerevisiae mitochondria, effect 
of ethidium bromide/berenil 1575 

Saccharomyces cerevisiae, review 1543 

Saccharomyces cerevisiae sporulation, effect 
of caffeine 3184 

Saccharomyces cerevisiae 
temperature-sensitive mutant, 
characterization 5089 

Saccharomyces sp., cytophotometry/impulse 
cytophotometry 2132 2133 

Salmonella typhimurium phage P22 Lysogeny 
mutant 422 

Sarcophaga bullats, develooment 2649 

Scendesmus acutus, relationship-productivity 
371 

sea urchin eqg, effect of procaine 
hydrochloride 2698 

sebaceous aland, effect of hydrocortisone 
Daal cts| 

semi-conservative, Yoshida ascites Ceths,. 
effect of 


cyclophosphamide/vincristine/vinblastine/pro 
Carbacine 916 

sequence, Drosophila pseudoobscura salivary 
gland chromosome 4251 

seacuence-qgene product function, Saccharomyces 
cerevisiae cell cycle 5934 

Serratia marcescens prodiqiosin biosynthesis 
2130 

serum-deprived fibroblast, effect of AMP 
(cyclic) phosphodiesterase 1578 
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A biosynthesis(Contd), 

single-stranded, defective, phage phix174 
infected cell 5904 

single-stranded, role-gene (A) product, phage 
phix174 5903 

small intestine, effect of uracil 
(5-fluoro)/ftorafur 2190 

smooth membrane, fluorescence 

Spinacea oleracea chloroplast 
localization 3145 


1530 
replication, 


spleen, effect of gene Fv-2 387 

spleen infection, Plasmodium berahei 879 

spontaneous/stimulated/induced, 
relationship-cancer growth/treatment 2193 


stimulation-chrysolite asbestos, monkey 4319 

Stimulation-concanavalin A, effect of 
methyl-alpha-mannoside, human Lymphocyte 
5437 

stimulation-Eimeria tenella infected kidney 
4817 

stimulation-frog cell extract 5427 

stimulation-histone, during rat liver 
regeneration 5432 

stimulation-lectin, neural retina cell 5439 

stimulation-ouabain/concanavalin A, neural 
retina cell 6590 

stimulation-phorbol ester, mouse epidermis 
cell culture 5941 

stimulation-silicic acid, toluene-treated 
Cylindrotheca fusiformis 4815 

stimulation-Syrian hamster, human 
cytomegalovirus abortive infection 2659 

stomach adenocarcinoma, effect of cytostatics 

918 
Streptococcus mutans 2518 
Sv40-infected CV1 cell, kinetics, 


relationship-~histone mRNA biosynthesis 6308 


sv40, replicative intermediate structure 
1547 
SV40, termination 2168 


$V40 transformed/normal Chinese hamster cell, 
comparison 4266 
Synechococcus cedrorum, 
37.43 
Sto celts 
SPO MCell lis 
rs cet ty 
2169 
tadpole, during metamorphosis 5360 
temperature-sensitive adenovirus type 2 
mutant 5378 
testis, effect of vitamin A deficiency 2195 
Tetrahymena pyriformis, effect of heat shock 
374 
thymocyte, effect of 
theophylline/noradrenaline/AMP (dibutyryl 
cyclic)/cortisol/cycloheximide 800 
thymus gland, Notophthalmus viridescens 
thymus gland/spleen, radiation sickness 
Tradescantia, pollen nucleus, 
association-act inomycin-sensitive 
endonuclease 1733 
Triticum aestivum embryo, cold treated, 
effect of guanine(8-aza) 1317 
tumour, human, effect of cyclophosphamide 
798 
unscheduled, N-2-fluorenylacetamide-induced 
liver carcinogenesis 2691 
unscheduled, Hordeum vulgare, 
gamma-irradiat ion/4-nitroquinol ine-1-oxide 
induction 1571 
unscheduled, human fibroblast, measurement 
4296 
use-CMP/UMP/TMP 5040 
uterus, effect of pregnancy 3705 
uterus, epithelium/stroma, pregnancy 
uterus, oestrogen, stimulation 425 
uterus, uterotrophic placental protein 
stimulation 2668 
Vibrio cholerae, d-camphor inhibition 


infection-phage AS-1M 


effect of cell density 5362 
effect of cytochalasin B 453 
SV40/serum-induced, regulation 
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1567 


OWA biosynthesis{Contd), 
virus/host, discrimination, review 14 
WI-38 cell, effect of quiescence 544C 
ect laevis larva mesonephros, development 
9 
Zea mays, effect of gibberellic acid, during 
fertilization 4274 
DNA kinase, 


purification/properties, rat liver 3326 
DONA Ligase, 

activity, during liver regeneration 3943 

activity, role-gene (rII), phage T4 5576 

assay 5571 


deficiency, Escherichia coli, effect on 
error-prone repair 877 


effect on DNA polymerase I-dependent repair, 


toluene-treated Escherichia coli 604 
effect on Escherichia coli DNA repair 1493 
Escherichia coli, cleavege-trypsin 4447 
Escherichia coli K12, defective, amber 

mutation, determination 1614 
eukaryote, review 5585 
gene, isolation 1622 
inhibition-dATP, chick embryo 6681 
lLocalization/properties, rat liver 3942 
mammalian, properties 1774 
properties, HeLa cell, effect of vaccinia 

virus/herpesvirus infection 6044 


role-X-irradiation induced DNA repeir, 
Escherichia coli 5401 

role-membrane fraction, Streptococcus 
pneumoniae 5572 

temperature-sensitive mutant, 
coli, production-DNA strand bresekaae 

DNA methylase, 

Escherichia coli CK, 
Krebs II ascites cell, 


Escherichia 
4974 


properties 603 
purification/effect of 


DNA 2892 
methylation-DNA, in vitro, tissue 
specificity/effect of age 5577 


modification, interaction-octanucleotide/DNA 
Aiteene 
specificity-cytosine, Escherichia 
DNA nicking-closing enzyme, 
effect on supercoiled/closed circular DNA 
Ba9 
L cell, purification/characterization 
DNA photolyase, 
yeast, physical properties 
DNA polymerase, 
activation-testosterone/HCG, 
hypophysectomy 4951 
activity/cheracterization, LBN/b 
cell-leukaemia 5545 


Coll sone 
2357 
SEA TA) 


effect of 


activity, cytomegalovirus, 
inhibition-phosphonoacetic acid 1016 
activity-Dane particle/core 2785 
activity durina embryooenesis, 
Strongylocentrotus franciscanus 5534 


activity, effect of 
1,3-bis2-chloroethyl-1-nit rosourea/1,2-chlor 
oethyl-Z2-cyclohexyl-1-nitrosourea/1,2-chloro 
ethyl-3-trans-4-methyl-cyclohexyl-1-nitrosou 
rea, granulocyte leukaemia 3314 

activity, effect of DNA unwinding protein, 
calf thymus 3254 

activity, effect of eauine herpesvirus type 1 


2013 
activity, effect of erythropoietin, mouse 
spleen 2169 


activity, effect of hypoxia, rat 
spleen/thymus 3314 
activity, effect of 
marrow 3191 
activity, effect of uridine (iododeoxy) + 


dexamethasome, A-type virus/C-type virus 


irradiation, rat hone 


infected neuroblastoma 5625 
activity, Hela cell 587 
activity, human embryo 2322 
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OWA polymerase(Centd), 
activity, human fibroblast, effect of age 
6030 
activity, human Leukocyte/Lymphoblastotd 
cell, leukaemia 3317 
activity, phosphonoacetic acid resistant 
herpes simplex virus mutant 3915 
activity, Pisum sativum germination 2152 
activity, polyoma virus-infected 373 cell 
3304 
activity, Pseudorabies virus-infected BHK 
21/C13 cells 2334 
activity, relationship-cell cycle, mouse 


leukaemia 6665 

acute Lymphoblastic leukaemia, modification 
1759 

assay 581 


association-membrane, Escherichia coli, 
effect of mutation 6029 


association-nuclear membrane, human lymphoid 


cell, properties 2339 
avian myeloblestosis virus, kinetics 1751 
avian sercoma virus, role-transformed duck 
cell DNA biosynthesis 3731 
Bacillus subtilis spore, properties 1755 
catalysis-DNA biosynthesis, 
stimulation-spermine/spermidine 5544 


4428 
6664 


guinea pig Leukaemia 

mouse sperm nucleus 

characterization, Xenopus laevis 6662 
control-mutation, phage T4 6651 6652 

Cuturnix coturnix japonica, oviduct, 
of oestrogen 583 

cytomegalovirus/Epstein-Barr 
virus/Herpesvirus saimiri induced, 
inhibitfon-phosphonoacetic acid 6491 
cytoplasmic, effect of 
dimethylnitrosamine/methyl 
methanesulphonate, during liver regeneration 

4293 

Dane particle core, immunoprecipitation 584 

detectfon-human leukaemia myeloblast 6666 

detectton-mouse spermatozoa 2792 

detection-polyacrylamide gel 4934 

DNA biosynthesis, plastic embedded tissue 

580 

Drosophila melanogaster embryo, 
purification/properties 1757 

effect of rifamycin SV 564 

effect on DWA repair 1726 

effect on Escherichia col? DNA repair 1493 

endogenous, detection-human prostate gland, 
relationship-C-type virus, virus-like 


characterization, 
characterization, 


effect 


particle 6654 
Escherichia coli, isolation 3310 
eukaryote, nomenclature 1756 


eukaryote, review 607 1047 
Friend leukaemia virus, 


inhibitfon-polynucleotide(S-mercapto) 2903 
HeLa cell mitochondria, 
purification/characterization 4952 
hepatitis 8 virus-infected human, 
inhibition-antibody 2248 
herpes simplex virus, phosphonoacetate 
inhibition 1748 
herpesvirus induced, 
mechanism-phosphonoacetate inhibition 2784 


high molecular weight, 
hepatoma nuclei 588 
induction-activity, temperature-sensitive 
herpes simplex virus type 2 mutant infected 
BHK 21/C13 cell 3916 
induction-herpes simplex virus type 2 
ae eeseaupene temperature-sensitive mutant 
induction-human cytomegalovirus, infected 
WI-38 cell/guinea pig cell 3729 
induction, polyoma virus-infected mouse cell, 
dependence-transcription/translation 6027 


isolation, rat ascites 
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PNA polymerase(Contd), 


inhibitfon-bleomycin, effect of steffimycin 


B/33258Hoechst 4308 " 
inhibition-coralyne acetosulphate/fagaronine 
chloride/nitidine chloride 6659 
inhibit fion-glycosaminoglycan 4404 
inhibitton-nitrosoguanidine, effect on DNA 
biosynthesis, in vitro 4788 
inhibition-polynucleotide analogues 1153 
inhibition-pyridoxal 5'-phosphate, mechanism 
6026 
inhibition-pyridoxal 5*-phosphate, 
oncornavirus 5541 
isolation/characterization, 
lividus eqg 3313 
isolation, chromatography (affinity), 
Escherichia col4 4427 
isolation/properties, Zajdela hepatoma 
liver nucleus, properties 586 
mammalian, template specific inhibition, poly 
A (9-vinyl? 2791 


Paracentrotus 


6669 


mouse Liver mitochondria, properties 585 

murine mammary tumour virus, 
purification/properties 3919 

murine sarcoma-Leukaemia virus, 
inhibition-amikhellin 6657 

nuclear, distribution-activity 4947 

Paracentrotus lividus embryo, activity 1505 

phage T4 antimutator, properties 3913 3914 


phage T4 gene (43) mutant-induced, 
energy-dependent activation 2332 

phage T5 tnduced activity, role-phage PM2 DNA 
template 3302 

phage T7 structure, relationship-Escherichia 
coli thioredoxin 3303 

polyoma virus infected mouse kidney cell, 
properties 578 


properties/activity, Dictyostelium discoideum 


3312 
properties, Saccharomyces cerevisiae 
mitochondria 6661 


purification, molecular weight determination, 
Rauscher Leukaemia virus 5542 

purification, simian sarcoma virus + human 
lymphoblast, model system 4948 

rat hepatoma, properties 3923 

rat Liver, characteritzation/effect of 
inhibitor 2338 

Rhizobium melf{loti/Medicago sativa bacteroid, 
comparison 2341 

role-DNA repair, gamma-irradiation-induced 
cancd ela veerae breakage, Escherichia col# 
Rous sarcoma virus/chick embryo mitochondria, 
characterization 4949 

Simian sarcoma virus/gibbon ape lymphoma 
virus/Mason Pfizer monkey virus/Rauscher 
murine leukeemia virus, transcription, RNA 
70s 780 

subunit release, effect of glycerol, avian 
myeloblestosis virus 5543 
temperature-sensitive, phage 15 mutant 
induced, exonuclease activity 6653 

Thermus aquaticus, characterization 6660 

Triticum, purification/characterization 590 

use-growth assay, ascites murine tumour 6668 

Ustilago maydis, DNase activity, properties 


2337 
Ustilago maydis, purification/properties 
2336 
Ustilago maydis, stimulation-DNA binding 
protein 4950 
Vinca rosea crown gall tumour, properties 
2794 
Kepgeus laevis, oocyte/egg, characterization 


OWA polymerase 7.1S, 
activity, relationship-DNA biosynthesis, rat 
liver 3924 


DNA polymerase alpha, 
activity, effect of phytohaemagglutinin, 
human lymphocyte 3321 
activity, phytohaemaaglutinin st imulated 
human lymphocyte 2320 


calf thymus, effect on DNA biosynthesis 1520 
calf thymus, poly (dA-dT) biosynthesis 665 
calf thymus, subunit molecular weight 2793 


co-fractionation, DNase, regenerating liver 
558 


HeLa cell, binding-blue dextran 1763 
induction-liver regeneration 3925 
inhibition-bleomycin 4953 

mouse, localization 3926 


nuclear/cytoplasmic, during regeneration, rat 
liver 6031 
nuclear, HeLa cell S phase, role-DNA 
replication 4954 
purification/characterization, chick 
fibroblast 6670 
DNA polymerase alphabeta, 
avian myeloblastosis virus, 
dissociation-dimethyl sulphoxide 
DNA polymerase beta, 
activity, effect of phytohaemaagglutinin, 
human Lymphocyte 3321 
activity, phytohaemaaglutinin stimulated 
human Lymphocyte 3320 
effect of 
N-ethylmaleimide/p-hydroxymercuribenzoate, 
Novikoff ascites hepatoma 6671 
inhibition-bleomycin 4953 
nuclear/cytoplasmic, during regeneration rat 
liver 6031 
phylogeny 3927 
purification/properties, Novikoff ascites 
hepatoma 5550 
DNA polymerase delta, 
exonuclease (3'-5") activity, 
isolation/purification, bone marrow 
DONA polymerase gamma, 
activity, effect of phytohaemagglutinin, 


3306 


4955 


human Lymphocyte 3321 
HeLa cell, purification/properties 6667 
inhibition-bleomycin 4953 
wheat germ, characterization 589 
DNA polymerase I, 
active centre, affinity labelling 2788 


dependent-repair, Escherichia coli, 
toluene-treated, effect of DNA ligase 
Escherichia coli, activity, effect of 
phospholipid 4426 

Escherichia coli, biosynthesis-complementary 
DNA, milk protein mRNA 2645 

Escherichia coli frame-shift mutation, 
spontaneous reversion 1617 

Escherichta coli, kinetics 1754 

Escherichia coli, mechanism 1753 
Escherichia coli membrane, phage T4-infected, 
properties 5549 

Escherichia coli, template activity 4425 
inhibition-rinamycin/derinamycin, Escherichia 
coli 5911 

initiation-polymerization, Escherichia coli 

5548 
purification/characterization, Escherichia 
coli, temperature-sensitive mutant 5546 
5547 
role-X-irradiation induced DNA repair, 
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Escherichia coli4 5401 
role-phage M13 DNA biosynthesis 3147 
role-dTTP (5°-amino) 
incorporation-polynucleotide 4510 


Salmonella typhimurium deficient mutant, 
characterization 3311 
use-phage phix174 DNA sequence determination 
332 
use-restriction endonuclease mapping, phage 
phix174 DNA 3666 


DNA polymerase II, 


Escherichia coli mutator strain, activity 
2789 

Escherichia coli, review 5580 

role-DNA biosynthesis, mechanism 4246 

role-X-irradiation induced DNA repair, 
Escherichia coli 5401 

DNA polymerase III, 
Bacillus subtilis, 


purification/characterization 3309 
Escherichia coli, review 5580 
gene mapping, Bacillus subtilis 4842 


inhibition-uracil(2-thio) derivative, 
Bacillus subtilis 4281 
role-DNA biosynthesis, Bacillus subtilis 
6658 
role-DNA excision-repair, UV-irradiation 
induced Escherichia coli 3179 
role-X-irradiation induced DNA repair, 
Escherichia coli 5401 
DONA polymerase (RNA-dependent), 
see Reverse transcriptase 
DNA tumour virus, 
genetics, review 9 
DNA unwinding protein, 
ATPase, purification/characterization, 
Escherichia coli 6045 6046 
calf thymus, effect on single-stranded DNA 
structure/DNA polymerase activity 3254 
Escherichia coli, binding-single-stranded DNA 
1692 
Escherichia coli, 
I 1694 
Escherichia coli + phage fd DNA + RNA 
polymerase, initiation complex-DNA 
biosynthesis 2158 
Escherichia coli, properties 1693 
isolation, Rous sarcoma virus-transformed 
fibroblast 2252 
mutation, effect on base-pair substitution, 
page T4 595B 
purification/characterization, calf thymus 
3252 
role-DNA helix-coil transition, 
3253 
DNase, 
see also Endonuclease, 


interaction-DNA/exonuclease 


calf thymus 


Exonuclease, Nuclease 


acid, 
activity-infection/cirrhosis/hepatitis/malnu 
trition 4394 

acid, liver, purification/properties 1731 


acid, purification 4398 

acid, spleen, inhibition, daunorubicin 

activity, effect of urethan/urethan 
(N-hydroxy)/urethan-DNA complex 556 
activity, exonuclease AS 65906 

activity, human embryo Liver 2775 

activity, human/L5178Y cell Leukaemia 3285 

activity, liver/spleen, effect of bone marrow 
transplantation 557 

activity, nervous system tumour 2306 

activity, oxytetracycline production, 
Actinomycetes rimosus 5512 

activity, rat spleen, effect of Cosmos-605 
flight 6014 

activity, Ustilago maydis DNA polymerase, 
properties 2337 

alkaline activity, effect of 
UV-irradiation/4-nitroquinol ine-1-oxide/meth 
yl methanesulphonate/bleomycin 4927 

binding site-linear duplex DNA, Haemophilus 
influenzae 6619 

circular dichroism, bovine pancreas 4929 

co-fractionation, DNA polymerase alpha, 
regenerating liver 558 

comparison-Clostridium septicum/Clostridium 
chauvoei 4400 

content-brain, effect of age 
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ONase(Contd), Drosophila(Contd), 


degradation-DNA, mechanism, Haemophilus nuclear RNA, poly(A) containing, 
influenzae 6548 comparison-mRNA, cytoplasm 4626 
effect on adriamycin-polynucleotide complex pattern-DNA biosynthesis, polytene chromosome 

6617 5359 , 
effect on Paramecium ultrastructure 5513 RNA sequence, comparison-nucleus/cytoplasm 
epidermis, effect on DNA degradation 2725 4112 
Haemophilus influenzae Rd, degradation-duplex Drosophila hydei, c 

Linear DNA, mechanism 6549 chromosome puff, ribonucleoprotein complex, 
inhibition-DNA-binding protein, Escherichia staining-uranyl acetate/phosphotungstic acid 
coli 4928 3846 
inhibit ion-haemoglobin biosynthesis, chromosome Y, rRNA gene 3227 
reticulocyte 1732 ovary, gene amplification 1638 ; 
Leptospira, production 1000 salivary gland, chromosome puff/protein 
membrane, Localization during transformation, biosynthesis 1641 
Diplococcus pneumoniae 1729 spermatocyte, gene transcription, 
Palaemon serratus hepatopancreas, visualization 1302 | 
purification/properties, circadian rhythm Drosophila melanogaster, 

4926 adenosine metabolism 65 
Paracentrotus lividus embryo, activity 1505 bobbed mutant, RNA 5S biosynthesis, ' 
purification/properties, Pseudomonas relationship-rRNA 18S/rRNA 28S 2523 } 

aeruginosa 6620 cell culture, rate-DNA biosynthesis/replicon 

rat cerebellum, effect of methylazoxymethanol size 6456 | 
559) chromosome puff, RNA biosynthesis 4119 

rat hepatoma, poly(dT) specificity 2305 chromosome structure/histone/gene activity, 

rat Liver chromatin, activity mechanism 2393 review 2363 

release, proteus strains, incompatibility chromosome X/chromosome Y rRNA gene, { 

2302 structure, comparison 5883 | 
Staphylococcus epidermidis production 555 DNA cross-linking, effect of age 347 
stratum corneum/psoriasis, separation 2304 DNA, distribution-uracil (bromo) 865 
vaccinia virus, inhibition-DNA biosynthesis, DNA, effect of acid 841 

HeLa celt 3728 DNA-folded rina, origin 348 
ONase I, DNA, melting transition 5307 
complex-G-actin 1003 egg development, RNA biosynthesis/protein 
degradation-DNA, protection-histone H1 6545 biosynthesis 4118 
digestion-chromatin, effect on nucleotide embryo, DNA polymerase, 
sequence, Guerin ascites tumour 4741 purification/properties 1757 
effect on F-actin 1003 embryo, size-poly(A) containing RNA 4591 fl 
immobilized, degradation-DNA 4930 gene-containing, phage Lambda clone, ' 
interaction-deoxyribonucleotide 3284 Properties 5950 
DNase II, leg disc, RNA biosynthesis/protein 
digestion-DNA, nucleosome 6591 biosynthesis, effect of 
induction-prednisolone metasulfobenzoate, alpha-ecdysone/beta-ecdysone 6311 
HeLa cell 6621 Loss-mitochondrial DNA, effect of age 1503 
DNase(ATP-dependent), mutation, abnormal oocyte 1642 
Escherichia coli, activity, control-phage T4 oocyte DNA biosynthesis, 
3282 relationship-synaptonemal complex formation 
Dodecanucleotide, 5358 
anticodon fragment-tRNA Phe, oocyte, repair, effect of caffeine 3742 
binding-tetranucleotide, kinetics, yeast polytene chromosome, Localization-nonhistone 
6160 protein D1 4867 
dog, polytene chromosome, RNA biosynthesis 3532 
kidney, nucleus, nucleoprotein, effect of position-effect variegation 995 
amphotericin B/nistatin 5999 repetitive/single DNA sequence determination 
Dolphin, 5882 
rRNA 5S, Sequence 757 RNA 5S biosynthesis, effect of heat shock 
Dopa, 224 
cupric ion catalysis, oxidation-nucleic acid RNA 5S gene, analysis 1639 


_components 611. : RNA 5S, sequence, modet 1972 
induction, polyribosome-disaggregation, brain rRNA 26S, intact molecule 225 
174 FRNA 28S, maturation 2524 
Dopamine, : : rRNA, adenine/uracil distribution, 
cupric ion catalysis-oxidation-nucleic acid relationship-evolution 4111 
components 611 RNA biosynthesis, effect of polyamine 1345 
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Dormanc cRNA biosynthesis position-effect 
Artemia salina, cyst, mRNA 808 suppression 1303 


Melandrium noctiflorum seed, RNA rRNA gene amplification, 
biosynthesis/protein biosynthesis 5774 comparison-male/female 5461 


Dothistromin, rRNA gene, ma idi i 
5 ppin novel hybrid 
inhibition-RNA biosynthesis, Chlorella RNA polymersae aes SPR or oe 


pyrenoidosa/Bacillus megaterium 6317 purification/characterization 1742 


Dowex 50 column, tRNACt 
: yrosyl) synthetase 
oligonucleotide, desalting 1125 specificity/properties “5692 


5 F 
BDown’s syndrome, salivary gland, chromosome puff/protein 


Saeed structure/DNA melting curve 6575 biosynthesis 1641 
Dresophila, salivar 
y gland, electron microscopy, DNA 
DNA homology 346 ; biosynthesis, relationship-nuclear membrane 
embryo, microinjection-transforming DNA 5460 4250 


histone/heterochromatin, 


salivar L i 
relationship-development 2745 taeele OE ae 


biosynthesis 987 
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rosophila melanogaster(Contd), 

satellite DNA, isolation 4191 

satellite DNA, restriction endonuclease 
mapping 3125 

somatic cells, methyl 
methanesulphonate-induction chromosome 
aberration 1797 

temperature-sensitive mutant, defective 
ribosome assembly 2471 

transforming DNA, genetic engineering 

vitamin B12 reduction-UMP 

5042 


3228 
incorporation-DNA 


‘rosophila nasutoides, 


polytene chromosome, localization-satellite 
DNA, physical properties 6443 
rosophila pseudoobscura, 
chromosome X, DNA biosynthesis/RNA 
biosynthesis 1504 
salivary gland chromosome DNA biosynthesis, 
seauence 4251 
rosophila virilis, 
RNA biosynthesis, during embryogenesis 
salivary gland, differentiation/nuclear 
apparatus 3139 
satellite DNA, conformation, 
diffraction 6444 
satellite DNA isolation 4191 
satellite DNA, Localization 
rug, 
see also specific types 
dissociation-methyl green-DNA complex 
effect on DNA biosynthesis, 
role-uridine(5-jiodo-2'*-deoxy), 
rug resistance, 
transfer-plasmid RSU2, 
aeruginosa-Escherichia coli 
uck, 
cell, avian sarcoma virus transformed, DNA 
biesynthesis, role-DNA polymerase 3731 
embryo, fibroblast, infected-Rous sarcoma 
viruS, Of IGIN-RNA /S 5756 
globin ribonucleoprotein (messenger), 
jsolation-chromatography (affinity) 3848 
histone HS, N-terminal amino acid sequence, 


4641 


X-ray 


3687 


1418 
tumour 3968 


Pseudomonas 
468 


comparison-quail/goose/pigeon/chicken 5486 
ugesia gonecephala, 

regeneration, ultrastructure 1299 
unaliella salina, 

DNA content, effect of UV-irradiation 3186 


uedenal aucosa, 


5"-nucleotidase/alkaline phosphatase activity 


2349 
RNA biosynthesis/DNA biosynthesis, effect of 


cholecystokinin/prostaglandin E2 3171 
uodenua, 
rat, irradiation-induced damage, effect of 
DNA 5944 
ye, 
see also specific dyes 
DNA complex, Linear dichroism 5263 


ethidium bromide, titration, supercoiled DNA 
analysis 3670 
intercalation, 
phage phix174 infected cell 
Schiff base staining-DNA 4194 


relationship-DNA structure, 
4220 


.edysone, 


effect on pupal development, Bombyx mori 


ilpha-E¢cdysone, 


effect on RNA biosynthesis, Galleria 
mellonella imaginal disk 2548 


effect on RNA biosynthesis/protein 


biosynthesis, Drosophila melanogaster leg 
disc 6311 


424 


beta-Ecdysone, 


effect on acetylcholinesterase/RNA 
bi@synthesis, Celerio euphorbiae, pupa, 
diapause 245 

effect on RNA biosynthesis, Galleria 
mellonella imaginal disk 2548 

effect on RNA biosynthesis/protein 
biosynthesis, Drosophila melanogaster leg 
disc 6311 

effect on RNA biosynthesis, Sarcophaga 
peregrina larva 2547 5785 


Echinomycin, 


binding-DNA 5838 


Echtes Ackerbohnenmosaik-Virus, 


ribonucleoprotein, 
Properties 5992 


characterization/physical 


Ecteinascidia turbinata, 


extract, inhibition-Lectin-stimulated DNA 
biosynthesis, lymphocyte 3201 


Edeine, 


effect on RNA biosynthesis/protein 

biosynthesis, Saccharomyces cerevisiae 4661 

inactive form, Bacillus brevis-producing cell 
2185 


EDTA, 


effect on Escherichia coli nucleoprotein 
Stability 2267 

effect on ribosomal protein exchange, 
ribosomal subunit 163 
effect on ribosome structure, 
coli 6201 


Escherichia 


Egg, 


Ascidia callosa, maturation, uridine-uptake 
80 

Ascidia malaca, 
3140 

Drosophila melanogaster development, 
biosynthesis/protein biosynthesis 4118 

mouse, mitochondrial DNA, properties 4686 

Pleurodeles waltii, activation, oronucleus, 
DNA biosynthesis/evolution 3700 

sea urchin, DNA biosynthesis, effect of 
procaine hydrochloride 2698 

Sphaerechinus granularis, 
duration-anatelophase, effect of adenine 


initiation-DNA biosynthesis 


RNA 


(N6-isopentenyl) 1074 
Xenopus Laevis, DNA polymerase, 
characterization 582 


Eggplant mosaic virus, 


RNA 3°=-terminal structure 2983 
RNA, aminoacylation-valine 2919 
structure 3837 

translation, Localization 4580 


Eggplant mottled dwarf virus, 


infection, effect on chromatin 521 


Ehrlich ascites carcinoma, 


actinomycin D, transport/binding/RNA 
biosynthesis inhibition, relationship 
adenosine treated, DNA biosynthesis/RNA 
biosynthesis/protein biosynthesis, mouse 
+306 
CDP reductase/ADP reductase, comparison 
DNA, alkali sensitive, subunit structure 
5346 
DNA biosynthesis/RNA biosynthesis, effect of 
amphotericin B 431 
DNA biosynthesis/RNA biosynthesis/protein 
biosynthesis, effect of uracil 
(5-fluoro)/uracil 
(N1-(2*-tetrahydrofuryl)-5-fluoro) 2384 
DNA biosynthesis/RNA biosynthesis/protein 
biosynthesis, inhibition-adenosine 5629 
DNA/chromatin transcription, role-RNA 
polymerase II 4944 


2030 


601 


effect on DNA biosynthesis circadian rhythm, 
mouse spleen 4828 

effect on DNA biosynthesis circadian rhythm, 
mouse thymus 4321 

effect on nuclear RNA biosynthesis, mouse 
liver 4152 
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Ehrlich ascites carcinoma(Contd), Electron microscopy(Contd), 


endonuclease activity, effect of interferon circular repetitive mitochondrial DNA 
2605 structure, Saccharomyces cerevisiae mutant 
cleolus, DNA biosynthesis 892 5876 : : 

Buel eelues isc euene characterisation 482 DNA/chromatin, Hydra vulgaris 4232 ne 

nucleus, protein kinase, properties 1772 DNA structure, effect of ethanol-induce 

ovalbumin biosynthesis, stimulat ion-tRNA dehydration 6408 ’ 

5072 Drosophila melanogaster salivary aland DNA 
poly(A) containing ribonucleoprotein, biosynthesis, relationship-nuclear membrane 
purification 4891 4259 

precursor mRNA, characterization 1975 histone self-assembly ultrastructure 6573 

precursor mRNA, secondary structure 6294 human cytomeqalovirus DNA 4225 : 

protein phosphorylation, effect of identification-DNA/RNA/protein/antibody 2969 
double-stranded RNA + interferon 6340 metaphase chromosome, L cell 6568 \ 

ribosomal subunit structure/physical ribosome structure, Escherichia coli 6200 
properties 4047 RNA/DNA 5291 ; \ 

mRNA, hybridizat ton-double-stranded precursor rRNA gene transcription 5972 
RNA 4629 use-structure analysis-circular DNA, 

rRNA maturation 3536 Saccharomyces cerevisiae 6439 

RNA volymerase, activity 2782 Electron transport, 

RNA polymerase I stimulation, effect of deoxyribonucleoprotein, effect of 
protein, mechanism 6645 gamma-irradiation 4370 

mRNA, precursor, 5'-terminal structure 4630 Electrophoresis, 

mRNA translation/tRNA inactivation, effect of comparison-Newcastle disease virus RNA 
interferon 1365 18S/RNA 22S 2975 

Sendai virus-induced, localization-RNA DNA antibody assay 505 
biosynthesis 1327 formamide, determination-RNA molecular weight 

Ehrlich ascites cell, 2512 

DNA, bindina-protein, effect of histone interaction 5997 
mutagen/carcinogen 6389 human-mouse hybrid, 

DNA biosynthesis/RNA bicsynthesis, mapoing-tRNA(tryptophanyl) synthetase aene 
inhibition-tubercidin, comparison-chick 2925 ) 
embryo fibroblast 4489 mobility-RNA, relstionship-molecular weight 

DNA, isolation-Okazaki piece 5259 rai 

mitochondria, polyribosome, ribosomal protein 2929 
characterization-poly (A)-lLacking mRNA 5177 RNA, thyroid gland 194 

mitochondria, polyribosome, Electrophorus electricus, 
isolation/characterization 5110 denervation-electric organ, effect on protein 

mitochondria, RNA biosynthesis, poly(A) biosynthesis/RNA biosynthesis 1205 . 
containing 4129 Ellipticine, 

nucleolus tibrillar centre, lLocalization-DNA déerivative-DNA, 

5818 self-association-intercalation, PMR 44C7 

tRNA nucleotidyltransferase, Elongation factor, 
inhibition-proflavine sulphate/ethidium see also Initiation factor 
bromide 4513 complex, plant 723 

size-RNA 5S/RNA 4-5S/heterogeneous nuclear Elongation factor EF-1, 

RNA 4628 Artemia salina development 1243 
Ehrlich ascites tumour, binding-ribosome, effect of antibiotic/toxin 3 
infected-mengovirus, translation-mRNA %3049 S754 

mitomycin C, cancer chemotherapy, effect on effect of elastase 5134 


DNA biosynthesis 1572 function, relationship-structure, Krebs II 


Eimeria tenella, ascites carcinoma 6241 
life cycle, DNA biosynthesis 370 low molecular weight, tissue distribution 
stimulation-DNA biosynthesis, infected kidney 6242 
4817 
Elastase, 


effect on elongation factor EF-1 5134 


Electric field, rat liver, zinc metalloenzyme 1244 
effect on single-stranded poly (A)/poly relationship-polypeptide function, wheat 
(dA)/poly (C) conformation 6139 embryo 4077 
Electrical stimulation, 
effect on RNase tritiation 5508 
Electrochemistry, 
poly(A) 1838 
Electrode, 


purification/physical properties, rabbit 
reticulocyte 4583 


purification/properties, Artemia salina 5133 


wheat germ, distribution, properties 181 
Elongation factor EF-ibeta, 


purification/properties, pig liver 2957 
Elongation factor EF-2, 
binding-ribosome, effect of antibiotic/toxin 


activity-DNA, hypothesis, polarography 3637 5731 

mercury, adsorption, effect on effect on ribosome inhibition-abrin/rici 

double-stranded polynucleotide conformation 4058 oe el 
3414 


interaction-glutathione(selenodi), protein 
biosynthesis inhibition 1241 
membrane localization, characterization, 
Escherichia coli 4075 
Elongation factor G, 


Electrolyte, 

effect on DNA acid-base equilibrium 3636 
Electron, 

delocalized, interaction-poly (G-C) 6142 


ears tape ne ot {del gpegees degradation, activity, effect of GTP/GDP analogues 1937 
ichia coli 

; attachment/ 

Rich AVieck NA ieee Sau a t/detachment, ribosome translocation : 


Electron microscopy, i 
’ Bacillus subtil h i 
chromatin structure, effect of magnesium ion 2954 > Ean Doe, ae 
4R74 


binding-ribosome, Escherichia coli 2953 


74 2 : 


biosynthesis, Escherichia coli, stringent 
response 1939 

dependent GTP hydrolysis, ribosomal subunit 
30S activity 1936 
interaction-dGTP/dGTP(3"-amino) 3482 

dependent GTP hydrolysis, role Escherichia 
coli ribosomal protein L11 721 

effect on poly(U) translation, Escherichia 
coli ribosome 2952 

effect on 


tetracycline/streptomycin/spect inomycin/eryt 


hromycin resistant ribosome, Escherichia 
coli 2942 
Escherichia coli, N-ethylmaleimide 
modification 1940 
Escherichia coli, interaction-guanosine 
(deoxy) polyphosphate 1116 
mRNA, biosynthesis, during nutritional 
shift-up, Escherichia coli 5793 
sulphydryl group, function 1240 
Elongation factor Ts, 
Bacillus stearothermophilus, 
purification/properties 2488 
complex-elongation factor Tu, 
reconstitution-phage QGQbeta RNA replicase 
3893 
phage @ beta, renaturation 2778 
mRNA, biosynthesis, during nutritional 
shift-up, Escherichia coli 5793 
Elongation factor Tu, 
amino acid-sequence 180 
Bacillus stearothermophilus, 
purification/properties 2488 
biosynthesis, Escherichia coli, 
response 1939 
complex-elongation factor Ts, 
reconstitution-phage @beta RNA replicase 
3893 - 
conformation, transition 179 
distribution, content, Escherichia coli 8 
4074 
effect on poly(U) translation, 
coli ribosome 2952 
effect on 


stringent 


Escherichia 


tetracycline/streptomycin/spect inomycin/eryt 


hromycin resistant ribosome, Escherichia 
coli 2942 
Escherichia coli, catalysis, dGTP/guanosine 
pentaphosphate activity 1938 
Escherichia coli, content 1242 
Escherichia coli, interaction-guanosine 
Cdeoxy) polyphosphate 1116 
GTP-complex, interation with-Staphylococcus 
epidermidis-tRNA 
(glycyl)/puromycin/oliaonucleotide C(alanyl) 
160 
hydrolysis, trypsin 3483 
phage @ beta, renaturation 2778 
role-beta-galactosidase biosynthesis, in 
vitro 4586 
Eabryo, 
Agrostemma githaeo, RNA biosynthesis/protein 
biosynthesis during inhibition 5773 
Artemia salina, mRNA embryo, during 
development 4168 
barley, DNA biosynthesis, during callus 
induction, 2,4-dichlorophenoxyacetic acid 
4829 
cells, Raucher leukaemia 
virus/3-methylcholanthrene-transformed, TMP 
synthetase activity 2344 
chicken fibroblast, rRNA sequence 2516 
differentiation/cell division, effect of 
uridine (S-bromodeoxy) 3767 
Drosophila melanogaster, size-poly(A) 
containing RNA 4591 
Drosophila, microinjection-trans forming DNA 
5460 
duck, fibroblast, 
virus, origin-RNA 7S 


infected-Rous sarcoma 
5756 


Eabryo(Contd), 


erythrocyte, globin mRNA transport pattern 
4173 
human, DNA polymerase activity 
human, Liver, activity-thymidine 
kinase/uridine kinase/DNase/RNase 2775 
Ilyanassa obsoleta, DNA biosynthesis/RNA 
biosynthesis 1300 
implantation, DNA repair, UVirradiation 
lung, abortive infection, 
virus DNA 1556 
Lymnaea, RNA biosynthesis, effect of glycerol 
4155 
Lytechinus pictus, 
translation-poly(A)-lacking mRNA 2059 
membrane, binding-poly I:C, antiviral 
activity 1150 
Misgurnus fossilis, DNA biosynthesis/RNA 
biosynthesis 1306 
Misgurnus fossilis, rRNA gene transcription, 
effect of ploidy 2526 
mitochondria, DNA biosynthesis/cytochrome 
oxidase synthesis, effect of chloramphenicol 
441 
mouse, cytoplasm/nucleus, poly(A) polymerase 
activity 1865 
mouse, development, content-RNA polymerase 
I/RNA polymerase II/RNA polymerase III 1014 
mouse, DNA synthesis, during S phase 5349 
mouse, preimplantation, RNA polymerase 
activity 2781 
nerval retina, hydrocortisone-mediated gene 
expression regulation, induction-qlutamine 
Synthetase 949 
Paracentrotus Lividus chromatin, 
interaction 3857 
rat, C-type virus release 3493 
rat, cell culture, DNA, incorporation-uridine 
(S-bromodeoxy), during S phage, assay 5029 
rat, DNA biosynthesis, inhibition-chloridine 
5430 
sea urchin, chromatin, 
development 2293 
sea urchin, chromatin, RNA, 
isolation/characterization 4355 
sea urchin, development, RNA (heterogeneous 
nuclear) biosynthesis 2525 
sea urchin, ribonucleoprotein, 
characterization 4354 
sea urchin, RNA biosynthesis, 
Blue/cell dissociation 4668 
sea urchin, thymidine uptake, during 
development 3966 
Strongylocentrotus droebachiensis, nonhistone 
protein, analysis 4866 
Strongylocentrotus intermedius, 
DNA replication 5354 
syrian hamster, insertion-phage T7 DNA 4767 
toxicity-uridine (5-bromo-2-deoxy) /uridine(5-i 
odo-2'-deoxy), mechanism 2886 
Triticum aestivum, cold-treated, DNA 
biosynthesis/RNA biosynthesis, effect of 
quanine(8-aza) 1317 
Triturus vulgaris, chromatin hydrolysis/DNA 
content 288 
Xenopus laevis, 
252t 


B52 


1513 
fate-herpes simplex 


DNA-histone 


properties, effect of 


effect of Evans 


site-nuclear 


rRNA biosynthesis, inhibitor 


Embryogenesis, 


Ascaris lLumbricoides, nuclear DNA content 
4684 

Drosophila virilis, RNA biosynthesis 

Ilyanassa obsoleta, RNA biosynthesis, 
polyadenylation 1301 

rat, DNA biosynthesis/RNA biosynthesis, 
inhibition-chloridin 4821 

Strongylocentrotus franciscanus, activity-RNA 
polymerase/DNA polymerase/ribadenylate 
transferase 5534 


4641 


715 


Embryogenesis (Contd), 

Triturus vulgaris, RNA 
biosynthesis/non-histone protein 
biosynthesis 3901 

Emetine (dehydro), 
inhibition-adenine incorporation, 


Schizopyrnus russelli 4288 
Enamine, 

interaction-pyrimidine N-oxide 2372 
Encephalitis, 


herpes simplex virus/vaccinia virus, 
hypoxanthine arabinoside 5°-monophosphate, 
treatment 91 4 
Encephalomyelitis, 
guinea pig, DNA biosynthesis/RNA biosynthesis 
5935 
Encephalomyocarditis virus, 
antiviral agent, activity 1864 
double-stranded RNA, infectivity 
infected cell, 
double-stranded/sinale-stranded RNA 
biosynthesis 5232 
infected Krebs-II cell extract, 
translation activity 5236 
infected Krebs II cell, mRNA activity 1360 
infection, antiviral aaent activity-poly 
(1.C)/poly (1.(CU))/poly 
(1.(CG))/double-stranded RNA 5059 
infection-mouse, protection-poly (I)/poly (C) 
5057 
poly (A) containing RNA structure, 
role-infection 5161 
poly (I). + moky €C), 
5056 
protein biosynthesis, 
inhibition-double-stranded RNA + interferon 


6334 


mRNA 


antiviral agent, mouse 


6342 
protein, relationship-ribosome, infected 
Krebs II ascites carcinoma 6199 


RNA, poly (A) content/biological activity 
SLD 

RNA replicase, isolation/properties 3894 

RNA, size/localization-poly (A) sequence 
6269 

RNA, 5*=-terminal, localization-poly (C) 
seauence 6270 

RNA, S*-terminal sequence 6268 


RNA translation, 
62270 
RNA, translation, in vitro 3047 
RNA translation, terminat ion-polypept ide 
synthesis, mouse ascites cell 3484 
Endometrium, 
ewe, RNA biosynthesis/protein biosynthesis, 
regulation-oestradiol/progesterone 4654 
human, DNA/RNA/magnesium/calcium content, 
menstrual cycle 1385 
inhibition-DNA biosynthesis, Hela 
cell/Novikoff hepatoma cell 392 
uterus, RNA/DNA content 2038 
uterus, testosterone receptor protein, 
interaction-chromatin 1716 
Endomitosis, 
Pisum sativum epicotyl, 
replication 4766 
Endonuclease, 
see also DNase, 
endonuclease 
actinomycin, association, DNA biosynthesis, 
Tradescantia pollen nucleus 1733 
activity-DNA/RNA, sheep brain 6592 
activity-Ehrlich ascites carcinoma, effect of 
interferon 3605 
activity, polyoma virus 1725 
activity-xeroderma pigmentosum 3888 
Bacillus subtilis, single-stranded DNA 
specific, properties 2310 


control-initiation factor 


relationship-DNA 


RNase, Nuclease, Restriction 


76 


Endonuclease(Contd), 
correction, use-detection-dameae, 
alkyletion-methyl 
methanesulphonate/N-methyl-N-nitrosourea/bet 
a-propiolactone/diepoxybutane 5915 
Escherichia coli, cleavagqe-irradiated DNA 
3281 
Escherichia colt, 
purificetion 559 
Escherichia coli, hydrolysis-DN&, Pisum 
sativum/Phaseolus multifloris/Vicia 
sativa/Lathyrus sativus/Vicia faba 5521 
Escherichia coli, reoair-DNA, UV-irrsadiation 
6009 
Euglena aracilis, purification/properties 
3885 
Haemophilus haemolyticus, 
purification/characterization 4922 
human, activity, DNA epurinic site 1°92 
manganese jion-stimulated, Bacillus subtilis, 


DNA, 


DNA apurinic site-specific, 


purification/properties 32887 
mouse embryo microsome, clesvace-Moloney 
Leukaemia virus RNA 35S 4924 


Neurospora crassa, effect on phage phix174 
DNA 2720 
Neurospora crassa mitochondria, activity 
2769 


phace TS-infected Escherichia coli, 
cheracterization 4399 
purification/properties, calf thymus 
role-recombination, phage T7 5959 

specific apurinic site deficient, Escherichia 
coli methyl methanesulphonate sensitive 


4402 


mutant 5520 
specificity, phace phix174 DNA 2307 
UV, phage T4, effect on double-stranded DNA 
1724 


Endonuclease A236, 


immobilization/use-nucleotide biosynthesis 
3874 


Endonuclease (calcium and magnesium dependent), 


digestion-DNA, effect of chelating aaent, 
liver nucleus chromatin 5466 


ret 


Endonuclease EcoRi, 


jsolation/physical properties/chemical 
properties, Escherichia coli 6618 
Endonuclease II, 
effect on Escherichia coli DNA repair 
effect on phage T4& DNA biosynthesis 
Escherichia coli, effect on DNA 
interaction-7-bromomethyl-1Z-methylbenzLalan 
thracene 2308 
relationship-exonuclease III activity, 
Escherichia coli K12 3283 
Endonuclease IV, 
effect on phage T4& DNA biosynthesis 
phage T4-induced, specificity 5519 
Endonuclease S1, 
Aspergillus oryzae, specific cleavaae-phage 
Lambda mutant DNA 3106 
Endonuclease V, 
gene, phage T4 temperature-sensitive mutant 
4327 
phage T4, DNA sensitive sitem effect of 
UV-irradiation, human WI28 cell 3196 
phage 14, purification/characterization 
Phage 14, restoration, 
UV-irradiation-induction DNA biosynthesis, 
xeroderma pigmentosum 901 


Endoplasmic reticulum, 
effect of ginsenq 170 


1493 
2162 


2162 


6908 


liver, RNase release-ribosome 1901 
membrane, association-mRNA, rat Liver 5152 
membrane, interaction-ribosome, 
role-protein/phospholipid 2466 
Endoreplication, 
DNA, relationship-content, polyploidy, 
evolution 4761 
5*-Endoribonuclease, 
isolation/purification, rat liver 3277 


Endosperm, Epidermal growth factor receptor, 


Zea mays, zein biosynthesis, relationship-DNA biosynthesis, Lens 
polyribosomes-binding-protein body 1920 epithelium 2180 

Endospore, Epidermis, 

Racillus cereus, germination, role-heat cell, mammalian, DNA biosynthesis 6461 
shock/inosine/adenosine 84 differentiation, mRNA translation during 278 

Endosymbiont, DNA biosynthesis, 

Euscelis plebejus, DNA, characterization 867 inhibition-cycloheximide/pactamycin/tenuazon 
Rhizobium lLeauminosarum, DNA 1460 ic acid 430 

Endothelium, DNA biosynthesis/mitosis during palmoplantar 

human, DNA biosynthesis, pustulosis 5949 
autoradiography/control 4758 DNA biosynthesis, stimulation-acetic 
rat DNA content, effect of endotoxin 2652 acid/phorbol-12,13-ditetradecanoate 3765 

Endotoxin, DNA, isolation-hydroxyapatite 2593 
effect on DNA content, endothelium, rat 2652 ONase + phosphatase, effect on DNA 
Escherichia coli, induction-epithelium degradation 2725 

injury/repair 3774 human, DNA content determination, effect of 
Energy, age/regeneration 2073 
calculation-dinucleotide conformation, effect jsolation-nucleus, DNA cytophotometry 2073 
of methylation 6143 Langerhans cell, thymidine 
deficiency, effect on guanine tetraphosphate (tritiated)-labelling 1511 
metabolism 3980 methylcholanthrene-treated, ribosome 
deficiency, RNA accumulation, Aphanocapsa fsolation ©1455 
5138 mouse, cell culture, DNA 
starvation, recovery, effect on RNA biosynthesis/ornithine decarboxylase 
biosynthesis/protein biosynthesis, activity, stimulation-phorbol ester 5941 
Escherichia coli 5216 mouse, DNA 
uncoupled Escherichia coli mutant, ATP bindina-7,12-dimethylbenzCaJanthracene, 
content/alycolysis/DNA biosynthesis/RNA effect of dimethyl sulphoxide 3641 
biosynthesis/phospholipid biosynthesis 3135 mouse, UV-irradiation, excision-repair, DNA 

Entamoeba histolytica, pyrimidine dimer 2689 
incorporation-purine/pyrimidine 5606 Epipodophyllotoxin, 

Enterobacter, effect on cell cycle, lymphoblast 925 
RNase binding-polyamine 4391 Episome, 

Enterobacteria, see also Colicinogenic factor, Plasmid, R 
human/animal, R factor, DNA homology 1456 factor, Sex factor 

Enterobacteriaceae, Saccharomyces cerevisiae mitochondria, 

R factor containing, extrachromosomal DNA evidence 947 
jsolation/characterization 3118 Epithelium, 

Enteromorpha, injury/repair, induction-Escherichia coli 
biosynthesis-CTP/CDP £982 endotoxin 3/774 

Enterotoxin A, lens, cell culture, DNA biosynthesis/protein 
biosynthesis, Staphylococcus aureus, biosynthesis 394 395 

fermentation control 2768 Lens, DNA biosynthesis, relationship-insulin 

Enterovirus EVU-16, receptor/epidermal growth factor receptor 

acute infectious lymphocytosis, 2180 
characterization 2972 Lymphoid thyroiditis, nucleus, size 3969 

Entomopox virus, EPR, 

Amsacta moorei, RNA biosynthesis, photosensitization-poly(A), effect of 
activity-RNA polymerase 4588 proflavine binding 3986 
DONA, isolation/characterization 3674 Epstein-Barr virus, 

Envelope, activation-cycloheximide/puromycin/arainine 
complex-DNA, Escherichia coli 2268 deprivation, cell cycle dependence 3726 
protein, biosynthesis, Escherichia coli, DNA assay-human lymphoma 6365 

induction-thymine starvation 2838 DNA biosynthesis, etfect of phosphonacetic 
protein, nuclear, avian erythrocyte, acid 4280 

isolation/characterization 4892 DNA biosynthesis, effect of Raji cell 
specific sequences, localization-Rous sarcoma superinfection 5382 

virus RNA 2044 DNA biosynthesis/induced DNA polymerase 

Enzyme, activity, inhibition-phosphonoacetic acid 

see also specific types 6491 
extracellular, bacteria, regulation, model DNA biosynthesis/late gene expression, 

p 1289 inhibition-phosphonoacetic acid 3166 
induction, bacteria, analysis 805 DNA, occurrence-Burkitt’s 

Ependyma, Lymphoma/nasopharyngeal carcinoma 2794 
RNA biosynthesis/protein biosynthesis, spinal genome, association-American Burkitt's 

cord 5227 lymphoma 3793 

Ephestia kuehniella, infected Raji cells, inhibition-DNA 

oocyte chromosome, transcription activity replication, phosphonoacetic acid 3727 
762 RNA/polyribosome analysis, lymphoblastoid 

Epicotyl, cell) e3i5i07 , ‘ 

Pisum sativum, DNA replication, transforming/nontransformina DNA, nucleotide 
relationship-endomitosis 4766 sequence 3673 
Epidermal grewth factor, Equine arteritis virus, 
effect on human fibroblast proliferation genome, physical properties 1962 
5392 Equine herpesvirus type 1, 
induced-proliferation, human fibroblast, DNA density variant, production 3722 
effect of arginine esterase/ascorbate 2148 effect on RNA polymerase/DNA polymerase 


activity 2013 
transcription 2014 
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squine herpesvirus type 3, 


ir 


Er 


nucleocapsid polypeptide, 
biosynthesis-cell-free system 
ror catastrophe hypothesis, 
relationship-age/evolution-protein 
biosynthesis, mechanism 2461 

ror hypothesis, 
protein, senescence 


3457 


3139 


Erwinia amylovora, 


DNA, protection-pear fire blight 2199 


Erwinia carotovora, 


asparaginase, tyrosine-environment 4916 


Erwinia herbicolsa, 


Er 


nucleoside phosphotransferase, 
characterization 3927 

ysipelothrix rhusiopathiae, 

guanosine + cytosine content-DNA, 
relationship-virulence 6430 


Erythreblast, 


anaemia, duck, DNA biosynthesis 2147 
anaemia, effect on DNA-nucleoprotein complex 
2291 
avian, 
2964 
chick, cytoplasm, 
mRNA 4592 
chicken, initiation factor, properties 
chicken, ribonucleoprotein, globin mRNA 
sequence 2571 
globin mRNA biosynthesis, 
erythropoietin 250 
maturation, histone/nonhistone protein 
biosynthesis 4551 


RNA characterization/localization 


RNA 9S, assay-haemoglobin 


2489 


effect of 


Erythrocyte, 


adenosine kinase activity, 
3934 

adenosine phosphorylation 1102 
avian, maturation, ribosome-bound RNA 
replicase activity during 1743 

avian, nuclear envelope protein, 
isolatfon/characterization 4892 
chick, chromatin subunit structure 
chick embryo, fusion-HelLa cell, DNA 
biosynthesis induction 393 
chick embryo, volume-chromatin, 
development 5989 

chick, hybridization-mouse, 
thymidine kinase gene 1764 
chicken, chromatin, 
dissociation/reconstitution 
chicken, histone H5, 
6564 

DNA content determination, 
2075 

embryo, globin mRNA transport pattern 

globin synthesis, 

4550 

Glycera dibranchiata, RNA 
biosynthesis/protein biosynthesis 

hen, chromatin, binding-calcium ion, 
induction-condensation 5501 

hen, membrane (nuclear)-bound DNA, 
characterizatjon 868 

histone, analysis, rainbow trout 

human, accumulation-ITP 3983 

human, adenosine deaminase, purification, 
use-chromatography (affinity) 5573 

human, cytidine (deoxy) kinase, 


effect of gout 


es 


during 
identification 
5988 
NMR/circular dichroism 
frog blood spread 
4173 


regulation-RNA biosynthesis 


3002 


4863 


purification/properties 5556 
human, DNA/RNA transport 4245 
human, 5*-nucleotidase, characterization 600 
human, RNA content, effect of ovulation 6248 


incorporation-purine nucleoside analogue 
2860 
Lesch-Nyhan syndrome, hypoxanthine 


phosphoribosyltransferase, radioimmunoassay 
1030 


Erythrocyte(Contd), y 
mammal, activity-hypoxanthine-guenine 
phosphoribosyltransferase/adenine 
phosphoribosyltransferase/orotic acid 
phosphor ibosyLltransferase/orotidine-5*-monop 


hosphate decarboxylase 5551 
membrane, binding site, 
inosine(nitrobenzylthio) 1817 


membrane, frog, beta-adrenergic receptor, 
binding-beta-adrenergic agent, effect of 
guanylyl imidodiphosphate 5651 ; 

nucleoside transport, inhibition-purine 
(9=beta-D-ribofuranosyl) derivatives 85 
5*-nucleotidase (pyrimidine) defficiency, 
relationship-anaemia 6942 

nucleus x temperature-sensitive Chinese 
hamster cell, reactivation-DNA biosynthesis, 
heterokaryon 4253 

pigeon, GTP binding site-adenylyl cyclase, 


analysis 6127 
purine salvage pathway, effect of 
antirheumatic agent 2832 


rabbit, double-stranded RNA, 
comparison-globin mRNA 6292 
ribosome, properties, effect of age 156 
tRNA Arg, arginine transfer-membrane protein 
5677 
uptake-adenos ine/adenosine(2'-deoxy) /adenine 
arabinoside, inosine(nitrobenzylthio) 
inhibition 1816 
vertebrate, purine metabolism 
Erythroid cell, 
chicken, histone h5 gene, 
chromatin, fractionation, 
maturation, RNase activity 
transcription, gene globin 
Erythroleukaemia, 
differentiation, 
inhibition 914 
differentiation, 
qene @xpression 1648 
Friend leukaemia virus induced, DNA, effect 
of acridine orange bindina/temperature 4705 
globin mRNA activity, effect of interferon 
2572 
Erythromycin, 
binding-Escherichia coli ribosome 
binding-ribosomal subunit 59S, 
relationship-ribosomal subunit 30S, 
Escherichia coli 2941 
binding site, Escherichia coli ribosomal 
subunit 50S, relationship-ribosomal protein 
L7 6208 
effect on promoter regulation-operon trp 
transcription 4140 
effect on Saccharomyces cerevisiae 
mutagenesis 436 
resistant ribosome, effect of elongation 
factor EF-Tu/elongation factor EF-G, 


sequence, 


3362 


reiteration 2223 


chicken 5482 
547 
1314 
effect of DNA biosynthesis 


alpha-globin/beta-globin 


4059 


Escherichia coli 2942 
Erythromycylamine, 
binding-ribosome 1912 
Erythropoiesis, 
eee leukaemia virus transformed cells 


MRNA, alphaglobulin/betaglobulin, 
rate-biosynthesis, during 4645 
role-globin mRNA accumulation, review 
Erythropoietin, 
effect on DNA biosynthesis/DNA polymerase + 
thymidine kinase activity, mouse spleen 
3169 
effect on globin mRNA biosynthesis, 
erythroblast 259 
effect on RNA biosynthesis/protein 
biosynthesis, rat marrow 3735 
stimulation-RNAa polymerase, spleen 
Escherichia coli, 
L-arabinose operon, electron microscopy 


5582 


2522 


4329 


Escherichia coli(Contd), 


araECBH mRNA, 
3590 

arginine succinase biosynthesis, 
purification-arginine repressor 2950 

association-ribosomal subunit 30S/ribosomal 
subunit 50S, magnesium dependence 5719 

ATP dependent DNA biosynthesis, 
inhibition-3"-dATP 4492 

ATPase, DNA unwinding protein, 
purification/characterization 

ATPase(DNA-dependent), 
purification/characterization 2353 

biosynthesis-ribosomal protein L7/ribosomal 
protein L12 6215 

biosynthesis-mRNA elongation factor 
G/elonaation factor Ts, during nutritional 
shift-up 5793 

cell division, 
3958 

cell division/irradiation induced DNA repair, 
effect of gene mutation 5929 

cell-free system, protein biosynthesis, 
inhibition-viomycin 6223 

cell-free system, protein biosynthesis, 
Saccharomyces cerevisiae mitochondrial RNA 
direction 1361 

cell-free system, translation-Bacillus 
thuringiensis mRNA 4167 

cell-free system, translation-Semliki Forest 
virus RNA 42S/RNA 26S 1358 


Stability, effect of arginine 


6045 6046 


inhibition-uracil (S-diazo) 


chromatin DNA, visualization 2269 
chromosome, conformation-transition 527 
chromosome, folded, release 3866 
chromosome, localization-argBCBH gene 1609 


chromosome replication 5893 

chromosome segment, insertion-phage Lambda 
DNA 1622 

colicinogenic factor E1 containing, 
transfer-dna gene 4844 


colicinogenic tactor E1, DNA biosynthesis 


364 

composite plasmid, DNA biosynthesis, control 
1423 

cytosine-rich DNA, pyrimidine tracts 1458 


diploid strain, chromosome origin-DNA 
replication 2125 
DNA antibody, effect on RNA 


biosynthesis/poly(A) biosynthesis 1662 


DNA-binding protein, characterization 1691 
DNA-~bindina-protein, effect of 
mutagen/carcinogen 6289 

DNA-binding protein, inhibition-DNase 4928 


DNA, biological properties, assay, 
use-prophage 5443 

DNA biosynthesis, cyanide/carbon monoxide 
inhibition 1565 

DNA biosynthesis, direction induced-prophage 
lambda derepression 6464 

DNA biosynthesis/DNA strand 
breakage/degradation, effect of 
chloramphenicol + gene (recB) product 5921 

DNA biosynthesis, during cell division cycle 
3696 

DNA biosynthesis in vitro, 
containing component 4744 

DNA biosynthesis, inhibition-oxolinic acid 
2675 

DNA biosynthesis, 
resistance 5924 

DNA biosynthesis, relationship-TTP pool 

DNA biosynthesis/RNA biosynthesis/protein 


jisolation-DNA 


relationship-UV-irradiation 


2164 


biosynthesis, effect of UV-irradiation 2676 
3570 

DNA biosynthesis, role-membrane protein D 
4249 


DNA cloning 3218 

DNA, content-iron/manganese/copper 

DNA, cross-Llinking-protein, 
induction-formaldehyde 4791 


4730 


Escherichia coli(Contd), 


DNA, cross-linking, psoralen (8-methoxy) 
6381 

DNA cross-linking, 

DONA damage/repair, 
compar ison-X-irradiat ion/gamma-irradiation 
3629 

DNA, damage/repair, 
1493 

DNA degradation, effect of neutron/electron 
irradiation 6431 

DONA degradation, induction-uracil 
4997 

DNA dependent ribosomal protein L12 
biosynthesis, in vitro 6194 

DNA, distribution-pyrimidine tract 3682 

DNA-DNA, reassociation kinetics 1457 

DNA, effect of UV-irradiation, thymine dimers 
fate 2697 

DNA-envelope complex 

DNA excision-repair, 
S77, 

DNA excision-repair, 

DNA excision-repair, 


repair mechanism 4282 


novel enzyme activity 
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DNA polymerase I template activity 
DNA polymerase II/DNA polymerase III, 
5580 
DNA polymerase, isolation 
DNA polymerase, isolation, 
(affinity) 4427 
DNA volymerase, membrane-association, 
of mutation 6029 
DNA, postreplication repair, 
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biosynthesis/cell elongation 875 
methionine incorporation 1184 
methyl methanesulphonate sensitive mutant, 
apurinic site specific endonuclease 
deficient 5529 
minicell, mRNA, stability 274 
minicell, segregation-plasmid Col 1b/plasmid 
drd? 3528 
mitochondrial DNA studies, mouse 464 
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2234 
nucleoprotein, stability, effect of EDTA 
2267 
nucleoside diphosphate kinase/pyruvate 
kinase, effect of desdanine 3325 
nucleotide, isolation/characterization 
nutrition shift down, RNA 
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single-stranded DNA, effect on physical 
properties 6433 
protein, relaxation-circular DNA, 
purification/properties 4885 
Pseudomonas aeruginosa, drug resistance, 
transter-plasmid RSU2 468 h 
pyrimidine dimer excision-DNA, 
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4555 

ribosomal protein, 
145 

ribosomal protein gene, 
streptomycin/spectinomycin resistant, 
deletion 2803 

ribosomal protein L1/ribosomal protein 
L1i1/ribosomal protein L16, role-ribosomal 
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protein L1/ribosomal protein L3/ribosomal 
protein L6/ribosomal protein L13/ribosomal 
protein L23 6204 
FRNA 23S, binding site-ribosomal protein 
Li/ribosomal protein L23/ribosomal protein 
L20, localization 148 
RNA 23S, Kethoxal-modified, sequence 1282 
tRNA (Caminoacyl) interaction-ribosome, {fsomer 
binding site 4577 
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template activity 1695 
RNA polymerase mutation, effect on phaae 
Lambda gene expression 6630 
RNA polymerase, phosphodiester bond 
formation, stereochemistry 6631 
RNA polymerase, promoter, characterization 
2011 2012 
RNA polymerase promoter site, 
T7 DNA, effect of temoerature 
RNA polymerase, RNA biosynthesis, 
of-pH 216 
RNA polymerase, 
vitro 6020 
RNA polymerase, 
RNA polymerase, 
1009 
RNA polymerase subunit biosynthesis, effect 
of mutation 5529 
RNA polymerase subunit biosynthesis, 
rifampicin inhibition release 7290 
RNA polymerase subunit, primary structure 
5530 
RNA polymerase subunit structure 
RNA polymerase subunit structure, 
trenscription, phage T7 DNA 4937 
RNA polymerase subunit structure, 
relationship-rifampicin binding site ~4°936 
RNA polymerase synthesis durinanutrition 
shift-up/shift-down, control 1736 
RNA polymerase, transcription, calf thymus 
chromatin 991 
RNA polymerase, 
RNA, structure 
RNA polymerase, 
tRNA precursor, 
1866 
RNA, presence-poly A 218 
RNA, separation, use-lysine-agarase 
rRNA UV-spectroscopy, 
unfolding 5176 
tRNA, spin Labelling 
tRNA, spin labelling, 
structure 1172 
tRNA structure, 
tRNA, substrate, 
681 
tRNA, transfer-mouse cell, 
5673 
MRNA translation/ribosome function, effect of 
mutation 6345 
tRNA Trp, tRNA Glu, sodium bisulphide, 
conversion 115 
tRNA Trp structure/NMR 4517 
tRNA (tryptophanyl) synthetase, tRNA Trp 
binding site 6187 
tRNA Tyr anticddon, uridine modification 
1879 
tRNA Tyr, bindina-tRNA (tyrosyl) synthetase, 
kinetics 6190 
tRNA Tyr, conformation, NMR 5068 
tRNA Tyr gene, nucleotide sequence S874 6434 
tRNA Tyr suppressor precursor aene, synthesis 
1841 1842 1843 1844 1845 1846 1847 1848 
1849 1850 1851 1852 
tRNA, uridine (5-methyl) biosynthesis, role 
of gene trmA 118 
tRNA, uridine (4-thio), effect of 
UV-irradiation 114 
tRNA (formylmethionyl), 
factor IF-2 4067 
tRNACLeucyl) synthetase, Substrate, use-ATP 
analogue 5688 


kinetics 6629 
localization-binding site, 
3663 
chromatin, 


bindina-ohage 
6633 
effect 


seauence-subunit assembly, in 


sigma subunit-exchanae 566 
substrate bindina activity 


3906 
durinoa 


transcription, whesat-DNA, 
214 

use-template 6019 
jisolation/characterization 


4086 
effect of ribosome 


1160 
secondary/tertizry 


Raman spectra 2907 
binding site interaction 


use-Sendai virus 


interaction-initiation 


Escherichia coli(Contd), 

tRNACLysyl) synthetase, 
jisolation/characterization 4028 

tRNACmethionyl) synthetase/tRNA(tyrosyl) 
Synthetase, purification 1181 

tRNA(methionyl)synthetase, structure 

tRNACmethionyl) synthetase, X-ray 
crystallography 3451 

tRNACpeptidyl), dissociation-ribosome, during 
protein biosynthesis 4078 

tRNACphenylalanyl) synthetase affinity 
labelling 46029 

tRNACphenylalanyl) synthetase, kinetics, ATP 
analogue, substrate 5690 

RNase III, activity 3878 

RNase III, cleavage-single-stranded RNA 4923 

RNase III-deficient, detection-high molecular 
weight RNA 3520 

RNase III, purification/characterization, 
cleavage-phage T4& RNA 3879 
tRNACtryptophanyl) synthetase, 
characterization/primary structure 4033 
tRNACvalyl) synthetase/tRNACisoleucyl) 
synthetase, seauence homology 1182 

role-DNA excision-repair, UV-irradiation 

3179 
sensitivity-nitrofurantoin, effect of DNA 


3450 


repair mutation 3176 
specificity-DNA methylase, cytosine 5576 
sphaeroplast, DNA bindina-protamine 4860 


sphaeroplast, interaction-phage MS2 RNA, 
effect of calcium chloride 1350 
starvation, ribosome degradation 2064 
stoichiometry-polypeptide chain elongation 


2949 
stringent factor association-ribosome, effect 
of growth 4574 
stringent factor, role=tRNA binding-ribosome 
2947 


sulphur-deficient tRNA, 
interaction-isoleuciné 5674 
temperature-sensitive mutant, DNA 
biosynthesis, in vitro 3695 
temperature-sensitive mutant, DNA 
biosynthesis, mechanism 4248 
temperature-sensitive mutant, DNA polymerase 
I, purification/characterization 5546 5547 
termination factor rho activity, ATPase 
requirement 3939 

termination factor rho/RNA polymerase 
subunit/ribosomal protein S6 biosynthesis, 
regulation 5087 

tetracycline-resistant, isolation-plasmid 
DNA, homologous-R factor R12 5257 
thioredoxin, relationship-phage T7 DNA 
polymerase structure 3303 

thymine starvation 2837 

thymineless death, récovery after thymine 
addition 1122 

toluene-treated, 
bleomycin 2186 

toluene-treated, DNA polymerase I-dependent 
repair, effect of DNA ligase 694 

toluene-treated, excision-repair 

transcription, tryptophan operon, 
regulation-termination 4638 

transduction-colicin E1 DNA, use-phage Lambda 

6535 

transfection, phage MS 2 RNA 

transformation, plasmid-linked 
drug-resistance factor DNA 1625 


DNA biosynthesis, effect of 


2687 


1596 


transformation-R404 factor DNA 3804 

tryptophan operon DNA seauence, 
role-transcription 5328 

tryptophan operon, expression, effect of 


polarity suppressor 4845 

tryptophan operon mRNA, binding-ribosome 
4581 

tryptophan operon, site-transcription 
termination 4636 4637 


Escherichia coli(Contd), 
tryptophan mRNA, 5*=-terminal nucleotide 


seauence 4621 
uridine phosphorylase kinetics/mechanism 
4434 


tRNA Trp anticodon, 
2909 


wild-type/suppressor, 
conformation/accessibility 
Escherichia coli B, 
elongation factor Tu distribution/content 
4074 
mutant, DNA repair, 
phage T2 infected, 
formation 3842 
tRNA Lys, primary structure 121 
tRNACarginyl) synthetase, effect of metal 
jons 1180 
Escherichia coli B/r, 
error-prone repair-thermoinducible, 
UV-irradiation 2128 
tRNA (Carginyl) synthetase/tRNA (alutamyl) 
Synthetase/tRNA (seryl) synthetase/tRNA 
(valyl) synthetese activity during growth 
5077 
Escherichia coli CK, 
DNA methylase, properties 
Escherichia coli kK10, 
tRNA (phenylalanyl) ligase, active 
site-stoichiometry 139 
tRNA (phenylalanyl) synthetase, 


Escherichia coli K12, 

amber mutation, DNA 
determination 1614 

DNA biosynthesis, 
relationship-radiosensitization 3180 

exonuclease III, relationship-endonuclease II 
activity 3283 

gamma-irradiation, induction-DNA 
double-stranded breakage 837 

mutant, DNA biosynthesis effect of gene 
(lexA)/gene (recF) 1496 


effect of caffeine 4793 


protein DNA complex 


effect of 


603 


kinetics 682 


Ligase-defective, 


mutant, DNA repair, effect of caffeine 4793 
mutant, mRNA biosynthesis/rRNA 
biosynthesTs7RNA polymerase activity 4104 


mutant, thymidine starvation, abnormal cell 
division 1497 
operon (arg ECBH), 


translation, control 


gene expression, 
rae) 


operon (arginine), transcription 215 
operon trp transcription, analysis-mRNA 3052 
prophage-induction/cell division 421 


regulation-lysine biosynthesis, 
role-tRNAC(lysyl) 4016 

ribosomal protein gene, mutation 
(181)/mutation (182) 466 

ribosomal protein S2/ribosomal protein S20 
mapping, use-gene transfer-Serratia 
marcescens 6209 

RNA biosynthesis, effect of RNA polymerase 
mutant, rifampicin resistance 4658 

sex factor, DNA cloning 2212 


Escherichia coli KL16, 

mutant, RNA biosynthesis, 
4659 

Escherichia coli Q13, 
ribosomal protein methylase, 
purification/properties 1036 

Esox Lucius, 
lymphosarcoma, 
transcriptase activity 

ESR, 


effect of thiolutin 


lLocation-C-type virus, 
4424 


revers ¢ 


copper ion complex-cytosine monohydrate 2374 
DNA, computer model 5858 

gamma-irradiation, pyrimidine(halogeno) 3354 
poly (U)-oligo (dA) complex 5660 

purine nucleoside radical formation, effect 


3366 
effect of 


of hydroxyl radical 
dTMP radical formation, 
gamma-irradiation 3394 
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Ester, Ethyl lLevulinate, 


acetylene dicarboxylic acid, cendensation-AMP/GMP 640 
addition-pyrimidine (5-amino), product Ethyl methanesulphonate, 
identification 6067 effect on cell diviston/DNA degradation, 
Ethanol, Saccharomyces cerevisiae mutant 5406 
antagonism-cytosine (S5-hydroxymethyl) 621 effect on DNA integration/recombination, 
effect on brain ribosome 2476 phage TT? 5960 
effect on protein biosynthesis, brain effect on BNA repair, mouse spermatid 5411 


pubes ore neue induction -recombination, Saccharomyces 
effect on protein biosynthesis/RNA , 


cerevisiae 476 
paper pense ey raced bs i tah Ry. induction-sister chromatid exchange/chromatid 
effect on , 


breakage, Fanconi's anaemia 912 
ERS 4 hesi brai 267 Ethylene 
- biosynthesis rain ’ 
Meeeced uenver eCaaee OWA, effect en structure, effect a att 4 Lycopersicon esculentum 3431 
6408 Ethylene glycol, : 
Fea hg MR bs $0 conformation effect on DNA circular dichroism, calf thymus 
transition 5854 3691 hs ‘ , 
Gthidiue, effect on DNA interaction-ethidium bromide, 
effect on RNase activity 2297 Seavesn cea eee 6379 
- tron migration 1423 Ethylenediamineplatinun, 
einsdtee ae tseee pine . binding-inosine/ inosine C(1-methyl)/IMP 4475 
DNA binding, frameshift mutation, Salmonella . N-Ethylmaleimide, 
3086 effect on DNA polymerase beta, Novikoff 
Ethidium breaide, ascites hepatoma 6671 
binding-chromatin, Scatchard plot 5998 modification-elongation factor EFG, 
binding-chromatin, SV40-transformed 3173 cells Escherichia coli 1940 
2758 Ethylnitrosourea, ; 
binding-DWA/RNA, circular dichroism, effect of chromosome nonhistone protein 
nucleolus 5829 biosynthesis/interaction-DNA 1711 
complex-DNA/polyphosphate, properties 1413 effect on DNA excision-repair 2683 
complex-DNA, stability, Linear dichroism interaction-DNA, effect on cell culture 2093 
4218 Etfolation, 
dye titration, supercoiled DNA analysis 3670 Pisum sativum, chromatin, effect of 
effect on DNA binding-actinomycin 2599 indoleacetic acid 539 
effect on DNA biosynthesis, Sacchsromyces- Eubenangee virus, 
cerevisiae mitochondria 1575 genome structure, comparison-D'Aguilar virus 
effect on mitochondrial DNA complex formation 5755 
4701 RNA genome, analysis 4615 
effect on mitochondrial DNA repair, Euchaeta nervegica, 
a Saccharomyces cer@Ovistae mutant 4797 CORTENt-RAATDAA/JATP, Seasonal variation 4682 
effect on mitosis, Pleurodeles waltiit lung Euchromatin, 
3036 see also Chromatin 
effect on RNA biosynthesis, Vigna sinensis chromatin-associated RNA content, hepatoma 
mitochondria 2559 1675 
electrophoresis, use-closed circular DNA DNA repair, effect of ultrasound 4787 
density determination 4715 interaction-mercury/copper, liver nucleus 
induction-mutation, Saccharomyces cerevisiae 4369 
5405 muntjac, sister chromatid exchange, 
inhibition-DNA interaction-oestrogen receptor distribution 1710 
complex 5282 rat Liver, distribution-histone/nonhistone 
inhibit ion-RNA biosynthesis, effect on protein 4359 
nucleolus properties/structure, Allium cepa rat liver, fractionation 4358 
6589 release, magnesium/calcium digestion, 
inhibit ion-tRNA nucleotidyltransferase, chromatin 2272 
Ehrlich ascites tumour cell 4513 Eudorina elegans, 
inhibition-RNA polymerase, mechanism 2315 DNA replication 4746 
interaction-DNA 2100 2101 UV-irradiation, repair, effect of acridine 
interaction-DNA, circular dichroism, effect orange/acriflavine/caffeine 2188 
of Lithium chloride/ethylene glycol 6379 Euglena gracilis, 
interaction-DNA, netropsin competition 301 ATP/CTP/GTP/TTP pool, effect of vitamin B12 
interaction-Secale cereale chromatin, 4495 
comparison-calf thymus 6579 bleeched mutant, chloroplast, occurrence-rRNA 
intercalation-DNA, spin Labelling, ESR 3640 4590 


Ethfonine, 


use-chromatin staining 4873 chloroplast/cytoplasm tRNA Phe, base 


composition, comparison 1880 


effect on methylation, Liver tRNA 676 chloroplast DNA biosynthesis, effect of 


inhibitfon-tRNA methylation, Escherichia coli growth 5426 
; 2913 _ chloroplast DNA biosynthesis, effect ef light 
inhibition-tRNA methylation, Liver 2917 


3203 
chloroplast DNA, kinetic complexity 339 


chloroplast, genome transcription 2713 2714 
chloroplast/nucleus, content-rRNA gene/RNA 4S 


modified tRNA, interaction-tRNA methylase, 
Liver/Novikoff ascites hepatoma 1889 
recognition-tRNA (formyl) Met/tRWMA (methyl) 


Met-aminoacylation/formylation, Escherichia gene 6539 
cols 5074 ; ; chloroplast tRNA gene, origin 4847 
» oL-Cthionine, chloroplast, tRNA(phenyLlalanyl) Synthetase, 
Airece on FRNA base composition/methylation transcription/translation site 1187 
chloroplast, translation-ribul 
me eitepnerty ss A n-ribulosebisphosphate 


carboxylase mRNA 3053 


binding-DNA, mouse Liver, in vivo 6378 DNA/histone content, effect of Light 5241 
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Euglena gracilis(Contd), 
endonuclease, purification/properties 3885 
ferredoxin biosynthesis, nuclear origin 5706 
jisolation-chromosome, activity-transcription 

5493 
mutant, streptomycin-resistant, 
ribosomal protein 2943 
nucleus/chloroplast, rRNA gene 


chloroplast, 


472 


nucleus, ultracytochemical study 824 
ribosomal protein, 
comparison-cytoplasm/chloroplast 3464 


tRNA, code-chloroplast DNA 5964 

RNA polymerase II, role-zinc 6648 
Euglena gracilis 7, 

chloroplast, DNA, structure 4732 


Eukaryote, 

cell-free system, translation-Escherichia 
coli Lipoprotein mRNA 3591 

cell-free system, translation-poliovirus RNA 
804 

cell-free system, translation-Semliki Forest 
virus RNA 42S/RNA 26S 3582 

chromatin, isolation/characterization 
4351 

chromatin/RNA polymerase, 

chromosome, orientation-DNA 5347 

chromosome replication, review 1046 

DNA biosynthesis, DNA/nucleoprotein 
oroanisation, review 33235 

DNA gene amplification, homogeneity 

DNA, isolation 6366 

DNA Ligase, review 5585 

DNA polymerase, review 


4350 


review 1040 


4853 


607 


DNA recombination theory 4854 
DONA replication complex 2134 
_ DNA, selective silencing, review 1057 
“evolution, 5'-terminal sequence-rRNA 18S/rRNA 
28S 4110 


gene expression, Escherichia coli 4328 

gene sequence cloning, use-transforming DNA 
6520 

genome activity, 
protein 6584 

genome, DNA secondary structure, electron 
microscopy, use-psoralen (trimethyl) 
cross-linking 5859 

genome, glycoprotein/alycosaminoglycan 
components 962 

glucose-6-phosphate dehydrogenase, 
uridine(5-bromodeoxy) 3386 

initiation complex, formation mechanism 

nuclear DNA biosynthesis, X-irradiation, 
inhibition-initiation 5928 

nuclear DNA, poly d(A.T) content, comparison 
6427 

plasmid-chimaera, prokaryote, structure 

polyribosome, translocation, 
inhibition-tubulosine 3473 

protein biosynthesis, role-tRNA 
thymidine(ribo) 4018 

ribosomal protein, effect of ricin, 
mechanism-protein biosynthesis inhibition 
6225 

ribosomal subunit 40S-GTPase, 
inhibition-fusidic acid 167 

ribosomal subunit’ iodination, topography 
154 

ribosome, binding-tRNA Phe/tRNA 
(phenylalanyl), effect of tRNA 
(phenylalanyl) ribose modification 

ribosome, peptide bond formation, 
inhibition-narciclasine 182 

rRNA 5.8S methylation, tissue specificity 
222 

mRNA, isolation, 

RNA Ligase, activity 1773 ; 

rRNA, molecular weight, integrity 755 

mRNA recognition-initiation factor IF-M2, 
role-GMP(7-methyl) 4068 


regulation-nonhistone 


effect of 


1931 


464 


5725 


review 4455 


mRNA transcription, computer model 
3531 

Eunepius fragilis, 

larva/adult, deoxyribonucleoprotein, 

organization 514 
Euplotes eurystomus, 

chromatin helix structure 
Europium ion, 

interaction-tRNA, 

denaturation/cleavaae 
Euscelis plebejus, 

endosymbiont, DNA, 
Evans Blue, 

effect on RNA biosynthesis, sea urchin embryo 

4668 

Evolution, 

C-type virus gene 

chromomere 5492 

chromomere DNA, 

Dinoflagellata 

DNA 2230 

DNA endoreplication/polyploidy, 


5480 


effect on 
5064 


characterization 867 


939 


hypothesis 1479 


2641 


relationship-content 4761 

gene transfer, review  %3337 

genetic code 488 

genetic code, relationship-protamine/histone 
seauence 4831 


Gossypium, relationship=-DNA content 5251 
pronucleus, activation-Pleurodeles waltii 
3700 
protein biosynthesis mechanism, 
relationship-error catastrophe hypothesis 
2461 
relationship-adenine/uracil 
distributton-Drosophila 
melanogaster/Plasmodium knowlesi 


egg 


rRNA 4111 


repetitive DNA sequence 3092 
rRNA 5.88, origin 2514 

RNA 5S 3503 

RNA 5S secondary structure 4603 


type C virus gene 4840 
Ewe, 
alpha s-casein/beta-casein mRNA, purification 


49087 

mammary gland, polyribosome ribonucleoprotein 
(messenger), isolation/characterization 

_ 4888 
oviduct/endometrium, 
biosynthesis, 
regulatton-oestradiol/proaesterone 

Excision-repair, 

see also Repair 
Azotobacter chroococcum, 
biosynthesis inhibition 
bacteria, UVirradtation 
DNA 2124 

DNA, N-acetoxy-2-acetylaminofluorene induced, 


RNA biosynthesis/protein 
4654 
effect of DNA 


434 
1485 


during hypertension 5419 
DNA, determination, role-hydroxyurea, human 
W138 cell/VA13 cell 4305 


DNA, DNA polymerase III role, 
UV-irradiation-Escherichia coli 3179 

DNA, effect of amino acid deprivation, 
Lactobacillus acidophilus 4285 

DONA, effect of carcinogen, fibroblast, 
Fanconi’s anaemia 4300 

DNA, effect of ethylnitrosourea 2683 

DNA, effect of iodine-125, Escherichia coli 
mutant 4283 

DNA, effect of gamma-irradiation 4277 

DNA, effect of UV-irradiation, Dictyostelium 
Siscoideum 5408 

DNA, effect of UV-irradiation, 
fibroblasts 2681 

DNA, effect of UV-irradiation/methyl 
methanesulphonate/methyl 


human 


nitrosourea/4-nitroauinoline 1t-oxide 3748 
DNA, effect of gamma-irradiation, skin 
fibroblast, during Fanconi's anaemia 5344 
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Excisien-repeir(Contd), 

DNA, effect of UV-irradiation, 
pigmentosum 4810 

ONA, effect of 
N-methyl-N*-nitro-N-nitrosoguanidine 

DNA, effect of mitomycin C, Haemophilus 
influenzae 3181 

DNA, effect of phleomycin, 

Stat, 

DNA, gamma-irradiation induced, effect of 
jodoacetic acid during anoxia, Escherichia 
coli 5923 

DNA, UV-irradiation induced, Escherichia coli 

3178 5927 

DNA, irradiation induced, 
determination 5930 

DNA, UV-irradiation induced, 
Escherichia coli 5925 

DNA, UV-irradiation, Saccharomyces cerevisiae 

377 

DNA/mitochondrial DNA, Saccharomyces 
cerevisiae, UVirradiation 1499 

DONA pyrimidine dimer, UV-irradiation mouse 
epidermis 2689 

DNA, radiocarbon induced, 
coli/phage T4& 5866 


xeroderma 


4276 


Escherichia coli 


molecular weight 


role-ATP, 


Escherichia 


DNA, role-phage lambda lysogen induction 
4279 
DNA, SV40 infected hamster cell 5397 


Escherichia coli DNA, UV-irradiation 

guanine (O*6-methyl) DNA, Liver, effect of 
N-methyl-N-nitrosourea 1568 

human fibroblast, measurement 4296 

gamma-irradiation-DNA, defective, ataxia 
telangiectasia fibroblast 3745 3746 

UV-irradiation, phage phix174, DNA 
replicative form 415 

phage lambda, infection, Escherichia coli 
mutant, resistance-UVirradiation 1537 
single-stranded/double-stranded DNA, 
relationship-X-irradiation/survival, Chfnese 
hamster cells 3187 

thymine dimer, effect of UV-irradiation, 
Micrococcus radiophilus 5493 

toluene-treated Escherichia coli 2687 

xeroderma pigmentosum, defective in, sister 
chromatid exchange 900 

Xeroderma pigmentosum, deficiency, 


2127 


UVirradiation, effect of caffeine 1521 
Excretion, 

5"-AMPCarabinofuranosyl), human 1835 

RNA/tRNA degradation products, cancer 1099 


uridine (deoxy), irradiation-bone marrow, 


relationship-mitotic index 2403 
Exonuclease, 
see also DNase, RNase, Nuclease 


activity, phage TS mutant-induced 
temperature-sensitive DNA polymerase 
Bacillus mesentericus, 
purification/characterization 4383 
deficient, Escherichia coli mutant 4925 
DNA repair, purification/characterization, 
human placenta 6013 
effect on DNA repair 1726 
effect on phage P22 DNA, transfection 
activity 6526 
phage T7, role-recombination 
Exonuclease(3°-5°), 
activity-DNA polymerase delta, 
isolation/purification, bone marrow 
Exonuclease A5, 
ONase/RNase activity 
hydrolysis-tRNA, 
mechanism 561 
Exonuclease I, 
interaction-Escherichia coli DNA unwinding 
protein 1694 
Exonuclease III, 
cleavage-SV40 DNA 


6653 


2777 


4955 


6590 


kinetics 5680 


2721 
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Exonuclease III(Contd), 
Escherichia coli, infected-phage 14, 
cross-Linking-DNA 4933 
relationship-endonuclease II activity, 
Escherichia coli K12 3283 
Exonuclease V, 
Escherichia coli, inhibitor, 
purification/propertizs 562 
protection-DNA, phage 14 infected Escherichia 
coli 5449 5450 


phage 17, 


~ beta-Exotoxin, ! 


Bacillus thuringiensis, bacteria membrane 
transport 3569 
Experimental ailergic encephalomyelitis, 
guinea pig, induction-poly (A)/poly (U)/poly 
CA UD » 27,26 
Ezomycin, 


structure 2399 


F factor, 
see also Colicinogenic factor, 
Plasmid, R factor, Sex factor 
containing cell, phage T7 protein 
biosynthesis 1355 
Escherichia coli containing Klebsiella 
“aerogenes nitrogen fixation gene, properties 
3220 
fusion, mechanism, 
GOA . 69352 
inhibition-phage T7 growth 237 
inhibition-protein biosynthesis, phage T7, 
infection, Escherichia coli 932? 933 
production, role-RNA, Escherichia coli 
Factor Y, 
Escherichia coli, association-phage phi X 174 
ATPase (DNA-dependent) activity 1540 


Episome, 


DNA structure, Escherichia 


3035 


Faetes, 


5*-nucleotidase/alkaline phosphatase activity 
2349 
Fagaronine chloride, 
inhibition-RNA polymerase/reverse 
transcriptase/DNA polymerase/poly (A) 
polymerase 6650 
Fanconi’s anaemia, 
fibroblast, DNA excision-repair, effect of 
carcinogen 4300 
sister chromatid exchange/chromatid breakage, 
induction-mitomycin C/ethyl methane 
sulphonate 912 
skin fibroblast, DNA excision-repair, 
of gamma-irradiation 5344 
Farr assay, 
DONA antibody 
Fat, 
metabolism, Shigella sonnei-infected 
macrophage 2560 
Fat body, 
DNA transport-silk gland, Bombyx mori 
effect on RNA biosynthesis, Galleria 
mellonella imaginal disk 2548 
Fatty acid synthetase, 
antibody, binding-polyribosome 
synthesis, regulation, Liver, 


effect 


2242 2243 4859 


2650 


713 


polyribosome-translation 1212 
Feather, 

keratin mRNA, control 3601 
Feeding, 


see also Nutrition, Diet 
Rhodnius prolixus larva, role-nucteotide 


3984 
Feline leukaemia virus, 
origin 939 


Feline sarcoma virus, 
DNA, occurrence-cat 
Fermentation, 
control, Staphylococcus aureus, 
A/nuclease biosynthesis 2768 
lactose/sucrose, activity, Salmonella 


3677 


enterotoxin 


tennessee, plasmid determination 2632 
Ferredoxin, 
biosynthesis, Euaqlen3 aracilis, nuclear 
origin 576 
Ferritin, 
mRNA, distribution-liver cytoplasm 3594 


Ferrous, 
nitrosyl, 
structure 
Ferrous ion, 
effect on polyrihosome, Paramecium aurelia 
169 
Feulgen, 
comparison-gallocyanin-chromalium/methylene 
blue/methylene areen, DNA determination 


complex-purine/pyrimidine, 
2370 


2074 

cytophotometry, DNA content, breast cancer 
827 

cytophotometry, DNA content, mouse hepatoma 
2071 

DNA content-hum3an chromosome, determination 
2585 

hydrolysis-DNA, sodium bisulphite 
binding/toluidine blue staining 1375 

hydrolysis pattern, spermatozo3/somatic cell, 


relationship-nucleoprotein structure 530 
interaction-DNA, blastocyst nucleus, 
normal/delayed implantation, DNA content, 
cytophotometry 1381 
staining, DNA 3608 
staining-DNA, determination-content, 
cytophotometry, silkworm 5244 
staining, DNA, sulphuric acid/phosphoric acid 
hydrolysis 3610 
Fibrin, 
fragment, 
hepatoma 
Fibrinogen, 
biosynthesis, 


role-immunotherapy-quinea pig 
5894 


polyribosome, identification 


712 
Fibroblast, 
ageing/repair-deficient, sister chromatid 
exchange 3743 


ataxia telangiectasia, defective 


excision-repair gamma-irradiation-DNA 3745 
3746 
ataxia telangiectasia, DNA repair 1526 
avian sarcoma virus, DNA purification 2591 


cell culture, distribution-DNA-binding 
protein 6569 

cell cycle, regulation-serum 3141 

chick, DNA biosynthesis/cell cycle, effect of 
insulin 6474 

chick, DNA polymerase alpha, 
purification/characterization 

chick embryo, DNA biosynthesis, 
induction-lectin 448 

chick embryo, DNA biosynthesis/RNA 
biosynthesis, effect of amphotericin B 

chick embryo, DNA biosynthesis/RNA 
biosynthesis/protein biosynthesis, effect of 
magnesium ions 1307 

chick embryo/duck embryo, Rous Sarcoma virus 
infected, origin-RNA 7S 5756 

chick embryo, infected-avian leukosis virus, 
RNA biesynthesis 2019 c 

chick embryo, 

interaetion-saultiplicat ion-stimulating 
activity/insulin 1563 

chiek embryo, aitochendrial DNA replication 
3701 

chiek ewbryo, poly (A)hydrolose, 
cheracterization/localization 6043 

~ehick embryo, RNA 5S nucleotide sequence 


6670 


431 


756 


< 


Fibroblast (Contd), 
chick embryo, termination-procollagen 
biosynthesis, effect of puromycin 2955 
chick embryo, transformation-Rous sarcoma 
virus, methylene blue stainina assay 4779 
chicken, deficient-DNA repair 4801 
chicken embryo, rRNA sequence 2516 
chromatin, 3association-serum protein 
Cricetulus ariseus, RNA biosynthesis, 
of uridine(tritiated) 1309 
DNA biosynthesis, circadian 
DNA, incorporation-thymidine, 
cystic Fibrosis S396 
Fanconi's anaemia, DNA excision-rep3ir, 
effect of carcinogen 4300 
growth inhibition, effect of 
insulin/fibroblast growth factor 2666 
hamster/hamster sarcoma virus-transformed 
cell culture, DNA-binding protein, 
synchronization-synthesis 6583 
human, chromatin structure, effect of age 
4365 
human, 
visualization, 


S260 
effect 


895 
of 


rhythm 
effect 


DNA biosynth2sis, 
staining 1384 


chromosome, 
Giemsa 


human, DNA biosynthests/cell-size, effect of 
age 92 

human, DNA bhiosynthesis/mitosis 
inhibition-pyrimethamine 4299 

human, DNA content, cell volume, during 
senescence 4690 

human, DNA colymerase activity, effect of aae 

6030 

human, DNA repair, temperature-sensit ive 
4297 

human, effect of UV-irradiation-DNA 


excision-repair 2681 
human emtryo, bindinag-poly(I.C), . 
induction-interferon biosynthesis 4509 
humsn, epidermal qrowth factor-induced 
proliferation, effect of arginine 
esterase/ascortate 2148 
human, excision-repair, measurement 4296 
human, heterochromatin, DNA base composition, 
comparison-leukocyte 6450 
human, IMP dehydrogenase activity, 
purine (6-mercapto) LEW 4 
human, interferon production, 
human, isologous DNA, effect of age 
human, normal/xeroderma pigmentosum, 
DNA-protein cross-linking, UV-irradiation 
4709 
human, nuclear protein biosynthesis, during 
DNA repair 4298 
human, photoreactivation-DNA pyrimidine 
dimers 2682 
human, proliferation, 
growth factor 5392 
human, rate-DNA biosynthesis/replicon size 
6462 
human, repair replication, 
compar ison-normal/SV40-trans formed 


effect of 


role-mRNA 4174 


1584 


effect of epidermal 


6486 


human, RNA biosynthesis, effect of age 235 
4127 

human, transduction, Escherichia coli 

betagalactosidase gene, phage lambda 1621 


human, translation, interferon activity, 
Xenopus oocyte 1364 

human, xeroderma pigmentosum, DNA repair, 
effect of UV-irradiation 2149 

hyaluronic acid synthetase induction 490 

infected-Sendai virus, protein metabolism 
2928 

mouse, chromatin transcription 3868 

mouse, growing/resting, mRNA sequence 210 

mouse, nuclear RNA polymerase, temperature 
sensitivity, during in vitro senescence 
6639 

mutant phosphoribosylpyrophosphate 
synthetese, purine-metabolism/gout 

nuclear protein, effect of-trysin 


616 
528 
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Fibroblast (Centd}, 


nucleus, 
identification-glucocorticoid-sensitive 
histone, mouse 5487 

nucleus, rat embryo, infected-herpes simplex 


4789 4790 
DNA-unwinding 


virus type 1, DNA biosynthesis 
Rous sarcoma virus-transformed, 


protein, isolation 2252 
Sendai virus infected, polyribosome 
formation/protein bicsynthesis 5084 


serum-deprived, DNA biosynthesis, effect of 
AMP (cyclic) phosphodiesterase 1578 _ 

serum-withdrawal, effect on RNA biosynthesis 
1308 

skin, DNA excision-repair, effect of 
gamma-irradiation, during Fanconi’s anaemia 
5344 

xeroderma pigmentosum, UV-irradiation, effect 
on colony formation 5932 

Fibroblast growth factor, 


effect on fibroblast growth inhibition 2666 
induction-DNA biosynthesis 4272 
mitogen effect 399 
Fibroin, 
gene, number, Bombyx mori 2715 
Fibrosarcoma, 
cytosine arabinoside/cytidine (5-aza), 
phosphorylation 67 
hamster, cytidine(5-aza) treated tRNA, effect 


on protein biosynthesis, cell-free system 
4060 
Fiji disease virus, 


RNA replicase activity 3286 
Fingerprinting, 
adenovirus type 2 RNA 1958 


DNA-binding protein, adenovirus type 
2/adenovirus type 5/adenovirus type 12 3835 
potato spindle tuber viroid/citrus exocortis 
disease viroid RNA 1980 
Fire blight 


péaf, profett fon-Erwinta aMytovora ONA 2199 
FL cell, 
mengovirus infected, RNA biosynthesis, effect 


of 1,3,4-thiadiazole 3568 
Flagella, 
gene, phage lambda, expression 3789 
Flavobacteria, 
taxonomy, DNA reassociation 3119 


Flax, 
rRNA cistron, 
Flowering, 
Luffa acutangula, effect of adenine 


(benzyl) /kinetin/adenine/guanine/thymine 
5605 


Fluoranthene, 
derivatives, inhibition-reverse 


transcriptase, oncornavirus 2673 


content 2718 


\ No2-Fluorenylacetamide, 


induced liver carcinogenesis, unscheduled DNA 
biosynthesis 2691 
Fluorescence, 
human amniotic cells, pattern-S phase DNA 
biosynthesis 3143 
guinacrine, relationship-DNA base 
composition, Cancer pagurus 3634 
RNase A, tyrosine modification 6596 
Fluorescent treponemal antibody sbsorption test 
herpes simplex virus genital infection 2246 
Fluoride ion, 
inhibition-protein biosynthesis, initiation 
complex structure/function 2491 
Fluorometry, 
FRNA 16S 3°-terminal/5*-terminal, 
conformation, Escherichia cold 
Flurothyl, 
induced convulsions, effect on cerebral 
cortex RNA biosynthesis 1347 
FRM3A cell, 
DNA-protein complex, effect of 
4-nitroauinoline-1-oxide 2290 


50 = 


4623 


Foamy virus, 
induction-uridine 
SvV4C-transformed 

alpha-foetoprotein, 
mRNA distribution, 

Foetus, 
increase-beta-haemoglobin biosynthesis, 
association-alpha-olobin/gamma-alobin mRNA 


(bromodeoxy), 
cell 79 


mouse liver 4593 


fatJoe! 2574 

liver, thymidine incorporation, 

inhibitton-liver extract 2881 
Folate, 


resistance mechanism, phage T4, 
ribonucleoside diphosphate reductase 
deficiency 2358 

Folic acid, 

effect on tRNA (aminoacyl) 

binding-regeneration kidney 
Follicular fluid, 
bovine, inhibition-Yoshida 
biosynthesis 579 
Food, 
content-purine, 
3359 
Foot and mouth disease virus, 
RNA structure, poly(A) 3'-terminal 
S509 

RNA translation-cell-free system, 

characterization 6243 
Foot and mouth disease virus Ai2, 

RNA, molecular weight, comparison-foot and 
mouth disease virus C3 Resende/foot and 
mouth disease virus 01 Brucae 3510 

Foot and -mouth disease virus C3 Resende, 

RNA, molecular weight, comparison-foot and 
mouth disease virus A12/foot and mouth 
disease virus 01 Brugge 3519 

Foot and mouth disease virus 01 Brugge, 

RNA, molecular weight, comparison-foot and 
mouth disease virus A1l2/foot and mouth 
disease virus C2 Resende 3510 

Formaldehyde, 

ét fect off BNA compléx-RWase A 

effect om DNA denaturation 307 

effect on DNA/deoxyribonucleoprotein 
interaction-methylene blue 6382 

effect on DNA unwinding 2627 

induction-DNA=protein cross-linkina, 
Escherichia coli 4791 

interaction-DNA, kinetics, calf thymus 
3096 

bebe dtyhin LAs eh hE unwinding 

treatment, chromatin, histone-histone 
interaction 535 

Formaldehyde-Schiff*’s reagent, 
staining-RNA, nucleolus 4080 
Formamide, w 

electrophoresis, determination-RNA molecular 

weight 2512 


2481 


ascites cell, RNA 


effect on metabolism 


protein 


6380 


Formicidae, 
oocyte, development 
Formycin, 
effect on yeast tRNA Phe conformation 
kinetics 2910 
Synthesis, ribosylation-pyrimidine 
(4,3-d)7-methylmercaptopyrazolo 
Formycin 8, 
effect on poly (ADP-ribose) biosynthesis, in 
vivo/in vitro 2435 


2198 


6074 


_ 1-Formylisoquinolinethiosemicarbazone, 


induction-strand scission, sarcoma 180-DNA 
308 


Fowl plague virus, 
complementary RNA, poly(A) seauence 2015 


infection, effect on nucleotide metabolism 
3295 


RNA biosynthesis, uracil (5-fluoro) 


incorporation-complementary strand 5199 


Fowl plague virus(Contd), 
RNA, infectivity 1351 
Fowlpox virus, 


infected cell, nucleus, occurrence-fowlpox 


virus-specific DNA/RNA 3167 
Francisella tularensis, 
stimulation, Lymphocyte 896 


Friend Leukaemia cell, 


histone H2a, effect of proliferation 3862 
translation-repressor, 
inhibition-peptide-chain initiation 185 


Friend leukaesia virus, 

DNA biosynthesis/integration, host 
restriction 5384 

DNA polymerase, inhibition-poly(S-mercapto) 
2903 

induced erythroleukaemia, DNA, effect of 
acridine orange binding/temperature 4705 

infected cell, fate-RNA 3043 

production, inhibition 2335 

reverse transcriptase complex-RNase H, 
charecterization 3931 

reverse transcriptase, 
(S-mercapto) 592 

transformed cells, interferon 
induction/erythropotesis 1149 


inhtbition-poly C 


Fringilla coelebs, 
ovary, rRNA gene amplification 
Frog, 
see also Rana species 
blood spread, DNA content, determination, 
erythrocyte/thrombocyte/Leukocyte 2075 
cell extract, stimulation-DNA biosynthesis 
5427 
cell, haploid, uridine (5-bromo-2'-deoxy) 
resistant, deficient-thymidine kinase, 
activity 4959 
erythrocyte, membrane, beta-adrenergic 
receptor, binding-beta-pdrenergic agent, 
~ ~etfect” of guany ( fldbdtphosphete 
Frog virus 3, 
infected BHK-21 cell, 
deficient RNA 6267 
protein, effect on KB cell transcription 
3013 
RNA biosynthesis, regulation 
Fructose 6-phosphate kinase, 
effect of adenosine (5°-hypophosphate), ATP 
analogue 5038 
reaction, adenosine (5'-hypophosphate) 


2220 


isolation-poely (A) 


3012 


biological activity 6123 
| peta-Fructosidase, 
biosynthesis, Saccharomyces carlsbergensis, 
regulation 2567 


Fruiting body, 


construction, Dictyestelium discoideum 633 
Ftorefur, 
detection-plasma/urine, use-chromatography 
(ges) 4998 
effect on DNA biosynthesis, small intestine 
, 2190 a 
Fuchsin, 


DNA complex, content, Zajdela hepatoma, 
effect of UV-irradiation 5255 
Fucose, 
incorporation, OWA 306 
Fumaric acid aonoethylester, 
effect on DNA biosynthesis, mouse Lymphocyte 
2694 
Fungus, 
chromosome protein, comparison-ribosomal 
protein 4044 
Light {nduced carotenoid biosynthesis, 
 role-mRNA 3059 
| metosis, review 
Pureazolidone, 
\- effect on phage phil4? replication 


3339 
3755 


5650.0 0 * 


Furocoumarin, 
photoaddition-polyd(A-T) .d(A-T), 
induction-DNA/furocoumarin conformation 
transition 6405 
Fusicoccin, 
effect on germination/DNA biosynthesis, 
Haplopappus gracilis 3736 
Fusidic acid, 
inhibition-eukaryote ribosomal subunit 40S 
GTPase 167 
inhibition-puromycin tRNA 
LSA J LI) AE AT eRe Aa ES OL ribosome 


inhibition-ribosome-GTPase, 
183 


Artemia salina 


61 phase, 
see also Cell cycle 
Chinese hamster cells, DNA biosynthesis, 


effect of hydroxyurea 4290 
CHO cells, nonhistone protein synthesis 4377 
6 banding, 
chromosome, chemistry 3266 
mammalian chromosome, mechanism 978 
Galactokinase, 
gene, human, transfer-L cell 3816 
Galactosaemia, 
effect on Liver DNA biosynthesis 922 
D-Gelactosamine, 
effect on nucleoprotein biosynthesis, Liver 
4372 
effect on rRNA biosynthesis, Liver 801 


beta-Galactosidase, 
biosynthesis, in vitro, dependence-elongation 
factor Tu/tRNA 4586 
gene, Escherichia coli, transduction, human 
“Fibroblast, phage Cambda”* Y6eT ~ = ~~ ae 
mRNA, activity during recovery-protein 
biosynthesis inhibition 3598 
mRNA, decay 6341 
Galleria mellonella, 
imaginal disk, RNA biosynthesis, effect of 
alpha-ecdysone/beta-ecdysone/fat body 2548 
prothoracic gland, RNA biosynthesis, effect 
of activation factor I 2024 
rRNA 28S, 3°-terminal uridine 
Gatlocyanin-chromaelium, 
comparison-Feulgen/methylene blue/methylene 
green, DNA determination 2074 
Gallus domesticus, 
liver, RNA/ONA content, effect of 
gamma-trradiation 4800 
Gametogenesis, 
Ascaris Lumbricoides, DNA content-nucleus 
4684 
Gastric epitheltua, 
Xenodon merremii, 
content-polysaccharide/protein/RNA/sulphate 
3494 
Gastric mucosa, 
DNA biosynthesis/RNA biosynthesis/protein 
biosynthesis, effect of carbenoxolone 4548 
RNA biosynthesis/DNA biosynthesis, effect of 


2576 


cholecystokinin/prostaglandin £2 3171 
Gastroenteritis virus, 
RNA biosynthesis, effect of pH 2543 


Gastrointestinal tract, 
see also Intestine, etc. 
ONA biosynthesis, effect of chrysotile 
GoP, 
analogues, synthesis/effect on 
ribosome/elongation factor EFG activity 
1937 
binding-beta-adrenergic receptor 3981 
dephosphorylation, effect of copper ions 
1116 


3041 


91 


+ 


GoP(Contd), 
effect on edenyl cyclase, chick kidney 5650 
interaction-tubulin durina polymerization 
6110 
regqulation-DNA biosynthesis, 
401 
reaqulation-initiation complex 
GDP (2°(3°)-O-dihydrocinnamoyl), 
use-substrate, polynucleotide phosphorylase, 
synthesis-oligonucleotide 6155 
GDP (Osé6-methyl), 
synthesis/polymerization, physical properties 
6113 
GOP (poly(0*6-ethyl), 
synthesis/polymerization properties 
Gecarcinus lateralis, 
satellite DNA, conformation, 
diffraction 6444 
Gene, 
see also Cistron, Operon, etc. 
activat ion-mammalian chromosome transfer 
3815 
activation, muscle differentiation, 
role-chromosome nonhistone protein 
phosphorylation 2761 
activation, plant, regulation 2719 
activity, tetraploid Odontophrynus 
americanus, reduction 2222 
alteration, Capsicum annuum, 
1659 
ampicillin resistance, Haemophilus 
influenzae, transmission 2710 
anaiotensis II, synthesis 1135 
antioen T, SV40, mapping 1603 
argBCBH, localization, Escherichia coli 
chromosome 1609 
avian leukosis virus, 
embryo DNA 2210 
Bacillus subtilis, control-chromosome 
replication/prophage induction 1484 
bacteria, regulation, review 11 - 


lymphoid cell 


formation 6232 


6113 


X-ray 


DNA induction 


infectivity-chick 


bovine leukaemia virus, occurrence 5457 
C-type virus, evolution 939 

cell, control, CNS 254 
characterization-cytoplasmic/muscle actin, 
use-mRNA 5238 


chromosome, mapping, 
essential-double-stranded RNA plasmid 


replication, Saccharomyces cerevisiae 6538 


clone DNA-containing, isolation, colony 
hybridization 833 

cloning, Escherichia coli DNA 
recombination-plasmid lambdadv 6533 


coat protein, 
3660 

control-DNA biosynthesis/cell division, 
Schizosaccharomyces pombe 5894 

coe repair, Saccharomyces cerevisiae 
control, Escherichia coli, 6-qlucophosphate 
dehydroagenase-synthesis 1620 

control-phage T5 membrane protein 
biosynthesis, identification 3786 

DONA Ligase, isolation 1622 

dna, transfer-Escherichia coli, 
factor E1 containing 4844 
dnaG/dnaC/dnaA, role-postreplication repair, 
DNA, Escherichia coli 4792 


phage fd, promoter, sequence 


colicinogenic 


dnaZ, Escherichia coli, role-DNA replicative 
form formation, phage phix174/phage M13 
4768 

dosage, rRNA, effect on tissue/aae 2226 

Drosophila melanogaster, activity, review 
2363 

Drosophila melanogaster, containina, phage 
lambda clone, vroperties 5959 

effect on DNA biosynthesis, spleen 387 


endonuclease V, phage T4 


temperature-sensitive mutant 4327 
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Gene(Contd), 
Escherichia coli RNA polymerase alph2 
subunit, identification 1618 
eukaryote, expression-Escherichie coli 
expression, chick oviduct, effect of 
oestrogen 786 
expression, early, phage T7 2610 
expression, effect of oestrogen 
expression, Escherichia coli K12, 
ECBH), translation, control 27% 
expression, exogenous metaphase chromosome, 
Chinese hamster cells 1646 
expression, globin, chicken 
expression, hepatocyte, effect 
cycloheximide 1341 
expression, late, Epstein-Barr virus, 
inhibition-phosphonoacetic acid 3166 
expression, Petunia hybrida, incompetibility 
reaction 1651 
expression, phage lambda, control 22uU0 
expression, phage lambda, effect of FRNA 
polymerase mutation, Escherichia coli 
expression, phage lambda, late control 
expression, regulation, embryo, nerv2l 
retina, hydrocortisone-mediated, alutamine 
Synthetase induction 949 
expression, requirement-hydroxyurea 


4328 


ews 


operon (ara 


5967 
ef 


6630 
1322 


cytotoxicity 428 
expression, review 4456 
expression, role-RNA polymerase/AMP (cyclic), 


review 6052 
expression, Salmonella typhimurium, 
activator-attenuator model, histidine 
reaulation 1629 
expression, SV40, reaulation, mechanism 
expression, SV45, transcription 2228 
fibroin, number, Bombyx mori 2715 
flagella, phage lambda, expression 
betagalactosidase, Escherichia coli, 


transduction, humen fibroblast, phage lambda 


322 


3789 


1621 
globin, activation/inactivation 951 
globin, chick embryo, activation-Rous sarcoma 
virus 940 


beta-alobin, deletion, 
of foetal haemoglobin 477 

globin, erythroid cell, transcription 
alpha-globin/beta-qlobin, expression, 
erythroleukaemia differentiation 1648 
alpha-alobin/beta-globin, human, segregation 
3817 

globin, number, 
beta-aqlobin, 

1649 

globin, pigeon, isolation 4192 


globin, rabbit, plasmid containing, cloning 
S255 


globin, 
4739 

beta-alobin, 
coli plasmid 943 

globin, transcription, control 

haemaaglutinin/neuraminidase, 


hereditary persistence 


1314 


cytoplasmic DNA 2228 
occurrence-beta-thalassaemia 


seauence, comparison-beboon/human 


sequence, insertion, Escherichia 


T= G26 


identification-influenz3a virus A 4616 
histone, expression, Triticale hexaploide 
2232 


histone H5, chicken erythroid cell, 
reiteration 2223 

histone/RNA 5S, integqration-phage lambda 
receptor 7 65:23 

histone, Stronaylocentrotus Purpuratus, 
sequence, identification 1644 

histone, transcription, activation-S phaoce 
nonhistone protein, Hela cell 5229 ; 

histone, transcription, Hela ceili, 
activation-nonhistone protein 2767 
immunoclobulin, intearation 6522 
immunoglobulin Liaht-ch3in mRNA, diversity 

2229 


integration site, phage P1 chromosome 4525 


Gene(Contd), 


interaction, mutation, abnormal oocyte, 
Drosophila melanogaster 1642 
location-RNA polymerase, structure, 
Escherichia coli mutant 4846 
locus, mutation, effect of carcinogen 
hydrocarbon 2227 
mapping-DNA polymerase III, Bacillus subtilis 
4842 
mapping-tRNA(tryptophanyl) synthetase, human 
chromosome, electrophoresis-mouse hybrid 
2925 
mapping, use-qgene 32 protein 
stainina-polynucleotide 925 
mapping, use-hybridization 4839 
mitochondria, Saccharomyces cerevisiae, 
zyaote heterogeneity/inheritance 473 
mitochondria, transmission, Saccharomyces 
cerevisiae, influence-mutation (killer) 474 
mitochondrial, mapping, marker analysis, cell 
(rho*-)-Saccharomyces cerevisiae 5966 
mitochondrial rRNA 16S, Saccharomyces 
cerevisiae petite mutant, localization 1635 
mutation, effect on irradiation induced DNA 
repair, Escherichia coli 5929 
mutation, effect on RNA polymerase 
biosynthesis, Escherichia coli 5527 
nitrogen fixation, Klebsiella aerogenes, 
Escherichia coli containina, F factor, 
properties 3220 
nitrogen fixation, Klebsiella pneumoniae, 
construction-plasmid P containing 3221 
nitrogen fixation, Klebsiella pneumoniae, 
expression-Azotobacter vinelandii 3222 
oncornavirus, transfer-tumour DNA 3795 
organization, Saccharomyces carlsberaensis 
mitochondrial DNA 2217 
ovalbumin, purification 
penicillin resistance, 
association-tetracycline resistance plasmid, 
Staphylococcus aureus 3800 
phage P22, comparison-phage lambda gene (N) 
2205 
phage phix174, mapping, restriction 
endonuclease 5302 
phage @ regulation, role-DNA-binding protein 
5507 
phage SPP1, expression 1597 1598 
phage 14, control-transcription, infected 
Escherichia coli 5455 
plasmid, hybrid, excision 455 
product, accumulation, Cordulia aenea, 
oocyte, nematosome 275 
product-phage 14, inhibition-cytosine 
containing DNA transcription 6322 
product, sequence-function, DNA biosynthesis, 
Saccharomyces cerevisiae cell cycle 5934 
purine biosynthesis, Bacillus subtilis 3361 
R factor, phage lambda, transposition 1594 
redundancy, review 1779 
regulation-membrane protein biosynthesis, 
phage BF23 infected Escherichia coli 5954 
regulation, phage T7, review 1059 
reiteration, MOPC 41 mRNA 3232 
relationship-polytene chromosome-banding, 
review 13 
repressor, transcription, use-DNA fragment 
template, phage Lambda 5949 
ribosomal protein, Escherichia coli K12, 
mutation (181)/mutation (1S2) 466 
ribosomal protein, Escherichia coli, 
mutagenesis 1615 
ribosomal protein, Escherichia coli 
streptomycin/spectinomycin resistant, 
deletion 3803 
ribosomal protein $1, characterization, 
Escherichia coli 6219 
ribosomal protein S5/ribosomal protein S12, 
Escherichia coli, transcription, direction 
1616 


5240 


Gene(Contd), 


ribosome, localization-rat liver 
euchromatin/heterochromatin 4358 
RNA 4S, content-Euglena gracilis 
chloroplast/nucleus 6539 
rRNA 5S, characterization, Lycopersicon 
esculentum satellite DNA 1473 
RNA 5S, Chinese hamster, organization 2224 
RNA 5S, Drosophila melanogaster, analysis 
1639 
RNA 5S, localization-Chironomus tentans 
chromosome II 2708 
RNA 5S, localization-Chironomus thummi 
chromosome 6541 
RNA 5S, localization-human chromosome 1 481 
RNA 5S, lLocalization-Pongidae 5465 
RNA 5S/tRNA, Tetrahymena pyriformis, 
content-macronucleus/micronucleus 
rRNA 16S, Saccharomyces cerevisia3e 
mitochondria, expression-cytoplasmic mutant 
2218 
rRNA 18S/rRNA 28S, Mus musculus, location 
479 
MRNA, detection-chromatin 4326 
tRNA, Eualena gracilis chloroplast, origin 
4847 
RNA, expression, XC cell 4333 
tRNA Gly, suppression, missense mutation, 
review 1049 
tRNA I Tyr, fraament, transcription 1162 
tRNA isoaccepting species, Saccharomyces 
cerevisiae mitochondria, oricin 2438 
RNA, Localization-Taricha gr2nulose oranulosa 
RNA 4S/RNA SS/RNA 18S + 28S, 
hybridization-Taricha aoranulosa/Batrachoseps 
wrighti chromosome 5151 
tRNA, lLocalization-yeast 6537 
RNA, poly(A) containing, expression, effect 
of oestrogen, hen oviduct 4652 
RNA polymerase, prokaryote, nomenclature 
~ 3810 
RNA replicase, phage MS2, structure 
tRNA/rRNA 5S, Tetrahymena pyriformis, 
content/localization 3807 
tRNA, Saccharomyces cerevisiae, purification 
1391 
RNA, transcription, Triturus oocyte 
chromosome 4643 
tRNA Tyr, nucleotide sequence, Escherichia 
coli 5874 6434 
tRNA Tyr suppressor precursor, Escherichia 
coli, synthesis 1841 1842 1842 1844 1845 
1846 1847 1848 1849 1850 1851 1852 
tRNA Val 1, Saccharomyces cerevisiae, 
synthesis 2421 
RNA virus-specific, adenovirus type 2 461 
tRNAC(glycyl) synthetase, repetitive seauence, 
Salmonella typhimurium mutant 4027 
RNase A S-peptide 2-14, 
synthesis-double-stranded 
polydeoxyribonucleotide 99 
role-DNA repair mechanism, phage T4 6479 
segreaation-heteroduplex DNA, polyoma virus 
6529 
sequence, clonina, use-transforming DNA, 
eukaryote 6520 
sequence, transcription, human 
lLeukaemia-leukocyte 1470 
specific, transcription, Hela c2ll, in vitro 
2559) 
Streptococcus, hybridization 946 
structural, containina, DNA fragment, 
isolation 6364 
structural protein, alphavirus, translation 
i ETEWE 
sulphate permease, Aspergillus nidulens, 
mutant 1634 
termination factor rho, Escherichia co 
mutant, isolation/characterization 72 


3806 


3594 


li 
Ges 
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Gene(Contd), 
tetracycline resistance, Staphylococcus 
aureus plasmid, recombination-phage S1 
thymidine kinase/galactokinase, human, 
transfer-L cell 3816 
thymidine kinase, herpes simplex-virus, 
peptide chain termination mutant 724 
thymidine kinase, identification, hybrid 
somatic cells 1764 
transcription, Bacillus subtilis/Escherichia 
coli, localization 1610 
transcription, chromatin, pattern, effect of 
nonhistone protein dephosphorylation 3864 
transcription, Drosophila hydei spermatocyte, 
visualization 1302 
transcription, role-nuclear RNA, mitosis 
4159 
transcription, 
4165 
transfer, evolution, review 3337 
transfer-Serratia marcescens, use-ribosomal 
protein S2/ribosomal protein S20 
mapping-Escherichia coli K1i2 6209 
translocation, role-bacterial plasmid 
structure, review 6052 
transposition, Escherichia coli, use-phage 
Mu-1 5955 
type C virus, evolution 4840 
vesicular stomatitis virus, transcription 
2018 
Gene(5), 
phage fd protein, binding-DNA, 
phage M13, mRNA, half-life 
Gene(8), 
phage M13, 
Gene(28), 
phage SPO1, 
polymerase 
Gene(32), 
protein, affinity, DNA 934 
- protein, phage T4, binding-phage T2 DNA 4704 
€ene(32)protein, 
phage 14, control-nuclease activity 3209 
phage T4, effect on RNA biosynthesis/poly (A) 
biosynthesis 2702 
phage T4&, interaction-DNA, UV-irradiation, 
effect on thymine dimer 5272 
phage T4&, model-DNA biosynthesis contrel 
2163 
phage T4&, properties 1693 
staining-polynucleotide, use gene mapping 
935 
Gene(42), 
phage T4, function 
Gene(43), 
phage 14 mutant, induction-DNA polymerase, 
energy-dependent activation 2332 
Gene(46), 


5957 


vesicular stomatitis virus 


evidence 4202 


3046 


mRNA, half-life 3046 


subunit-Bacillus subtilis RNA 
2779 


3151 


phage T4, role-chromosome recombination 6528 
Gene (49) 
phage $4, functien, DNA 
characterization/strueture 5453 
phage 14, function, DNA 
isolation/characterizatien 5452 
phage 14, mutation, suppression 2159 2160 


Gene(59), 
mutation (amber), suppression-phage T4D, 
mutation (das) 414 
phage T4D mutant, DNA 
biosynthesis/recombination 
Gene aaplificatien, 
secietue rossius, midgut/Malpighian tubules 
barley stripe mosaic virus RNA 4096 
Calliphora erythrocephala/Drosophila 
hydef/Sarcophaga barbata ovary 1638 


delta-crystallin, chick embryo lens, duri4 
differentiation 5463 Stauth 


DNA homogeneity, eukaryote 


1543 


4853 


Gene arnplificatien(Contd), 
rRNA, Oncopeltus fasciatus ovary, absence 
948 
rRNA, ovary, Chrysopa perla/Laspeyresia 
pomonella/Columba Livia/Fringilla coelebs 
2220 
rRNA, Xenopus Laevis 882 
rolling circle, Xenopus Laevis oocyte, review 
1776 
Gene(A), 
phage phix174 mutant, 
3781 
phage phix174 mutant, pleiotropism 
phage phix174, role-DNA biosynthesis 
product, role-single-stranded DNA 
biosynthesis, phage phix174 5993 


induction/isolation 


3156 
3718 


product, SV40, stimulation-thymidine kinase 
activity 6672 

protein, characterization/isolation, phage 

phix174 DNA 5953 
Gene(Ala 32), 

replication, L5178Y cell, cell cycle 478 
Gene(Caap), 

Escherichia coli, translocation 3802 


Gene(B), 


protein, mutant, effect on replicative form 


DNA biosynthesis, phage S13 4833 
Gene(c1), 
product binding-DNA, phage Lambda 
5841 :, 
protein, phage P22, 
sensitivity-UV-irradiation 3207 


regulation, phage P22 Llysis/lysogeny, effect 
of Salmonella typhimurium 469 

Gene(c3), 
regulation, phage P22 Llysis/Lysogeny, effect 
of Salmonella typhimurium 

Gene (pd) 
protein, phage phix174, 


_ _ purification/properties 3154 
asng ana), pie tal if tect tn Pddegso ls A0e ee 
tWansfer-colicinogenic factor E1 containing 


Escherichia col# 
Gene(dnad), 
mutation, effect on DNA biosynthesis, phage 
M13 infected Escherichia coli 5905 
Gene(dnaG), 
role-DNA biosynthesis, phage M13 infected 
Escherichia coli 5906 
role-repsir, gamma-irradiation, Escherichia 
coli 3741 
Gene(dnaz), 
protein, Escherichia coli, role-BNA 
biosynthesis 3714 
Genelexr), 
effect on phage T4& DNA 
transfection-Escherichis coli 
Gene(Fv-1), 


4844 


2208 


effect en murine Leukaemia virus provirus 
ONA, integratien-mouse cell 5375 
Gene(gag), 
Sequence, C-type virus 5758 
Gene(W), 
Escherichia coli, role-phage Lambda DNA 
injection 2701 
Genelilw), 
hybridization, Bacillus species 2707 
phage phi80, mRNA, detection 2046 


GeneCine), 
effect on immunity against superinfection, 


phage 14, infection, Escherichia coli 1623 
Gene(Ir), 

control-antigen induction-Lymphocyte 

activation, alloantiserum suppression 799 


Gene(lac), 
Escherichia coli, transposition, 


‘ES haan Lenni use-phage Lambda/phage Mu 


Gene(lambda), 
immunoglobulin cytoplasm DNA, 


Pe EES oe Riba Ie myeloma RPC-20 
474 
Gene(lambda repressor), 


transcription, autogenous control 1591 
Gene(leu), 
hybridization, Bacillus species 2707 


Gene (lexA), 
effect on DNA biosynthesis/repair, 
Escherichia coli K12 mutant 1496 
Gene(N), 
phage lambda, 
Gene(O), 
phage lambda, 
Gene(P), 
phage lambda, 
Gene(polA), 
effect on phage T4 DNA 
transfection-Escherichia coli 
Gene(recA), 
effect on phage TS DNA 
transfection-Escherichia coli 
Gene(recB), 
effect on phage T& DNA 
transfection-Escherichia coli 2208 
product, effect on DNA biosynthesis/DNA 
strand breakage/degradation, Escherichia 
cols 5924 
Gene(recF), 
effect on DNA biosynthesis/repair, 
Escherichia coli K12 mutant 1496 
Gene(rel), 
Escherichia coli, effect on phage R23 RNA 
biosynthesis 2022 
Gene(rII), 


comparison-phage P22 gene 2205 


inactivation-host tRNA 5777 


inactivation-host tRNA 5777 
2208 


2208 


role-DNA Ligase activity, phage T4 5570 
Gene(rRNA), 
see rRNA gene 
Gene(s), 
" @etfect on immunity against supérinfettion, — 
phage T4, infection, Escherichia coli 1623 
Gene(suA), 
Escherichia coli, mutation, effect on 
termination factor rho 1291 
Genetic code, 
cytochrome c seauence 927 
degeneracy 3206 
evolution 488 
evolution, relationship-protamine/histone 
sequence 4831 


protein entropy 928 
Genetic engineering, 
cloning, plasmid RP4 mutant 2207 
Drosophila melanogaster, transforming DNA 
3228 
Genetic mapping, 
Escherichia coli-mutation, RNase 


IlI-deficiency 465 
Genetics, 
bacteria, review 3338 


_ ONA tumour virus, review 9 
mouse, review 1055 
Keroderma pigmentosum, review 
Gene(transforming), 
avian sarcoma virus, occurrence-avian DNA 
2706 
Gene(tramA), 
role in uridine (5-methyl) biosynthesis, 
Escherichia coli tRNA 118 
GeneluvrA), 
product, role-DNA repair, Escherichia coli 
363 
Gene(uvrB), 
product, role-DNA repair, Escherichia coli 
; 363 
- Gene(V), 
Escherichia coli, role-phage lambda DNA 


injection 2701 


1045 


Gene(V) (Contd), 


protein, phage f1, role-DNA biosynthesis 


2157 
Genome, 
activity, eukaryote, regulation-nonhistone 
protein 6584 
aceroy ss 12-infected KB cell, transcription 
adenovirus type 2, hybridization-mRNA 5157 
_analysis, role-DNA assay, polyoma virus 
transformed cell 4184 
avian sarcoma virus, binding-tRNA Trp, 
nucleotide sequence 5668 
Chironomus thummi, characterization 866 


Chlamydomonas reinhardi, nuclear/chloroplast, 
complexity 2215 
cytomegalovirus, persistence, 
cell Line 936 
defective influenza virus, 
Dictylostelium discoideum, 
4231 
DNA, analysis, human 5342 
DNA/RNA content, cryptopolyploidy 5239 
double-stranded RNA,.maize wallaby ear virus, 
separation-electrophoresis 6279 
Epstein-Barr virus, association-American 
Burkitt's lymphoma 3793 
equine arteritis virus, physical properties 
1962 
Escherichia coli, 
plasmid DNA 1613 
Euglena gracilis chloroplast, 
2713 2714 
eukaryote, DNA secondary structure, electron 
microscopy, use-psoralen (trimethyl) 
cross-linking 5859 
eukaryote, glycoprotein/gqlycosaminoglycan 
components 962 


lymphoblastoid 


structure 3015 
structure analysis 


transformation, hybrid 


transcription 


host, interaction-virus, review 7 
human, DNA, repetitive sequence 5885 
~ “human infantile enteritis virus structure — 
5321 
human, repetitive DNA sequence, organization 
5343 


hybrid, polyoma virus, biosynthesis 2209 
infectious pancreatic necrosis virus, 
structure/physical properties 5752 
KB cell, integration-adenovirus type 2 DNA 

3720 
Kirsten murine sarcoma virus/rat sequence 
1957 

Localization-SV40 RNA 3042 
mapping/integration, phage phi29 infected 
Bacillus subtilis 5951 
mitochondrial, mapping, antibiotic 
resistance, Saccharomyces cerevisiae 5877 

mitochondrial, Saccharomyces cerevisiae, 
mapping 4850 

Moloney murine Leukaemia virus/Moloney murine 
sarcoma virus/reticuloendotheliosis 
virus/visna virus, structure 1967 
Moloney murine sarcoma virus, complementary 
sequences-human Leukaemia poly(A)-containing 


RNA 1276 

mouse mammary tumour virus, RNA sequence 
5757 

mouse, rRNA gene localization 5968 


nuclear, role-control-mitochondrial DNA 
content, Saccharomyces cerevisiae 4683 

phage Lambda, integration-host, 

Veta 2 Bhd bald 5367 

phage PBV-1, occurrence-Penicillium 
brevicompactum mycelium 5956 

phage phi29/phage phii5, restriction 
endonuclease analysis 3665 

plasmid, structure analysis, use-restriction 
endonuclease 6412 

reovirus defective/temperature-sensitive 


mutant, transcription, control 3014 


~ 95 


Ge 


Ge 


Ge 


Ge 


nome(Contd), 
RNA analysis, 
virus 4615 
RNA, sequence 


4618 


RNA, structure determination, 


6272 


Saccharomyces cerevisiae, 


cistron 344 


D’ Aguilar virus/Eubenangee 


, comparison-progressive 
pneumonia virus/maedi vwirus/visna virus 


distribution-RNA 5S 


sarcoma, elimination-moloney murine sarcoma 
virus-transformed cell 3798 
sequence organization, human 2621 


sequence organization, wheat, 


hybridization 645 
sequence, relationship-nuclear RNA 


biosynthesis 
sequence/size 


, Dictyostelium discoideum 


, aden 


5 


ovirus 5871 


size, relationship-mutation rate 
Staphylococcus aureus, transformat 
structure, comparison-D’Aguilar 
virus/Eubenangee virus 5755 
structure, effect of immunization, 
hybridization, mou 
Sv40, containing phage lambda operator, 


formation 3 


SV40, DNA replication origin, 


Grell lisem "4:2/6)5) 


119 


se spleen 5884 


489 
ion 


DNA 


use-oat DNA 


471 


/RNA 


propagation-Cv1 


Sv40, intearation-Chinese hamster cell, 


eftect of «se 


rum 2 


704 


SV49, lLocation-Haemoohilus 
influenzae/Haemophilus parainfluenzae 
restriction endonuclease fragment 

vity, chromatin structure 


transcription 
3853 
nome (M), 


» Gt 


herpesvirus saimiri, DNA structure 
Geodia cydonium, 
effect on DNA biosynthesis/RNA 
biosynthesis/protein biosynthesis 


agareaation, 


rbil, 


brain, RNA biosynthesis/protein 
biosynthesis/lLipid biosynthesis, effect of 
ischaemia 5225 


rmination, 


Allomyces arbuscula zoospore, RNA 


biosynthesis 


2997 


Bacillus cereus, en 
shock/inosine/adenosine 84 
Bacillus subtilis temperature-sensitive 
mutant, RNA biosynthesis during 
cotton seed, poly(A)-containing mRNA, 
storage/metabolism 
Glycine max, tRNA aminoacylation, 
characterization 
Gossypium barbadense radicle, nuclear DNA 
biosynthesis, mechanism 6463 
Gossypium barbadense, TTP pool/DNA 


biosynthesis 


2150 


dospore, role-h 


772 
4024 


Haplopappus gracilis, effect of 
fusicoccin/gibberellic acid 3736 

Hordeum vulgare, DNA biosynthesis 

Neurospora crassa conidia, genetics, review 


3340 


Neurospora crassa conidia, poly 
(A)-containing RNA biosynthesis 

Neurospora crassa, conidia, tRNA Phe 

Pisum sativum, DNA biosynthesis/RNA 


biosynthesis 


2154 


14 


53 


ake 


eat 


221 


410 


2520 


Pisum sativum, DNA polymerase activity 
Ricinus communis, stimulat ion-RNA 
biosynthesis, gamma-irradiation 
Triticum aestivum, rRNA/MRNA trenscription 


2007 


wheat embryo, distribut ion-mRNA, 
relationship-informosome 5148 
roospore, Blastoelediella ramosa, RNA 


96 


biesynthes is 


3006 


1318 


47 


15 


89 


127 


2152 


4733 


Gestation, : j 
human placental Lactogen/human chorionic 
gonadotrophin biosynthesis, 
polyribosome/mRNA activity 4036 
human placental lactogen mRNA biosynthesis 
1998 


influenza virus Gibberellic acid, 


effect on alpha-amylase mRNA, Hordeum vulaare 
aleurone layer 2554 
effect on DNA biosynthesis, Helianthus 2nnuus 
during transition-flowerina 2465 
effect on DNA biosynthesis/2NA biosynthesis, 
during fertilization, 7ea mays 4274 
effect on aermination/DNA biosynthesis, 
Haplopappus gracilis %3736 
effect on rRNA biosynthesis/methylation, Zea 
mays 3033 
effect on r&NA biosynthesis/methylation, Ze? 
mays seed 2555 
induction-elonastion, Avena, effect of 
pyrimidine methanol 1122 
stimulation-mRNA biosynthesis, Zea mays 5208 
Gibberellin, 
etfect on DNA biosynthesis/cell cycle, 
Hordeum vulgare 5421 
effect on DNA biosynthesis, plant 2669 
effect on DNA biosynthesis/RNA biosynthesis, 
leukocyte 2926 
sensitive Zea mays, RNA biosynthesis, effect 
of AMP (cyclic) 2042 
Gibbon ape lymphoma virus, 
ONA polymerase, transcription, RNA 70S 780 
Giemsa, 
differential stainina, sister chromatid 1374 
differential staining-thionin, sister 
chromatid 1678 
staining-human chromosome, DNA biosynthesis, 
fibroblast/amniotic fluid 12784 
Ginseng, 
effect on ribosome/endoplasmic reticulum 17° 
€ttal cell, we ser J ‘ 
human, initiation-DNA biosynthesis, effect of 
growth hormone 3174 
Glioblastoma, 
induced, satellite DNA 
lLocalization-chromosome 5256 
Glioma, 
cell, nucleus, protein kinase, properties 
Ave 
cell, rat, 5*-nucleotidase, 
kinetics/localization 5568 
uridine(5-fluorodeoxy)-resistant, 
5*=-nucleotidase activity 3971 
Globin, 
biosynthesis, reticulocyte, haemin 
control-translation repressor 1192 
biosynthesis, mRNA assay, human 
beta-thalassaemia 5146 
gene, activation/inactivation 951 
gene, chick embryo, activation, Rous sarcoma 
virus 940 
gene, erythroid cell, transcription 1314 
gene expression, chicken 596? 
gene, number, cytoplasmic DNA 2228 
gene, pigeon, isolation 4192 
pe plasmid containing, cloning 
gene, sequence, comparison=baboon/human 4739 
gene, transcription, control 773 4126 
ribonucleoprotein (messenger), duck/rabbit, 
isolation-chromatography (affinity) 3848 ~ 
ribonucleoprotein (messenger), reticulocyte, 
isolation 960 
@RWA, accumulation, role-erythropoesis, 
review 5582 
@RHA, activity-erythroleukaemia, effect of 
interferon 2572 
@RWA, assay, thalassaemia 5145 


@RWA, assay, use-rat Liver cell-free s 
6243 i ee 


Globin(Contd), 
MRNA, binding-reticulocyte ribosome 6239 
mRNA, binding-ribosome, dependence-ATP, 
Artemia salina 5727 

mRNA, biosynthesis-complementary RNA, RNA 
replicase Qbet3a 4946 

mRNA, biosynthesis, erythroblast, effect 
of-erythropoietin 25° 

MRNA, biosynthesis, phage @ beta RNA 
replicase 1982 

mRNA, complementary DNA, 

MRNA, deficient, 

mRNA, detection, 
use-hybridization-complementary DNA 

MRNA, effect of age 2573 

mRNA, fate-poly (A) reaion, mouse 

MRNA, hybridization-DNA 41C2 

MRNA, hybridization-double-stranded RNA 

MRNA, initiation-translation, rabbit bone 
marrow erythroid cell 5696 

mRNA, Lacking poly(A), degradation, 
laevis oocyte 1370 

MRNA, mascert, cell-free system 
transcript ion-mammalian chromatin 

MRNA, poly(A) addition, 
Poe 


heterogeneity 
thalassaemia 5147 


6411 


5136 
6287 


4101 


Xenopus 


1313 

effect on stability 

mRNA, poly(A)-containing, 5*-terminal 
structure 4100 

MRNA precursor, detection/size/physical 
properties 6262 


MRNA, reticulecyte, purificatien 3499 

mRNA, ribosome 80S/ribosomal subunit 40S 
pretected, seauence 6291 

MRNA, Seauence-chicken erythroblast 
ribonucleoprotein 2571 

mRNA, sequence, comparison-rabbit erythrocyte 
double-stranded RNA 6292 


MRNA, stability, effect of poly(A) content 
3599 
mRNA, stability, role-poly (A) sequence 814 
~ wRAA, translation, dependénce-rabbit = ~— 
reticulocyte initiation factor IF-3, 
Crithtdia fasciculata cell-free system 6235 


mRNA, translation, effect of creatine 
phosphate/ATP/GTP 283 

RNA translation, inhibition-lymphocyte RWA 
4172 

mRNA, transport pattern, embryo erythrocyte 
4173 


synthesis, erythrocyte, regulation-RWNA 
biosynthesis 4550 


translation, effect of ribonucleoprotein 


(messenger), in vitro 5697 
alpha-Glebin, 
cytoplasmic mRNA, origin, rabbit reticulocyte 
5142 


gene expression, erythroleukaemia 
differentiation 1648 

gene, human, segregation-beta-globin gene 

3817 

MRNA, association-increase beta-haemoglobin 
biosynthesis, foetus 2574 

mRNA content/translation during thalasaemia 

5738 
mRNA, molecular weight determination 
beta-Globin, 

biosynthesis during beta-thalassaemia, 
defective translation, relationship-mRNA 
stability 5097 

biosynthesis during beta-thalassaemia 
(Ferrara), defective mRNA translation 

biosynthesis, regulation during 
beta-thalassaemia 5095 

gene, deletion, hereditary persistence of 
foetel haemoglobin 477 

gene expressien, erythroleukaemia 
differentiation 1648 

gene, human, segregation-alpha-globin gene 
3817 

gene, occurrence-beta thalassaemia 


6260 


5098 


1649 


~ “tncorporat{on, DWA~ 308 


beta-Globin(Contd), 
gene seauence, insertion-Escherichia coli 
plasmid 943 
MRNA, human, Z2*-terminal sequence 1286 
mRNA, molecular weight determination 6260 
MRNA, nucleotide sequence 4601 
gamma-Globin, 
mRNA, association-increase beta-haemoglobin 
biosynthesis, foetus 2574 
alpha-Globulin, 
MRNA, effect of oestrogen/androgen, 
4652 
MRNA, rate-biosynthesis, during 
erythropoiesis 4645 
mRNA, translation, regulation-thyroxine 
beta-6lobulin, 
MRNA, rate-biosynthesis, during 
erythropofesis 4645 
gamma-Glebulin, 


rat liver 


4171 


methylated, conjugation-RWA, tolerance 
induction 1665 
élucagon, 


effect on Liver ribosomal protein S6 
phosphorylation 2937 
Glucocorticoid, 
effect on RNase II activity, 
4922 
interaction-mammary tumour virus DNA, 
on RNA biosynthesis 5832 
sensitive, histone, identification, mouse 
fibroblast nucleus 5487 
Glucocorticoid hormone receptor, 
distribution-chromatin %869 
Glucocorticoid receptor complex, 
hepatoma, interaction-nucleus/chromatin/DNA 
2764 
muclear acceptor 1713 
B-Gluconic acid hydrazide, 
interaction-cytidine 3372 
Glucosamine 


skeletal muscle 


effect 


inhibition-avian sarcoma virus replication 
4667 


Glucose, 
metabolism, human skeletal muscle, 


relationship-RNA content/enzyme activity 


2533 
transport, 3173 cells, suspension/monolayer 
culture 1101 


Glucose-6-phosphate dehydrogenese, 
eukaryote, effect of uridine(S-bromodeoxy) 
3386 
alpha-Glucosyltransferase, 
mRNA, phage T4, physical properties 
Glutamate, 
incorporation-brain tRNA 
Glutamic acid, 
polycation derivative, effect on poly 
induction-viral resistance 5055 
transformation, tRNA (aminoacyl) 
Glutamine, 
cognate codon, haemoglobin mRNA 
effect on uridine (6-aza) 
inhibition-Newcastle disease wirus 
replication 5928 
incorporation-brain tRNA 132 
transformation, tRNA (Caminoacyl) 1493 
Glutamine phosphoribosylpyropkosphate 
amidotransferase, 
activity, hepatoma, 
imbalance 1800 
Glutamine synthetase, 
jinduction-hydrocortisone-mediated gene 
expression requlation, embryo nerval retina 
949 
WRNA, purification, translation, 
hydrocortisone 3045 
Glutathione, 
role-ribonucleoside diphosphate reductase, 
hydrogen donor, Escherichia coli 5575 


oF 


197 
132 

CLC) 
140 


Ucar) 


141 


purine metabolism 


effect of 


Glutathione reductase, 
activity, brain, effect of riboflavin 
Glutathione(oxidized), 
depletion, inhibition-peptide chain 
inittation 1239 
6lutathione(selenodi), 
interaction-elonaation factor EF2, protein 
biosynthesis inhibition 1241 
Glycera dibranchiata, 
erythrocyte, RNA biosynthesis/protein 
biosynthesis 3002 
Glyceraldehyde, 
degradation-DNA 
Glycerol, 
effect on DNA polymerase subunit release, 
avian myeloblastosis virus 554% 
effect on RNA biosynthesis, Lymnaea embryo 
4155 
inhibition-RNA polymerase II, 
1744 
Glycine, 
aminomethylol derivative, 
immunogenicity 5471 
codon, mRNA, relationship-isoaccepting tRNA 
content 3429 
incorporation, 
transcript ion, 
Glycine max, 
germination, tRNA aminoacylation, 
characterization 4024 
hypocotyl chromatin, RNA polymerase I/RNA 
polymerase II, effect of auxin 6024 
hypocotyl nucleolus, lLocalization-RNA 
polymerase I 6642 
poly(A)-containing RNA, 
occurrence/distribution 
RNA polymerase I, 
ourification/characterization 
RNA polymerase I, 
2783 
Seed, content-DNAJRNA/protein/amino acid, — 
during development 6257 
Glycogen, 
metatolism, Shigella sonnei-infected 
macrophage 2560 
Glycogen phosphorylase, 
rabbit skeletal muscle, 


266 


5268 


mouse hepatoma 


modification-DNA, 


protein, rel2tionship-RNA 
hepatoma (PC-1) 6321 


1943 


2325 
reaulation-transcription 


activation site 


probe, use-AMP (1,N*6-etheno) /AMP 
(1,N*6-etheno-2'-deoxy) 5649 
Glycolysis, 
Escherichia coli energy-uncoupled mutant 
si oS 
Glycoprotein, 


components, eukaryote genome 
Glycosaminoglycan, 
biosynthesis, effect of 
uridine(5-bromo-z'-deoxy), 
3969 
comoonents, eukaryote genome 
inhibition-RNA polymerase/DNA 


962 


chick embryo 


962 


polymerase/reverse transcriptase 4404 
N-Glycosidase, 
Bacillus subtilis, degradation-phage PBS2 DNA 
5973 


6lycosidic bond, 
effect on circular dichroism-pyrimidine 
nucleoside/purine nucleoside 5020 
nucleoside/nucleotide, lenath 10697 
Glyoxal, 
complex formation-adenine, 
mays/Robinia pseudo-acacia 
interaction-phage S+*D DNA, 
magnesium ion/sodium jon 
GMP, 
cadmium complex, X-ray crystallography 
complex-platinum, NMR 1117 
condensation, ethyl levolinate 
conformation 1824 
copper complex, structure 


ONA assay, 

5252 
effect of 
5271 


Zea 


4496 
640 


2889 


98 


GMP (Contd), 


incorporation-cerebral cortex, effect of GTP 


1836 4 
N-bridgehead analogues, synthesis 2890 
NMR 2888 . d 
oxidation aromatic reductone, cupric 10n 


catalysis 611 
solution, determination-relexation time 
dGAP, 
complex-actinomycin D, 
flexibility 3977 
GMP (3-deaza), 
synthesis 2847 
GMP (N*2,Ne2-dimethyl), 
isolation, S'-nucleotidase resistant, 
venom 4499 
GMP (7-methyl), 
inhibition-initiation complex formation 
inhibition-protein biosynthesis 
1925 
inhibition-mRNA translation, 
specificity-5'-terminal GTP 
role-GMP(7-methyl) 
factor IF-M3, 
GMP (cyclic), 
content-mammalian cell, 
440 
effect on RNA biosynthesis, 
mitochondria 2559 
effect on RNA polymerase I/RNA polymerase II, 
Lymphocyte 571 
induction-TMP synthetase, Tetrahymena 
pyriformis 2345 
regulation, DNA biosynthesis, 
401 
sep3ration, polyethyleneimine cellulose 
chromatoaraphy(thin layer) 12828 
Goat pox virus, 
characterization 
Gonadotrophin, 


see also specific hormones 
S, 


6115 


NMR 641 


snake 


2479 
initiation 


HeLa cell, 
(7-methyl) 
recognition-initiation 
eukaryote 4068 


6126 


effect of croton oil 


Vigna sinensis 


lymphoid cell 


3645 


induction-steroidoagenesi 
3039 
Goose, 
histone HS, N-terminal amino acid sequence, 
comparison-chicken/auail/duck/pigeon 5486 
Gossypium, 
DNA content, relationship-evolution 
Gossypium barbadense, 
germination, TTP pool/DNA biosynthesis 215C 
radicle, nuclear DNA biosynthesis, mechanism 
during germination 6463 
Gossypium hirsutum, 
DNA characterization, 
Gougerotin, 
inhibition-protein biosynthesis, mechanism 
2492 
novel synthesis 
Gout, 
effect on adenosine kinase activity, 
erythrocyte 3934 
fibroblast mutant phosphoribosylpyrophosphate 
synthetase 616 
serum/urine content-uric acid, effect of 
purine 32360 
Gramicidin, 
mechanism of action 
Grana, 
Pisum sativum, formation, chloroplast 
membrane association-polyribosome 1201 
Granaticin, ; 
effect on Pacillus subtilis tRNAClLeucyl) 
synthetase 1179 


strinaent control-RNA biosynthesis, Racillus 
subtalis’, 1335 


role-mitochondria 


5254 


embryogenesis 3139 


627 


304 


Granulocyte, GTP(Contd), 


DNA polymerase activity, effect of radioactivity, determination-RNA polymerase 
1,3-bis2-chloroethyl-1-nitrosourea/ 2497 
1,2-chloroethyl-3-cyclohexyl-1-nitrosourea/ regulation-initiation complex tormation 6232 
1,2-chloroethyl-3-trans-4-methyl-cyclohexyl- dGTP, 
nitrosourea 3316 activity, catalysis-Escherichia coli 

human, RNase, properties 3882 elonaation factor EF-Tu/initiation factor 

Granulosis virus, IF=2 4938 

Heliothis armigera, double-stranded DNA 2495 affinity adsorbent containing, 

Grapevine fanleaf virus, complex-Sepharose, isolation-ribonucleotide 

RNA, physical properties 6280 reductase Lactobacillus leichmannii 1038 

Growth, interaction-elongation factor EF G 3482 
effect on DNA biosynthesis, Euglena gracilis d6TP(3"-amino), 
chloroplast 5426 interaction-elongation factor G 3482 
effect on DNA/RNA/protein content, chromatin GTPase, 
4687 ribosomal subunit 40S, eukaryote, 

effect on ribosomal subunit 40S/ribosomal inhibitfion-fusidic acid 167 
subunit 60S biosynthesis, transformed cell ribosome, Artemia salina, inhibition-fusidic 
culture 4571 acid 183 

effect on RNA polymerase A/RNA polymerase B ribosome-dependent, isolation-Saccharomyces 
content/stability, rat liver 4416 cerevisiae 1941 

inhibition-thialysine, Salmonella typhimurium Guanidine, 

4535 effect on RNA biosynthesis, poliovirus 
Growth hormone, infected Hela cell 5197 

effect on DNA biosynthesis, sge-rat 3175 inhibition-RNA biosynthesis, tobacco mosaic 

effect on initiation-DNA biosynthesis, human virus 5791 
glial celt 3174 Guanidine hydrochloride, 

effect on insulin content/RNA biosynthesis, denaturation-RNase A, kinetics-refolding 
Islets of Langerhans 2060 4915 

effect on protein phosphorylation, liver isolation-DONA 2077 
chromatin 1714 Guanidiniua-caesius chloride, 

MRNA, translation 2963 fractionation-RNA/DNA 831 

Growth regulator, Guanidinium hydrechleride, 

effect on RNA biosynthesis/protein RWase A, transfer free energy 4381 
biosynthesis, potato tuber meristem 1338 Guanine, 

GTP, containing oligonucleotide, sequence 

analogues, synthesis/effect on determination, use-kethoxal + RNase U2 5049 
ribosome/elongation factor EFG activity dinucleotide, interaction-zinc ion, circular 

1937 dichroism 6148 
binding-beta-adrenergic receptor 3981 = = effect on DNA structure 2615 | 
~~ bindIng site-adenylyl cyclase, analysis, “effect on flower Ing, Lufta acutangula 5605 }#~© 
pigeon erythrocyte 6127 effect on heterogeneous conformat ion-t&NA 
binding site, elongation. factor EFG 1240 6164 
binding-tubulin, role-microtubule formation effect on inosine biosynthesis, Bacillus 
5039 subtilis mutant 3385 
complex formation-initiation factor IF=-3 effect on Tribolium confusum development 
2956 3578 

content, herpes simplex virus mutant infected incorporation-tRNA, itdentification-tRNA Asn, 
BHK C13 cell 3400 reticulocyte 6168 

content, herpes simplex virus type 1 infected interaction-malondialdehyde 3247 
BHK C93 cell 3399 methylated derivative, synthesis, 

dephosphorylation, effect of copper ions conformation 4461 

1114 methylation, Syrian golden hamster DNA, 

dephosphorylation, effect of manganese dimethylnitroseamine 5916 
ion/nickel fon/zinc jon 3392 opticel properties 25 

effect on adenyl cyclase, chick kidney 5650 oxidation-aromatic reductone, cupric ion 

effect on globin mRNA translation 283 catalysis 611 

effect on GMP incorporation, cerebral cortex photochemistry 3950 

1836 specific, DNA repeir, 

effect on reticulocyte protein biosynthesis N-methyl-N'-nitro-N-nitrosoguanidine-treated 
fnhibition 3486 mouse skin 6481 

effect on tRNA (Caminoacyl) synthetase synthesis, use-phenylazomalonic acid 6059 

‘ stebility 2450 transport, Chlorella fusca, control-ammonium 

effect on translation repressor formation 34 
688 transport, Neurospora crassa 36 

heart, specific Labelling 1823 use-DNA/nucleotide biosynthesis, diet 4753 

hydrolysts, elongation factor G-dependent, Guanine (8-aza), 
ribosomal subunit 30S activity 1936 effect on DNA biosynthesis/RNA biosynthesis, 

hydrolysis, elongation factor G-dependent, - cold treated Triticum aestivum embryo 1217 
role, Escherichia coli ribosomal protein L11 effect on Triticum aestivum vernalization 

721 1076 

hydrolysis site, ribosomal subunit 60S, Guanine (8-aza-), 
abrin/ricin inhibition 1223 effect on growth, Anabaena doliolum 617 

interaction-tubulin during polymerization Guanine(3-deaze), 
69110 synthesis 2847 

isolation-Brevibacterium ammonyagenes, Guanine (9-methyl), 
identification 6114 complex-copper sulphate, crystal structure 

pool, effect of vitamin B12, Euglena gracilis 2817 ; 

4495 DNA, excision-repair, Liver, effect of 
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1568 
4718 


Nemethyl-N-nitrosourea 
occurrence-phage DDVI DNA 
Guanine(6-thio), 


incorporation, DNA, mutagenicity 1435 
Guanine arabinoside, 
activity-antiviral agent 2867 
derivative, synthesis, biological activity 
4476 
Guanine imidodiphosphate, 
bindina-beta-adrenerqgic receptor 3981 


Guanosine, 

analysis, cadmium ions/copper ions/mercury 
jons/zinc ions probe 1802 

bindino-RNase T1 6602 

complex-7,12-dimethylbenz(a)anthracene, 
structure 5018 

content-Bacteroides clostridiiformis, 
taxonomy 5326 

content-DNA, relationship-virulence, 
Erysipelothrix rhusiopathiae 6430 

effect on S-phosphoribosyl-1-pyroohosphate 
biosynthesis 61CC 


interaction-diaminotolueneplatinum 6092 
interaction-drug, guinea pia trachea 4994 
metabolism, Dictyostelium discoideum 633 


occurrence-mRNA 5-terminal, 
5174 


oxidation-aromatic reductone, 
catalysis 611 


phosphorylation-cyclopropylmethyl dihydrogen 


insect oocyte 


cupric ion 


phosphate 1085 
phosphorylation, pyropchoschonyl chloride 
3370 


separation, polyethyleneimine cellulose 
chromatography(thin Laver) 1828 
synthesis, AICAR 1091 1092 
Guanos ine (8-aza), 
ribose conformation, 
Guanos ine (1-deaza), 
synthesis 626 2847 
Guanos ine (3-deaza-6-thio), 
synthesis 1804 
Guanos ine (deoxy), 
binding-RNase T1 66C3 
effect on pyrimidine nucleotide metabclism 
5631 
Guanosine (deoxy) polyphosphate, 
synthesis/intéraction-initiation factor 
IFe/elongation factor EF Tu/elonaaticn 
factor SabGsESichemtTehima cco 0) 116 
Guanosineliso), 
synthesis 1093 
Guanosine(7-methyl), 
function-mPNA activity, brome mosaic virus 
Shell Ons 
NMR/IR spnectroscopy 6(97 
occurrence-mRNA 5°-terminal, wheat leaf 4631 
S"-terminal, role-vesicular stomstitis virus 
MRNA translation 5237 
Guanosine(thio-deoxy), 
oharmacoloay, review 2297 
Guanosine pentaphosphate, 
activity, catalysis-Escherichia coli 
elongation factor EF-Tu/initiation factor 


NMR 2961 


Mpa AKeyEse 

biosynthesis, activity, Escherichia coli 
2979 

biosynthesis, Bacillus brevis stringent 
factor “~24it9 


biosynthesis, mammalian cell 93 

biosynthesis, stimulation-Escherichia coli 
ribosomal orotein 4573 

biosynthesis, Streptomyces morookaensis 


purine nucleotide oyrophosphotransferase 
1767 


isolation-Previbacterium ammony3aqenes, 
identification 6114 

purification/luciferin-luciterase assay 1830 

Guanosine 5°,3°-polyphosphate synthetase, 
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purification/properties, Bacillus brevis 
6677 
Guanosine tetraphosphate, ; 
biosynthesis, Bacillus brevis stringent 
factor 2409 
biosynthesis, effect of isoleucine 
starvation, relationship-RNA biosynthesis, 
3T3 cell 6128 
biosynthesis, mammalian cell 93 ; 
biosynthesis, stimulation-Escherichia coli 
ribosomal protein 4573 
content, Escherichia coli, relat ionship-RNA 
biosynthesis/protein biosynthesis 4635 
effect on Escherichia coli, rRNA biosynthesis 
217 
effect on 2NA biosynthesis 1290 
jsoletion-Brevibacterium ammonyagenes, 


identification 6114 { 
metabolism, effect of eneray deficiency 3980 
metabolism, effect of ouinone-tRNA(Leucyl) 


synthetase activity, fscherichia coli 4025 
purification/tuciferin-luciferase assay 1830 
role-strinaent response, Salmonella 

typhimurium 644 
synthesis 1829 

S-Guanosyl-L-homocysteine, 
inhibition-tRNA methylase 2448 
Guanylyl (-3",5'I3Jcytidine, 
RNA fragment, X-ray diffraction 6141 
Guanylyl (-3"°,5'-) guanosine, 
structure/properties 2415 
Guanylyl imidodiphosphate, 
effect on adenyl cyclase, chick kidney 5650 
effect on beta-adreneraic receptor, 
bindina-beta-adreneraic agent, froo 

erythrocyte membrane 5554 
effect on elongation 5652 
effect on ribosome translocation 1245 

Guanylyl-methylene diphosphonate, 
effect on ribosome translocation 1245 

Guerin ascites tumour, a? ett. Sto a 
chromatin, isolation/properties 6570 
chromatin, nucleotide secuence, effect of 

ONase I diaestion 4741 

Guerin epithelioma, 

radiosensitization-DNA, iodoacetamide 2621 
Guerin tumour, 

RNA biosynthesis, comparison-liver 4151 


RNA structure, 
Guinea pig, 
caecum, taenia, ; 
relaxation-ATP/AMP/ADP/adenosin2= 5648 
cell, infected-human cytomegalovirus, 
induction-DNA polymerase 2729 
DNA biosynthesis/RNA biosynthesis during 
encepvhalomyelitis 5935 
hepatoma, immunotherapy, role-immune 
RNA/fibrin fragment 5894 
intestinal mucosa, phosphodiesterase ITI 
purification/activity 4437 
leukaemia, characterization-DNA polymerase 
4428 
oncornavirus, DNA seauence 3112 
oncornavirus RNA characterization, 
CEA) ~SHits2 
pancreas, DNA repair, effect of 
4-hydroxyeminoquinoline 1-oxide 
Pancreas, DNA repair, effect of 
N-nitrosomethylurethane 5409 
skin anticen, use-Neisseria 
gonorrhoese/Neisseria neninoitidis ribosome 
4343 4344 
spermatczo3, protamine analysis, 
compar ison-mouse/rat/rabbit/human 
trachea, 
adenosine/ATP/adenine/ inos ine/guanos ine 
interaction-drug 4994 
Gynura aurantiaca, 
distribution-citrus exocortis 
B55) 


comparison-Liver 4159 


lLeukaemi3 


2747 


4861 


viroid RNA 


Gynura aurant faca(Contd), 
infection-citrus exocortis viroid, effect on 
plasma membrane 3554 
norm2al/citrus exocortis viroid-infected, RNA 
polymerase, properties 3898 


Haem, 
deficiency, inhibition-reticulocyte protein 
biosynthesis, effect of AMP (cyclic) /ATP/GTP 
2486 
Haemagglutinin, 
gene, identification-influenza virus A 4616 
Helix pomatia, effect on DNA biosynthesis, 
lymphocyte 4314 
Haematology, 
activity-adenine/inosine/nucleoside analogue 
2830 
Haematopoiesis, 
liver TMP synthetase/dihydrofolate reductase 


activity durina 4432 
spleen cell, DNA biosynthesis, effect of 
Rauscher Leukaemia virus 4778 


Haemin, 

control-translation repressor, globin 
biosynthesis, reticulocyte 1192 

control-translation repressor, reversal, 
reticulocyte factor 1896 

depletion, inhibition-reptide chain 
initiation 1239 

Haemoglobin, 

biosynthesis, blastoderm, 
regulation 1367 

biosynthesis, reticulocyte, 

L732 

biosynthesis, translation control, 
thalassaemia 5096 

content, erythroblast anaemia 2291 

MRNA, assay, RNA 9S, chick erythroblast/chick 
embryo brain, cytoplasm 4592 

MRNA, effect of periodate + aniline, 
comparison-parathyroid hormone 
mMRNA/satellite tobacco necrosis virus mRNA 


Sbeta-androstane 
DNase inhibition 


during 


5747 
mRNA, glutamine coonate codon 1229 
mRNA, Seauence, rabbit 4737 


beta-Haemoglobin, 
biosynthesis, increase-foetus, 
association-alpha-globin/gamma-globin mRNA 
ratio 2574 
Haemoglobin McKees Rocks, 
structure/termination 
Haemophilus aegyptius, 
restriction endonuclease III, 
cleavage/mappina-SV4G DNA 2110 
restriction endonuclease, marpping-DNA, phage 
$13 3662 
Haemophilus gallinarum, 
restriction endonuclease, 
virus DNA cleavage site 
Haemophilus haemolyticus, 
endonuclease, purification/characterization 
4932 
Haemophilus influenzae, 
ampicillin resistance aqene, 


3428 


mapping-polyoma 
3671 


transmission 


2710 
chromatin methylation, effect on histone 
movement 4899 


DNA degradation-DNase, mechanism 6548 


DNA, effect of hydrazine 4794 

DNA excision-repair, effect of mitomycin C 
2181 

DNase, binding site-linear duplex DNA 6619 


UV-irradiation, DNA repair 765 
beta-lactamase-specific plasmid, 
characterization 3683 


Hdemophilus influenzae(Contd), ‘ 
restriction endonuclease, cleavage-Hordeum 
vulgare/Heordeum bulbosum chromosome 4401 
restriction endonuclease, location, SV40 
genome fragment 1447 
restriction endonuclease, mapping-DNA, phage 
Suid) > 3662 


restriction endonuclease, properties 6623 


transforming DNA, inactivation, proflavine 
845 

transforming DNA, inhibition-irradiation 
S205 

transformina DNA, mutation-UV-irradietion 
4208 

Saks DNA sinale-stranded structure 

2 


Haemophilus influenzae Rd, 
DNase, degradation-duplex Linear DNA, 
mechanism 6549 

Haemophilus parahaemolyticus, 


restriction endonuclease, properties 2213 
Haemophilus parainfluenzae, 
restriction endonuclease, location, SV49 


genome fragment 1447 
restriction endonuclease, 
virus mRNA 4097 
Haemorrhage, 
effect on nuclear RNA biosynthesis/RNA 
molecular weiaht, rat liver 5&0 
Hairpin loop, 
double-stranded mRNA precursor, 
6264 
Half-cystine, 
distribution-ribosomal protein, 
colin 165 
Halobacterium cutirubrum, 
DNA repair 4284 
ribosomal protein, amino acid seouence, 
compar ison-Bacillus 
stearothermophilus/Escherichia coli 4555 
ribosomal protein, chemical properties 4561 
ribosomal protein L12/ribosomal protein S4, 
COOH-terminal seauence 2462 
Halothane, 


mappina-polyoma 


sequence 


Escherichia 


inhibition-DNA biosynthesis 6493 
Hamster, 
see also Chinese hamster, CHO cell, etc. 


adenovirus type 12 transformed, mRNA 
transport, control 4164 

cell, chromosome, 

detect ion-ribonucleoprotein, 
4889 

cell, infected-simian adenovirus SA7, 
detection-DNA-protein complex 4880 

cell, mitochondria, poly (A) containing RNA, 
proverties 5176 


during mitosis 


cell, SV40 transformed, reverse 
transcriptase, purification/properties 6032 
cell, SV40 transformed, reverse 
transcription, purification/properties 4957 


fibroblast/hamster sarcoma virus transformed 
cell culture, DNA-binding protein, 
Ssynchronization=-synthesis 6583 
fibrosarcoma, cytidine(5-aza) treated tRNA, 
effect on orotein biosynthesis, cell-free 
system 4C60 

herpes simplex virus type 2 transformed cell 
line, DNA sequence, hybridization kinetics 
5314 

hybrid-human, rRNA maturation, 
complementation 1994 

ribosome, RNA 28S dimerization, 
role-5’-terminal 7466 

SV40 infected cell, DNA excision-repeir 5397 

trachea oraan culture, infection-Mycoplasma 
pneumoniae, effect on RNA 


biosynthesis/protein biosynthesis 5226 
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Hamster cell, ’ 
transformed, detection-herpes simplex virus 
type 2 DNA 4680 
Wemster kidney cell, i 
transformation, BK papovavirus DNA 1601 
Hamster leukaemia virus, 
RWA, nucleotide sequence 746 
Heeaster sarcoma virus, : 
transformed cell culture/hamster fibroblast, 
DNA-binding protein, 
synchronization-synthesis 6583 
Heplopappus gracilis, 
OWA replication, lLocalization-nuclear 
membrane 4260 
germination/DNA biosynthesis, effect of 
fusicoccin/gibberellic acid 3736 
Harringtonine, 
inhibition-protein biosynthesis initiation 
725 
HCG, 
biosynthesis, polyribosome/mRNA activity, 
gestation 4036 
effect on DNA biosynthesis/DNA polymerase/RNA 
polymerase activity, hypophysectomy 4951 
- effect on RNA biosynthesis, Xenopus Laevis 
oocyte 2550 
induction-steroidogenesis, testis, 
dependence-RNA biosynthesis/protein 
biosynthesis 1333 
Drench embryo, tRNA isoaccepting species 2440 
human, content-DNA/myofibril 
ATPase/hydroxyproline 3620 
human, DNA content, effect of age 3071 
marmmal/bird, content-polyamine/DNA/RNA 


3619 

mouse, DNA structure, during senescence 
5339 

muscle, DNA biosynthesis, inhibit ion-NAD 
2196 


~ nonhistone protein phosbhorylation 2287 
nucleotide, specific labelling 1823 
nucleus, occurrence-poly 
CADP-ribose)/ADP-ribose protein derivative 
5043 
rabbit AMP deaminase activity, regulation 
44462 
rabbit, DNA content during ischaemia 6352 
rabbit, nucleotide turnover, rate 6129 
rat, 5°-nucleotidase, detection 599 
rat, RNA biosynthesis, effect of hypoxia 
5798 
Neat sheck, 
effect on DNA biosynthesis, Tetrahymena 
pyriformis 374 
effect on RNA 5S biosynthesis, Drosophila 
melanogaster 224 
Sp piped Aaa cereus endospore germination 
WelLa cell, 
adenovirus type 2 infected, 
characterization-transcription complex 5195 
aflatoxin B1 treated, relationship-UTP 
metabolism/RNA biosynthesis 4148 
cell cycle, thymidine transport 2880 
cell-free system, protein biosynthesis 
initiation activity 1238 
chromatin, structure 5483 
chromatin subunit histone composition 6574 
content-ribonucleoside triphosphate, 
determination, use-RNA polymerase 4503 
cytoplasm, low molecular weight RNA, 
Properties 2534 
cytoplasm, poly(ADP-ribose) polymerase 
activity, cell cycle 595 
DNA-binding protein, binding-DNA/poly (U), 
specificity 5499 
DNA biosynthesis, circadian rhythm 895 


DNA biosynthesis, effect of ultrasound 432C 
4823 
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HeLa cell (Contd), 


DNA biosynthesis, inhibition-CTP 
(arabinoside) 5914 ‘ 

DNA biosynthesis, inhibition-endometrium 
extract 392 ‘ 2 
DNA biosynthesis, inhibition, X-irradiation 

induction 2678 
DNA biosynthesis, ; 
X-irradiation-induction-deficiency, 
age-dependence 391 
DNA biosynthesis, 
mechanism-inhibition-X-irradiation 4894 
DNA biosynthesis/RNA biosynthesis/protein 
biosynthesis, inhibition-lead chloride 3202 
DNA biosynthesis, role-RNA template 4756 
DNA biosynthesis, thymine nucleotide pool, 
compartmentalization 1525 
DNA containing nucleosome, 
isolation/characterization 6368 
DNA-interchromosomal fibre 354 
DNA Ligase, properties, effect of vaccinia 
virus/herpesvirus infection 6944 
DNA polymerase activity 587 
DNA polymerase alpha, binding-blue dextran 
1763 
DNA polymerase gamma, purification/properties 
6667 
DNase II, induction-prednisolone 
metasulphobenzoate 6621 
effect of Amaryllidaceae alkaloid-protein 
biosynthesis/DNA biosynthesis/RNA 
biosynthesis 3204 
effect of putrescine diacridine/spermine 
diacridine/spermidine diacridine 2035 
fusion, chick embryo erythrocyte, DNA 
biosynthesis induction 393 
herpes simplex virus-induced thymidine 
(deoxy) kinase, 
purification/characterization 3935 
histone gene transcription, 
activation-nonhistone protein 2767 
histone gene, transcription, activation-S 
phage nonhistone protein 5229 
histone mRNA transcription, 
inhibition-nonhistone protein/histone 5228 
infected-adenovirus type 7, 
transfer-DNA-nucleus 2171 
infected-vaccinia virus, DNA replication 
5383 
infection-adenovirus, RNA polymerase 
(DNA-dependent), purification, properties 
572 
inhibition-DNA biosynthesis, vaccinia virus 
infection 3728 
gamma-irradiation, recombination, DNA, effect 
of caffeine 3753 
mini segregant, isolation/characterization 
730 
mitochondria, DNA polymerase, 
purification/charactertzation 4952 
mitochondria, tRNA specificity 4019 
mitochondria, thymidine kinase isoenzyme 
formation, effect of 
chloramphenicol/cycloheximide 1024 
mitochondrial DNA transcription, symmetry 
2001 
monolayer culture, triticum Labelled 
uridine/adenosine incorporation 1105 
mutant, UVirradiation-sensitive/resistant, 
repair 1523 
normal/gamma-irradiation, DNA biosynthesis, 
effect of caffeine 3193 
need membrane, association-nascent DNA 
nuclear protein, isolation/analysis 6896 
nucleolus, ribosomal protein 
stoichiometry/characterization 4046 
nucleolus, RNA biosynthesis, effect of 


e-mercapto-t(beta-4-pyridethyl benzimidazole 


HeLa cell(Contd), Nelfanthus annuus, : 


nucleus, injection-Xenopus laevis oocyte, during transition-flowering, DNA 
study-transcription control 2536 biosynthesis, effect of gibberellic acid 
nucleus, RNA biosynthesis 2000 2665 ’ 
poliovirus infected, RNA biosynthesis, effect normal/crown gall tumour, ploidy/DNA content 
of aquanidine 5197 2581 
poliovirus infected, mRNA 5°-terminal seed, DNA content 5254 
SSRI effect on protein biosynthesis Helianthus tuberosus, 
z508 mRNA-biosynthesis/cell division-induction, 
poly (A)-containing mRNA, ribonucleoprotein effect of-uracil (fluoro) 797 
comp lex structure/characterizat ion 6296 Heliethis armigera, 
poly (U) isolation, use-poly (A) + methylene nuclear polyhedrosis virus/granulosis 
dianiline derivative 5653 virus/cytoplasmic polyhedrosis virus, 
poly(ADP-ribose) properties 2495 


Be ares AU rae \oee rr mniyrs eres activity Welix-coil transition, 
polyribosome, RNA, poly (A) content 6295 date Seren PeLy pis i Cale. aliou 
protein biosynthesis/DNA biosynthesis/RNA PNT eect OF divalent metol ions. set 
biosynthesis, effect of liver extract 2041 ere eet 2) ionic SERCH 2ooy 
protein biosynthesis, effect of DEAE-dextran dla OF ATR AIO Eigend binding pers A 
DONA, effect of sodium ions/magnesium ions 


sink 334 
t ; Ager 
protein biosynthesis, inhibition 175 DNA/RNA, 


protein biosynthesis, initiation, 
. : x 2 é relationship-dinucleotide/polynucleotitde 
polyribosome, inhibition-poliovirus, in SEnTOR MACON SELG 


vitro 4585 : : A 
protein biosynthesis/rRNA synthesis, cer eles unwinding protein, calf thymus 
SAE Hae a o is a42 

Be, an 1,3-bis(2-chloroethyl)-1-nitrosou DNA, thermodynamics 850 
rhinovirus infected, replicative form RNA LD Sh he 

biosynthesis, actinomycin D dependent 5198 vate ack G(pCpG)) 3995 
ribosomal protein, amino acid incorporation ed J LDA 


in vivo 4057 Helix pometia, 
ribosomal protein phosphorylation, vaccinia haemagglutinin, effect on DNA biosynthesis, 
virus infection 1206 Lymphocyte 4314 
ribosomal protein stability/exchange, in vivo hepatopancreas, activity-hypoxanthine-quanine 
4056 : phasohoribosyltransferase/adenine 
ribosome, antibody biosynthesis 1666 phosphoribosyltransferase 5562 
RNA 5.8S, maturation 1315 Helminthosporium cynodontis, 
rRNA 18S, comparison-Novikoff ascites carbon dioxide fixation 2582 
hepatoma rRNA 18S 12864 Helminthosporium maydis, 
~~ FRNA 18S, presence-hypermoditfied nucleotide | double-stranded RNA, buoyant dens{ty S171 ~~ 
53 Hemin, 
rRNA 28S, interaction-sodium bisulphite, repressor, relationship-protein kinase, 
methylation probe 1951 rabbit reticulocyte 6679 
RNA biosynthesis, Hen, 
inhibition-1-beta-Darabinofuranosylbenzimida erythrocyte, chromatin, binding-calcium ion, 
zole(5-6-dichloro) 5211 induction-condensation 5501 
rRNA biosynthesis, inhibit ion-spermine erythrocyte, membrane (nuclear)-bound DNA, 
diacridine 2036 characterization &68 
RNA btosynthesis/protein biosynthesis oviduct, cell-free system, polyribosomes, 
inhibition-5-mercaptopyridoxine 4158 biosynthesis-ovalbumin 5091 
tRNA methylase activity, effect of salt 3444 oviduct, initiation factor IF-A2A/initiation 
tRNA methylase, modification-mRNA 5‘-terminal factor IF-A2B, isolation/characterization 
6179 5729 
mRNA methylated oligonucleotide sequence oviduct/liver, RNA polymerase B, 
2517 + purification/structure 2330 
mRNA, poly (A), association-protein, oviduct nucleus, RNA biosynthesis 2529 
role-transport 5153 oviduct, progesterone binding-receptor 
RNA polymerase III function/properties 4422 protein, kinetics 4905 
RNA polymerase, isolation/characterization oviduct, progesterone interaction-chromatin 
575 binding site 4906 
‘MRNA/RNA (heterogeneous nuclear), sequence HEp No.2 cell, 
Z2AS) herpes simplex virus type 2 infected, 
rRNA sequence 2516 DNA-binding protein, characterization 5994 
rRNA structure 2992 infection, herpes simplex virus 741 
S phase, nuclear DNA polymerase alpha, oxygen consumption/succinic dehydrogenase 
role-DNA replication 4954 activity, effect of Escherichia coli + 
sensitivity-actinomycin D, amphotericin B Coxsackie B83 virus infection 999 
induction 256 toxicity-adenosine(8-aza)arabinoside 3965 
specific gene transcription, in vitro 2535 Heparin, 
translation-mRNA, inhibition-GMP (7-methyl), bindina-histone H2a/histone Heb, chromatin 
specificity-5'-terminal GTP (7-methyl) 6126 5502 
uracil (5-fluoro) treated, effect of cytidine inhibit ion-3-deoxy-D-arabino-heptulosonate-/7- 
(S-fluoro) 4146 phosphate synthase, Saccharomyces cerevisiae 
| vaccinia virus-infected, 4521 
regulation-translation 5703 Jsolation-Escherichia coli RNA polymerase 
“Hela $3 cell, 1739 
| mMRNA/rRNA biosynthesis, solution, optical Kerr effect 1452 
characterization-pyrimidine nucleotide pool 
4128 
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Nepatectosy, Hepatoma(Contd), 


effect on DNA content-liver, effect of age ribosomal protein biosynthesis 1907 
2970 mRNA activity, relationship-~albumin 
hepatocyte, induction-synchrony 3759 biosynthesis 4673 es 4 
partial, liver, RWA polymerase activity 569 tRNA Caminoacyl) synthetase activity 3 
rat, effect on DNA stability 5341 RNA, associated-nonhistone protein, sequence, 
mRNA biosynthesis, effect of age 2028 comparison-liver 4627 
Wepatitis, RNA polymerase I/RNA polymerase it, 
activity-acid DNase/RNase 4394 purification/characterization, 
DNA antibody, determination 1673 comparison-liver 4943 : 
Wepatitis 8 virus, tRNA sulphurtransferase activity. 2449 
Dane particle, DNA, structure 859 symchronized, pyrimidine nucleotide 
infected human, DWA polymerase, biosynthesis 6&9 
inhibition-antibody 2248 tyrosine aminotransferase, effect of 
infection, relationship-anmtigen e 3922 cordycepin/actinomycin D 83 
surface antigen, interaction-RNA 3827 Hepatoma (PC-1), é : 
Hepatitis virus, RNA transcription, relationship-glycine 
infected human, DNA/protein content 2578 incorporation-protein 6321 
Hepatecyte, Hepatopancreas, 
activation, effect on DNA binding-protein, Helix pematia, activity-hypoxanthine-guanine 
chromatin 5277 phosphoribosylttransferase/adenine 
DWA biosynthesis, effect of cycloheximide phosphoribosyltransferase 5562 
3190 Palaemon serratus, DNase/RNase/alkaline 
gene expression, effect of cycloheximide phosphatase/phosphodiesterase, 
1341 purification/properties, circadian rhythm 
hepatectomy, inductien-synchrony 3759 4926 
metabolism, effect of adenesine, hepatocyte Hepatozeoen demerguei, 
1100 Life cycle, BNA biosynthesis 370 
nucleus, ribonucleoprotein, visualization, Herpes simplex encephalitis, 
cryoultramicrotomy 957 treatment-cytosine arabinoside 70 
plasma membrane, S'-nucleotidase activity treatment-cytosine arabinoside/adenine 
2347 arabinoside, comparison 1108 
rat, chromatin structure, effect of Herpes simplex virus, 
alpha-amanatin, relationship-RNA antiviral agent, adenine arabinoside 
biosynthesis, during regeneration 6577 monephosphate 3978 
rat, chromatin structure, effect of hypoxia DNA, abortive infection, embryo lung, fate 
6571 1556 
rat, DWA biosynthesis, hepatocyte DMA, association-host protein 3792 
Lipoprotein, very low density 5429 DNA biosynthesis, effect of UV-irradiation, 
rat, nuclear RWA, infected CV-1 cell 5379 
aie local TzatYon/charactérization 43596 ~ ~~ BNA btosynthesfs, effect of phosphonoacetic 
Hepatoma, acid/antiserum 906 
see also Morris, Novikoff, Yoshida, etc. DONA biosynthesis, inhibition-adenine 
activity-nucleotidase, comparison-liver arabineside/hypoxanthine arabinoside, effect 
during regeneration/pituitary cell 5566 of coformycin 5022 


cell proliferation, effect of alpha-methyl 


BNA biosynthesis/protein biosynthesis, 
ornithine 4304 


tilorone hydrochloride inhibition 2184 


DNA biosynthesis, circadian rhythm 895 DNA homology 4722 
glucocorticoid receptor complex, ONA polymerase, phosphonoacetate inhibition 
interaction-nucleus/chrematin/BNA 2764 1748 
alucose-6-phosphatase/alkaline ONA, repetitive 
RNase/ATPase/inosine sequence-3"*-terminal/S'-terminal 2115 
diphosphatase/5'"-nucleotidase, ONA, replicative intermediate 3723 
comparison-rat liver 5516 DNA, restriction endonuclease fragment 857 
guinea pig, immunotherapy, role-immune ONA, structure &58 
RNA/fibrin fragment 5804 DNA, structure, restriction endonuclease 
heterochromatin/euchromatin, analysis 2617 
chromatin-associated RNA content 1675 ONA, terminal seouence 2114 
SEY a eben DNA, reassociation kinetics encephalitis, hypoxanthine arabinoside 


5'-monophosphate, treatment 91 
genital infection, fluorescent treponemal 
antibody absorption test 2246 


inactivation-8-hydroxyquinoline 6034 


mitochondria, thymidine kinase/ribonucleotide 
reductase, activity, comparison-rat liver 
6037 

mouse, chromatin autodigestion, satellite DNA induced thymidine (deoxy) kinase, HeLa cell 
content, characterization 4876 ¢ 


purification/characterization 3935 
hee DNA content, Feulgen cytophotometry infected BSC-1 cell nucleus, DNA biosynthesis 
71 


1557 
wes arcs chromatin, satellite DNA sequence infected BSC-1 cells, RNA biosynthesis, 
4 


nucleus 2543 


mONS oa anes polymerase Il, glycerol inhibition infected cell, induct ion-deoxyribopyrimidine 
kinase activity, thymidine/cytidine ( 
nuclear poly (A) polymerase, properties, uptake 5554 x , ioe 


comparison-rat liver 5662 infected KB cells, DNA bios 
v ynthesis, adenine 
purine metabolism imbalance, glutamine arabinos idesvhypoxanthine afavincetde 
phosphoribosylpyrophosphate amidotransferase Anhibitien 2183 
activity 1800 
rat, DNA polymerase, preperties 3923 rabbit uterus 4322 
rat, DNase, poly(dT) specificity 2305 


3 infected nucleus, DNA analysis 
Metre go immunotherapy, untreated site chromatography “sa19 4 
6 


infected mucleic acid extract, effect on 
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Herpes simplex virus(Contd), 
infectien, BHK21/C13 cells, isolation-DNA 
binding protein 1684 
infection, BHK cell, DNA biosynthesis 416 
infection, effect of uridine (deoxy) 78 
infection, induction-nucleoside 
Ohosphotransferase 3324 
intection, neonatal rat, treatment-uridine 
(fododeoxy) + cytosine arabinoside 71 
infection, treatment-adenosine 


arabinoside/uridine(iododeoxy) 1815 


UVirradiation + pseudorabies virus, efferst on 


thymidine kinase induction 
UV-irradiation, 
3213 
keratitis, treatment, hypoxanthine 
arabinoside 5'-monophosphate 90 
mutant, BHK C13 cell infected, 
ATP/GTP/CTP/TTP content 3400 
poly (A) containing RNA biosynthesis, 
se@uence analysis 5196 
replication, 


1765 


inhibition-cytidine(5-fluoro-2*-deoxy)/cyt id 


ine(S-bromo-2'-deoxy) 2876 
RNA biosynthesis/high molecular weight RNA 
characterization, infection-HEp no 2 cells 
741 
structure/replication/bioloay, 
temperature-sensitive mutant, 
biosynthesis 3164 
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Werpes simplex virus type 2(Contd), 
replication 3791 
temperature-sensitive mutant, 
3165 
temperature-sensitive mutant, infected BHK 
21/C13 cell DNA polymerase activity 3916 
temperatute-sensitive mutant, complementation 
group/inhibition-host DNA biosynthesis 2658 
thymidine kinase, sensitivity-TMP/dUMP 
(2-bromo) 5558 
Herpes suis virus, 
infected spinal ganglia, DNA biosynthesis 
3721 


host range 


transformed cell, content-DNA Herpes roster virus, 


infection, 

2862 
Herpesvirus, 

dermatoses, treatment-double-stranded WNA, 
interferon induction 2728 

induced PWA polymerase, 
mechanism-phosphonoacetate inhibition 2784 

infection-Hela cell, effect on DNA ligase 


treatment-adenine arabinoside 


properties 6044 

interaction-DNA, model 3796 
interaction-DNA, model, review 3946 
Meleagris gallopavo osceola, 
isolation/characterization 3063 


Herpesvirus hominis, 
infection, treatment-adenine arabinoside 
2862 


temperature-sensitive mutant, phosphonoacetic Herpesvirus saimiri, 


acid resistant, 
3915 
thymidine kinase gene, peptide chain 
termination mutant 724 
transformed cell, 


DNA polymerase activity 


complementation-temperature-sensitive mutant 


3790 
transformed L cells, thymidine kinase 


2796 


associated antigen, effect of uridine 
(S-fodo-2"-deoxy), transformed cell 
BHK C13 cell infected, ATP/GTP/TTP/CTP 
content 37299 
defective DNA biosynthesis/DNA physical 
properties 5380 : 
DONA biosynthesis, analysis, cytophotometry 
4774 
DONA biosynthesis, 
fibreblast nucleus 4789 4790 
BNA hybridization-RNA 6424 
OWA, integration-African green monkey kidney 
cell chromoseme DNA 2705 
DNA sequence size/homology 4723 
infected cell Line, control-protein 
biosynthesis 5082 
infected KB cell, nucleetide(deoxyribo) pool 
2891 
infected LMTK cell, 
detection 6673 
«thymidine kinase mutant, transformation 
thymidine kinase, sensitivity-TMP/dUMP 
(2-bromo) 5558 
Herpes simplex virus type 2, 
defective DNA biosynthesis/DNA physical 
properties 5380 
DNA biosynthesis, analysis, cytophotometry 
4774 
ONA-deficient temperature-sensitive mutant, 
induction-DNA polymerase 2333 
DNA, detection-transformed hamster cell 
BNA sequence, hybridization kinetics, 
| transformed hamster cell Line 5314 
| infected HEp No 2 cell, BNA-binding protein, 
- characterization 5994 
infected KB cell, nucleotide(deoxyribe) pool 
2891 : 
—temperature-sensitive mutant, capsid 
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infected rat embryo 


thymidine kinase/RWA 


5557 


4680 


DWA biosynthesis/induced DNA polymerase 
activity, inhibition-phosphonoacetic acid 
. 6691 

ONA, purification/properties 

genome (M) DNA strueture 5315 
Lymphoid cell tumour, effect on lymphocyte 
proliferation 1558 


1390 


Heterochrematin, 


see also Chromatin 


centric, human, chromosome, attraction 516 
chromatin-associated RNA content, hepatoma 
1675 
DMA base composition, 
comsparison-leukocyte/fibroblast, humen 
DWA repair, effect of ultrasound 4787 
human, cytosine (5-methyl) content 4468 
human, polymorphism 4879 
interaction-mercury/copper, 
4369 


muntjac, sister chromatid exchange, 
euchromatin 1710 

Ornithogalum virens 1705 

rat liver, distribution-histone/nonhistone 
protein 4259 

rat Liver, fractionation 4358 
relationship-histene development Drosophila 


6459 


liver nucleus 


2745 
structure, B-lymphocyte/Leukaemia Lymphocyte 
2746 
structure, relationship-DNA biosynthesis, 
cymbidium 4763 
Heterekaryon, 


cell fusion/preperties 605 
temperature-sensitive Chinese hamster cell x 
erythrocyte nucleus, reactivation=-DNA 
biosynthesis 4253 


Heterotic respense, 


effect on DNA/RNA/protein content, 
4687 


chromatin 


Heterozygosity, 


phage Lambda, recombination 1593 


alpha-Hexachlorecyclohexane, 


effect on pyrimidine nucleotide biosynthesis, 
liver, effect of sex 2411 

effect on RNA biosynthesis/histone 
metabolism, liver 2040 
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Hexachloroiridate, 
effect on alkaline phosphatase hydrolysis-DNA 
terminal phosphate 1654 
Hexafuranuronic acid, 
nucleoside, synthesis 
Hexanucleotide, 
proton, NMR 654 655 
Hexokinase, 
effect of adenosine (5'-hypophosphate), ATP 
analogue 5038 
reaction, adenosine (5'-hypophosphate) 
biological activity 6123 
Hibernation, 
effect on RNA content, Citellus erythrogenys 
central nervous system 5246 
Hikizimycine, 
structure, cytidine derivative 
Hippocampus, 
rat, leucine incorporation during learning, 
effect of UMP 5041 
RNA biosynthesis, effect of learning 231 
Histamine, 
binding-poly (A), effect on conformation 
5048 
Histidine, 
effect on purine nucleotide, Neurospora 
crassa 88 
interaction-Salmonella typhimurium tRNA 
Chistidyl) synthetase 2454 
operon, Salmonella typhimurium, regulation 
1628 
operon, structure, effect of transduction, 
Salmonella typhimurium 6435 
reaulation, Salmonella typhimurium, 
activator-attenuator model, gene expression 
1629 
L-Histidinol, 
effect on macromolecular biosynthesis, 
reovirus, infection, L-929 cell 779 
Histone, 
see also Nucleohistone 
acetylation, Arbacia punctulata, during 
development 5982 
acetylation, relationship-chromatin 
structure, Locusta miaratoria spermatid 
3267 
amino group activity, effect of pH, chromatin 
6580 
analysis, flow-microfluorometry 975 
analysis, rainbow trout erythrocyte 4863 
arainine-containing, interaction-DNA 3855 
araginine-rich, biosynthesis/acetylation, 
during proliferation, WI-38 cell 5699 
arrangement, chromatin 973 
binding-calf thymus chromatin/protamine, 
effect of acetic anhydride 4864 
bindinag-DNA, effect of uridine 
(5*-bromo-2'-deoxy) substitution 6393 
binding, effect of nucleosome formation 974 
biosynthesis, during S phase, Saccharomyces 


2376 


5021 


cerevisiae 4543 
biosynthesis, erythroblast maturation 4551 
biosynthesis, initiation-methionine 4071 


biosynthesis, liver chromatin, effect of age 


1712 
characterization, B-lymphocyte/leukaemia 
lymphocyte 2746 
complex-DNA, conformation, circular dichroism 
4898 
complex-DNA, melting, effect of noradrenaline 
6558 


complex-DNA, temperature denaturation 4897 

composition-chromatin subunit, Hela cell 
6574 

Se eonane effect of light, Euglena gracilis 
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content-trace element, human Leukaemia 5823 


deposition durina chromosome replication 990 


dimer formation 3838 
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distribution-calf thymus chromosome 487% 
distribution-chromatin, metrizamide density 
gradient 2749 
distribution-chromosome DNA 
distribution-rat liver 
euchromatin/heterochromatin 4359 
DNA ratio, Allium cepa cell cycle 1534 
Drosophila melanogaster, review 2263 
gene expression, Triticale hexaploide 
aene, integration-phage lambd3s receptor 
gene, Strongylocentrotus purpuratus, 
seauence, identification 1644 
gene, transcription, activation-S phage 
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2232 
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nonhistone protein, Hel3 cell 5229 
gene, transcription, Hela cell, 
2ctivation-nonhistone protein 2767 


glucocorticoid-sensitive, identification, 
mouse fibroblast nucleus 5487 
Hyla chrysoscelis/Hyla versicolor, content 
1250 
inhibition-DNA biosynthesis, L cell 6494 
inhibition-histone mRNA transcription, Hela 
cell 5228 
interaction-DNA 6582 
interaction-DNA, effect on blood cozaulation 
3863 
interaction-DNA, Paracentrotus lividus embryo 
chromatin 3857 
interaction, effect of denaturation 5504 
interaction, effect of formaldehyde 
treatment, chromatin 535 
interaction, electrophoresis 
interaction, review 1780 
lLocalization-chromosome, 
use-trypsin/chymotrypsin/pronase dioestion 
6557 
localization-SV40 DNA 508 
metabolism, liver, effect of 
alpha-hexachlorocyclohexane 2049 
model, interaction-DNA, circular dichroism 
2282 
model polypeptide, interaction-DNA 6294 
movement-chromatin, effect of methylation, 
Haemophilus influenzae 4899 
Neurospora crassa, isolation/characterization 
5484 
Phosphorylation, association-RNA 
biosynthesis, during liver regeneration 
4900 
phosphorylation-orotein kinase (cyclic 
AMP-dependent), assay 5565 
Physarum polycephalum chromatin, 
structure/composition 1697 
Pinus pinea cotyledon, characterization 
recombination-DNA 2256 
relationship-heterochromatin development 
Drosophila 2745 
mRNA, biosynthesis, SV40-infected CV1 cell, 
kinetics, relationship-DNA biosynthesis 
6308 
mRNA purification/structure/physical ‘ 
Properties, L929 cell 4599 
self-assembly, ultrastructure, electron 
microscopy 6573 
sequence, relationship-evolution-genetic code 
4831 
stimulation-DNA biosynthesis, rat liver, 
during regeneration 5422 
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binding-DNA, effect of ionic strength 5264 

binding-DNA, role-chromosome banding 6395 

calf thymus nucleus chromatin, effect of 
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complex-DNA, effect of Phospholipid 

complex-DNA, structure 4346 

detection, SV40 chromosome 
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effect on chromatin structure 2742 

effect on thymus gland nucleohistone 
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interaction-DNA 3856 

interaction-DNA, circular dichroism 

interaction-Lipid 3264 

interaction-poly(1)~ 1146 

interaction-superhelical DNA, 
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interaction-SV40 DNA 2281 

Localization-chromatin subunit 

phosphorylation-histone kinase, 
control-mitosis, Physarum polycephalum 

Protection-DNA, degradation-DNase I 6545 

role-DNA conformation, chromatin 5294 

secondary structure, IR spectroscopy 

Histone H2a, 

binding-DNA, role-chromosome banding 

binding-heparin, chromatin 5502 

complex-DNA, characterization 5265 

content-chromatin, Saccharomyces cerevisiae 
5481 

cross-Linking-histone H2b, UV-irradiation, 
chromatin 5503 

Friend Leukaemia cell, effect of 
proliferation 3862 

interaction-histone H2b, 
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5978 
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characterization-binding site 5980, 
secondary structure, IR spectroscopy 5978 
Histone H2b, 
binding-DNA, role-chromosome banding 6395 


binding-heparin, chromatin 5502 

content-chromatin, Saccharomyces cerevisiae 
5481 

cross-Linking-histone H2a, UV-irradiation, 
chromatin 5503 

cysteine-containing, 
purification/identification, mammal testis 
5488 

~~ DNA, complex, etfect of-sodfum dodecyl 

sulphate 529 

interaction-histone H2a/histone H4, 
characterization-binding site 5980 

Histone H3, 

binding-DWA, role-chromosome banding 

calf thymus chromatin, random coil 
indentification 2275 

complex-DNA, characterization 5265 
content-chromatin, Saccharomyces cerevisiae 

5481 
occurrence-Saccharomyces cerevisiae 
Wistone H4, : 

calf thymus chromatin, random coil 
indentification 2275 
content-chromatin, Saccharomyces cerevisiae 
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charactert#zation-binding site 
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laevis 4368 
occurrence-Saccharomyces cerevisiae 5485 
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pictus 5172 
mRNA, sequence analysis, Lytechinus 
pictus/Strongylocentrotus purpuratus 
secondary structure, IR spectroscopy 
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chicken erythrocyte, NMR/¢ircular dichroism 
6564 
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2223 
N-terminal amino acid sequence, 
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Histone kinase, 
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6039 
effect on chromatin properties 2756 
effect on chromosome condensation, Xenopus 
Laevis/Ambystoma mexicanum 2757 
isolation/properties, Physarum polycephalum 
6040 
phosphorylation histone H1, control-mitosis, 
Physarum polycephalum 4962 
role-corticotropin induced steroidogenesis 
6678 
Histone phil, 
role-sperm chromatin, NMR 5981 
sperm, Arbacia Lixula/Holothuria tubulosa, 
conformation 976 
HL23V virus, 
characterization 
Hodgkin’s disease, 
human spleen, tRNA base composition/tRNA 
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methylase activity 4015 
\258Woechst, 
binding-DNA, use-detection-DNA biosynthesis - 
5840 
fon on bleomycin inhibition-DNA polymerase 
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fluorescence, DNA biosynthesis-detection 876 

fluorescence, uridine (bromodeoxy) 
suppression, analysis-chromosome 
replication, Chinese hamster cell 

fluorescence, use-analysis-late DNA 
replication, mouse metaphése chromosome 
4749 

interaction, DNA 523 

interaction-DNA/chromatin/chromosome 834 

study, chromosome aberration 981 

Holmquist’s theory, 

paleogenetics, nucleotide-sequence, 

homologous-DNA 327 


1516 
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amylase-deficient mutant, effect of exogenous 
DNA 6544 
Hordeum bulbosum, 
chromosome, cleavage-restriction 


endonuclease, Haemophilus influenzae 4401 


Hordeus vulgare, 
aleurone Layer, alpha-amylase mRNA, effect of 
gibberellic acid 2554 f 
chromosome, cleavage-restriction 
endonuclease, Haemophilus influenzae 
DNA biosynthesis/cell cycle, effect of 
gibberellin 5421 
DNA bfosynthesis/RNA biosynthesis/germination 
410 
DNA, characterization 2120 
DNA uptake, effect of molecular size 
tRNA isolation 5061 
unscheduled DNA biosynthesis, 
gamma-irradiat ion/4-nitroquinoline-1-oxide 
induction 1571 
Hersone, 
see also specific hormones ‘ 
brain, induction-DNA biosynthesis/RNA : 
biosynthesis, Nereis 4780 
effect on DNA biosynthesis 
Hormone-receptor-complex, 
1alpha,25-dihydroxyvitamin D3, effect on 
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3555 
Host, 
DWA biosynthesis, inhibition-herpes simplex 
virus type 2 temperatute-sensitive mutant 
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activation-phage @beta 
poly(A)-containing RNA 1220 
genome, interactton-virus, review 7 
integration-phage lambda genome, 
jsolation-prophage 52367 
inteoration-phage R17 RNA/protein (A), effect 
of RNase 5510 
protein, association-herpes simplex 
3792 
ranae, herpes simolex 
temperature-sensitive mutant 3165 
ranae, murine myeloma C-type virus 
replication-deficient, origin-phage 
DNA biosynthesis 4770 
restriction, Friend leukaemia virus 


enzyme, 


virus DNA 
virus type 2 
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phixt74 


DNA 


biosynthesis/intearation 5384 
restriction, role-phage 13 
S-adenosylmethionine aene 5448 


RNA biosynthesis/DNA biosynthesis, 
discrimination-wirus, review 14 

specific RNA polymerase activity, Alfalfa 
mosaic virus infected tobacco leaf 3287 
specific, translation, phage T4-induced 
shut-off 2047 

specificity, regicns, mapping-avian tumour 
virus RNA 1274 

specificity, Salmonella typhimurium, 
relationship-DNA-adenine methylation 

st-cell reactivation, 

UV-irradiation SV40 DNA, 
pigmentosum 3744 

st factor, 

phage Qbeta, 
3009 

phage Qbeta RNA biosynthesis, 
Pseudomonas putida 1541 

C cell, 

protein biosynthesis, 


5276 


xeroderma 


interaction-RNA, specificity 


identification, 


reauirement-protein 


degradation regulation 1191 “cio 
man, 
adenosine deaminase, distribution/properties 


6682 
age/regenerating epidermis, DNA content 
determination 2973 
5*°-AMPCaratinofuranosyl) metabolism/excretion 
1835 
blast cell, 
kinetics, 
6038 
bone marrow cell, 
starvation 5416 
brain, reverse transcriptase, activity, 
amyotrophic Lateral sclerosis/Parkinsonism 
dementia 593 
breast cancer, poly (A)-rich DNA, properties 
2637 
bronchus, DNA binding-benzoLaJpyrene 
Candida species, sensitivity-cytosine 
C= UU Oo) sue sisie 
carcinoma, nucleus ribonucleoprotein 
containing RNA(heterogeneous nuclear), 
properties 23537 
cell, DNA-binding protein, 
compartson-normal/transformed 
cell, DNA, repair, assay 443 
cell, infected-adenovirus type 5, mRNA 
mapping 5750 
cell interferon producina/non-producing, 
membrane, interaction-poly I:C 664 


leukaemia, thymidine kinase, 
comparison-cytoplasm/mitochondria 


DNA biosynthesis, effect of 


3642 


488% 


cell, poly (A) addition-rhinowirus RNA 2539 
cell, repair-UVirradiation-damaged DNA, 
adenovirus type 2, caffeine inhibition 1554 


cell, repair-psoralen/UVirradiat ion—damaged 
ONA, adenovirus type 2 1553 

chromatin, template restriction 4373 
chromosome 1, Location-RNA 5S gene 481 


chromosome aberration, relationship-rRNA gene 
content 5969 


Human(Contd), 


chromosome bandina, functional implications 
a£5 
chromosome, 
attraction 
chromosome, Feulgen-DNA content, 
determination 2585 
chromosome, foldina 5495 
chromosome M3, differentiation 53850 
chromosome mappina-tRNA(tryctophanyl) 
synthetase gene, electrophoresis—mouse 
hybrid 2925 
chromosome replication 2 
chromosome, sister chrom2 
mapping 3851 
chromosome, structure, craanization 
chromosome Y, DNA seauence 5285 
chromosome Y, specific repetitive DNA 3618 
cytomeaalovirus DNA, electron microscopy 


centric heterochromstin, 
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tid exchange, 


4225 
diarrhoea virus, properties 199 
DNA repair, temperature-sensitive, 


fibroblast/melanoma 4297 
effect of cytosine 
(5-fluoro)anhydroarabinoside 


embryo, DNA polymerase activity 
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embryo, fibroblast, bindina-oely(1I.C), 
induction-interferon biosynthesis 4599 

embryo, Liver, activity-thymidines 
kinase/uridine kinase/DNase/RNase 2775 


embryo luna cell, 


DNA replication 
endometrium, 


cytomegalovirus 
5381 
DNA/RNA/m3cnesium/calcium 


infected, 


content, menstrual cycle 1385 
endonuclease, activity, DNA apnurinic site 
1002 


endothelium, DNA biosynthesis, 
autoradioaraphy/control 4758 

erythrocyte, accumulation-ITP 3983 
erythrocyte, adenone deaminase, purification, 


use-chromatograohy (affinity) 5573 
erythrocyte, cytidine (deoxy) kinase, 
purification/properties 5554 
erythrocyte, DNA/RNA transport 4245 


erythrocyte, 5*=-nucleotidase, 
characterization 600 
erythrocyte, RNA content, 
6248 
fibroblast, ageing, DNA 
biosynthesis/cell-size 
fibroblast, ageing, 
1584 
fibroblast, DNA biosynthesis/mitosis 
inhibition-pyrimethamine 4299 
fibroblast, DNA content, cell volume, durina 
senescence 4690 
fibroblast, DNA polymerase activity, effect 
of age 6930 
fibroblast, excision-repair, measurement 
(4296 
fibroblast, IMP dehydrogenase activity, 
effect of purine (6-mercapto) 3957 
fibroblast, interferon producticn, role-mRNA 
4174 
fibroblast, normal/xeroderms pigmentosum, 
DNA-protein cross-linking, UV-irradiation 
4709 
fibroblast, nuclear protein biosynthesis, 
during DNA repair 4298 
fibroblast, proliferation, effect of 
epidermal growth factor 5392 
fibroblast, rate-DNA biosynthesis/repLlicon 
size 6462 
fibroblast, repair replication, 
comparison-normal/SV45-transformed 6486 
fibroblast, RNA biosynthesis, effect of aae 
235 4127 
fibroblasts, effect of UV-irradiation-DNA 
excision-repair 2681 
genome, DNA, analysis 


effect of ovuletion 
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effect of isologous DNA 


5342 


Human(Contd), 


genome, 
genome, 
5343 

genome, seauence organization 2621 

alial cell, initiation-DNA biosynthesis, 
effect of growth hormone 3174 

alobin gene, sequence, comparison-baboon 
4739 

alpha-globin/beta-globin gene, segregation 
3817 


DNA, repetitive sequence 5885 
repetitive DNA sequence, organization 


beta-globin mRNA, 3"-terminal seauence 1286 

granulocyte, RNase, properties 3882 

heart, content-DNA/myofibril 
ATPase/hydroxyproline 3629 

heart, DNA content, effect of age 3071 

heterochromatin, association-nucleolus 4878 

heterochromatin, cytosine (5-methyl) content 


4468 
heterochromatin, 
hybrid-hamster, rRNA maturation, 

complementation 1994 
hybrid-mouse, adenovirus type 12 infection 
2172 
infected-henvatitis B virus, 
inhibition-antibody 2248 
infected-hepatitis virus, 
2578 
interferon, cell growth inhibition, 
mediation=chromosome 21 2734 
interferon, enhancement-actinomycin 
D/cycloheximide 3563 
interferon, inhibition-chromosome 21-coded 
antigen antibody 2733 
leukzemia (acute myelocytic), 
(deoxy) kinase isoenzyme, 
purification/properties 3936 
leukaemia Cacute myelogenous), 
characterization 2960 2961 
leukaemia cell, chromosome, replication-DNA 

598 Bait 
leukaemia chemotherapy, effect of cytosine 

arabinoside + cytidine(5-az3) 3384 
leukaemia, DNA/RNA/histone, content-trace 
element 5823 
Leukaemia, myeloblast, 
polymerase 6666 
leukaemia, poly(A)-containing RNA, 
complementary seouences-Moloney murine 
sarcoma virus genome 1276 

leuksemia, purine(6-mercapto) metabolism, 
compardson-L1210 cells 1801 

leukaemia, purine(6-mercapto) 

phosphorylat fion/phosphoribosylpyrophosphate 
metabolism 2379 

leukaemia, seauence-RNA/DNA, C-type 
virus/baboon endogenous virus/simian sarcoma 


polymorphism 4879 


DNA polymerase, 


DNA/protein content 


thymidine 


C-type virus, 


detection-DNA 


virus 461C 

leukocyte, DNA biosynthesis/mitosis, effect 
of pokeweed mitogen 5942 
leukocyte/fibroblast, base 
composition-heterochromatin DNA 6450 
leukocyte interferon, RNase activity 6616 


lLeukocyte/lymphoblastoid cell, DNA polymerase 
activity, leukaemia 2317 
leukocyte, mRNA seauence 
Liver nucleus, DNA content 
liver, RNase, specificity, 
(A)/poly (6) 6613 
Lymphocyte chromosome, detection-DNA 
biosynthesis, Hoechst-Giemsa 33258 staining 
4759 
Lymphocyte, defective chromosome X, 
analysis-DNA replication 6505 
lymphocyte, DNA biosynthesis, effect of 
hyperthyroidism 5415 
lymphocyte, DNA biosynthesis, 
1527 


6293 
4688 
inhibition-poly 


intermediates 


Human(Contd), 
lymphocyte, DNA biosynthesis/RNA 
biosynthesis/protein biosynthesis, effect of 
ouabain treatment 4827 
lymphocyte, DNA methylation during repair, 
effect of 2,2°’-dichloro-N-methyldiethylamine 

6483 

lymphocyte, DNA polymerase alpha/DNA 
polymerase beta/DNA polymerase aamma 


activity, effect of phytohaemaaalutinin 
3321 
lymphocyte, DNA repair site 404 


lymphocyte, nascent DNA-covalent 
association-RNA 1528 

lymphocyte, 5’=-nucleotidase activity 1974 
Lymphocyte nucleus, activity-%Nese 3279 
lymphocyte, phytohaemagaglutinin stimulated, 
DNA polymerase alpha/DNA polymerase beta 
activity 3320 

lymphocyte, regul3tion-pyrimidine 
biosynthesis 2834 

Lymphocyte, RNA polymerase F activity, 


circadian rhythm 6649 
lymphocyte, mRNA, stability &17 
tymphocyte, sister chromatid exchanae, effect 


of benzolalpha)pyrene 6000 
Lymphoid cell, nuclear membrane 2ssociation, 
DNA polymerase, oroperties 2339 


lymphoma, Epstein-Barr virus DNA assay 6365 

metabolism-cytosine arabinoside(?2,z*-anhydro) 
2869 

milk, reverse transcriptase inhibitor 3932 

monocytopotesis 898 

myeloma cell, accumulation-rRNA 18S, 


inhibition-adenosine 5023 

normal/ataxia telangiectasi2, chromosome, 
sister chromatid exchange 486 

ovary, single-stranded DONA, effect of 
menopause 352 

pancreas, RNase, degradation-double-stranded 
RNA 4913 - ; ; 

placenta, DNA-binding protein, 
purffication/characterization 4371 
placenta, DNA repair exonuclease, 
purification/characterization 6013 
placenta, microsome, 5'-nucleotidase 
characterization 5567 

placenta, purification-tRNA 1158 

placenta, RNA fnteraction-sodium nitrite, 
role-antiviral agent 6338 

placenta, tRNA Phe, sequence, 
comparison-calf/rabbit liver 123 

placenta, tRNA/tRNA nucleotidyltransferase, 
properties 5664 

plasma, RNA, characterization 1959 

polymorphonuclear Leukocyte, activity-plasma 
membrane 5’-nucleotidase 3940 

prostate gland, detection-endogenous DNA 
polymerase, relationship-C-type virus, 
virus-like particle 6654 

pyrimidine metabolism, disorder 40 
renal carcinoma, treatment-immune RNA 
4162 
repetitive DNA, 
tRNA, content-thymidine(ribo) 
RNase, purification/properties 
tRNA(tryptophanyl) synthetase, 
characterization/primary structure 

satellite DNA, asymmetrical C-band 

serum, alkaline RNase, 
purification/properties 6615 
serum, RNase, characterization 
serum, RNase detection 3278 

skeletal muscle, glucose/palmitate/leucine 
metabolism, relationship-RNA content/enzyme 
activity 2533 

skin, DNA binding-nitrosocarbaryl, 
chemical properties 5283 


4161 
characterization 2620 

3440 
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4034 
1532 
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effect on 
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Human (Contd), 


Hu 


Hu 


Hu 


Hu 


Hu 


Hy 


skin, protein biosynthesis/DNA 
biosynthesis/collagen biosynthesis, effect 
of acetone/kerosene 2197 

spermatozoa, DNA content, infertility 

spermatozoa, protamine analysis, 

compar ison-mouse/rat/rabbit/guinea pig 

spermatozoa, protamine 
characterization/heterogeneity 4862 

spleen leukaemia, reverse transcriptase, 
purification 1019 

spleen, tRNA base composit ion/tRNA methylase 
activity, Hodgkin's disease/cancer 4015 

spleen, RNase, purification, comparison-Liver 

6614 

$V40 transformed cell x mouse, SV40 DNA 
content 1383 

beta-thalassaemia, mRNA assay/globin 
biosynthesis 5146 

thymidine kinase/galactokinase gene, 
transfer-L cell 3816 

thymidine (tritiated)-contamination, model 
76 

tonsil, content-RNA/DNA/protein 3070 

tumour, nucleotide(ribo)/nucleot ide(deoxy), 
separation/assay 3388 


3616 


4861 


tumour, sensitivity-cyclophosphamide 798 
urine, RNase, purification/properties 4911 
W138 cell, T4-endonuclease V sensitive DNA 


site, effect of UV-irradiation 3196 

W138 cell/VA13 cell, DNA excision-repair 
determination, role-hydroxyurea 4305 
xeroderma pigmentosum XPI 2BE/fibroblasts, 
photoreactivation-DNA pyrimidine dimers 

2682 

man cytomegalovirus, 

abortive infection-Syrian hamster, 
stimulation-DNA biosynthesis/mitosis 

DNA, electron microscopy 4225 
infected WI-38 cell/guinea pig cell, 
induction-DNA polymerase — 5739" 
infection, stimulation-mitochondrial DNA 
biosynthesis 5907 

man embryonic kidney cell, 

transformation-adenovirus type 2, 
detection-virus-specific DNA/RNA sequence 
1961 

man infantile enteritis virus, 

genome structure 5321 

@en papilloma virus, 

DNA, mapping/heterogeneity 

DNA, physical mapping, 
endonuclease 1448 

man placental lactogen, 
see also Lactogen 

biosynthesis, polyribosome/mRNA- activity, 
gestation 4036 

precursor, mRNA-dependent biosynthesis 

MRNA biosynthesis, gestation 1998 

alophora cecropia, 

DONA structure/physical properties 


2659 


3675 
restriction 


346C 


5881 


Hyaluronic acid, 


solution, optical Kerr effect 1453 


Hyaluronic acid synthetase, 


fibroblast, induction 400 


“Hybrid, 


adenovirus type 2 x SV40, mutant, protein 
biosynthesis/mRNA translation 5695 


Anopheles atroparvus x Anopheles lLabranchiae, 


110 


polytene chromosome, pattern-DNA 
biosynthesis 5355 
cell fusion/properties 605 

chicken, DNA/RNA-content 289 

Chinese hamster cell x mouse cell, DNA 
biosynthesis/chromosome loss 4252 

Citrus sinensis x Poncirus trifoliata, root 
meristem, nuclear DNA biosynthesis 3144 


PNB S ha CRN On sequence, physical properties 


Hybrid(Contd), 


human-mouse electrophoresis, 
mapping-tRNA(tryptophanyl) 
2925 ' 

human x hamster, rRNA maturation, 
complementation 1994 

mouse x human, adenovirus type 12 infection 
2172 

mouse x SV40 transformed human cell, SV40 DNA 


synthetase gene 


content 1383 : 
phage P2 x phage 186, chromosome, mapping 
333 
plasmid, construction 942 
plasmid, gene excision 455 
rat x mouse, interferon, induction-influenza 
virus/poly(I.C), specificity 495 


rRNA x DNA, isolation, rat 6267 

rubella virus x BHK 21/WI-2 cell latent 
virus, formation 3920 

SV4C transformed cell x African areen monkey 
cell, circular DNA 16C2 


Hybridization, 


Apis cerana-Apis mellifera DNA 4234 

chick erythrocyte x mouse, 
identification-thymidine kinase gene 

colony, 
833 

DNAXDNA, Bacillus species, taxonomy 462 

DNA-heterofermentative Lactic acid bacteria 
Se | 

DNA, Micrococcus, homology relationship 4229 

DNA, nuclear RNA, effect of X-irradiation, 
rat thymocyte 5278 

DNAxRNA, effect of temperature 

DNAxrRNA, method 2902 

DNAxRNA, R-Loop formation 5286 

DNA, Staphylococcus aureus containing 
penicillinase plasmid 1632 

ONA, use-characterization-Yersinia 

_enterocolitica/Yersinia pseudotuberculosis 


PE ETH 


1764 
jsolation-gene containing DNA clone 


1427 


DNA x RNA, herpes simplex virus type 1 6424 
DNA x RNA, theory 1860 

DNA x RNA, use-dual Labelling 4089 

DNA, Yersina enterocolitica, taxonomy 1462 
double-stranded RNA x globin mRNA 4101 

gene (leu)/gene (ilv), Bacillus species 2707 


globin mRNA x DNA 4102 

heterogeneous nuclear RNA x DNA, rat 
thymocyte 5762 

immunoglobulin Light chain mRNA=MOPC 41 DNA, 
gene reiteration 3232 

influenza virus RNA-chick embryo DNA 2541 

kinetics, DNA sequence, herpes simplex virus 
type 2 transformed hamster cell Line 5314 
Liver DNA-RNA, effect of X-irradiation 2609 

mapping, mRNA-adenovirus type 2 DNA 2971 

Notophthalmus viridiscens, metaphase 1467 

novel, rRNA gene mapping, Drosophila 
melanogaster 1640 

oligi U (cyclo) x poly A (cyclo) 3406 

Phaseolus aureus DNA x poly(U) 2006 

rRNA cytoplasmic/mitochondrial-mitochondrial 
DWA/nuclear DNA 226 

RNAXDNA, comparison-avian osteopetrosis 
virus/avian lymphomatosis virus 1273 

RNA x DNA, detection-electron microscopy 

RNAXDNA, genome structure, effect of 
immunization, mouse spleen 5884 

RNA x DNA unique/repetitive seauence, thymus 
gland 212 

MRNA double-stranded precursor RNA, Ehrlich 
ascites carcinoma 4629 

rRNA gene x chromosome, Plethodon 2634 

RNA polymerase, Escherichia coli x Serratia 
Marcescens 3902 

RWA, swine vesicular disease virus x 
Coxsackfe 85 virus 5160 

MRNA x adenovirus type 2 genome 
tRNA x chloroplast DNA, Zea mays 


4702 


5157 
5672 


idybridization(Contd), 
Streptococcus, gene 946 
studies, RNA biosynthesis, Bacillus subtilis 
temperature-sensitive mutant 2996 
Taricha granulosa granulosa RNA 4S/RNA SS/RNA 
18S + 28S x Batrachoseps wrighti/ Taricha 
eeseatons chromosome, localizat ion-RNA gene 
5 
unique sequence-DNA-RNA, mouse 
use-gene mapping 4830 
#ydra vulgaris, 
DNA/chromatin, electron microscopy 
Mydrazine, 


208 


4233 


effect on DNA, Haemophilus influenzae 4794 
interaction-cytosine 2375 
Mydrocarbon, 
carcinogen, effect on gene locus mutation 
2227 


Mydrochloric acid, 

complex-cytosine, X-irradiation 

hydrogen fluoride, 
catalysis-purine/pyrimidine release-DNA/RNA 
3632 

Hydrocortisone, 

effect on DNA biosynthesis, 

effect on DNA 
2178 

effect on 
content, 


3350 


rat brain 426 
biosynthesis, sebaceous gland 
DNA methyLlation/cytosine (S-methyl) 
rat liver 5391 
effect on DNA methylation, liver 2663 
effect on glutamine synthetase mRNA 
translation 3045 
effect on mitosis/DNA biosynthesis/RNA 
biosynthesis, chick embryo 2179 
effect on RNA biosynthesis/membrane 
potential, rat liver 5207 
mediated regulation-gene expression, 
nerval retina 949 
tydrogen, 
exchange, kinetics, RNase S 
tydrogen bromide, 
complex-uracil (1-methyl), 
1071 
fydrogen epoxide, 
toxicity, xeroderma pigmentosum, 
synergism 2083 
fydrogen fluoride, 
hydrochloric acid, 
catalysis-purine/pyrimidine release-DNA/RNA 
3632 
liydrogen peroxide, 
formation-redox cycle, 
mitomycin C 4200 
induction respiratory deficiency, 
Saccharomyces cerevisiae mutant 
lydrogen sulphide, 
synthesis, mediation-plasmid, Escherichia 


embryo 


6601 


radical formation 


caffeine 


mitomycin C/DNA-bound 


1417 


| coli, physical properties 336 
liydrogen sulphite, 
jon, interaction-purine 1788 
lydromedusa, 
muscle, differentiation, DNA biosynthesis 
1502 


iydroxide ion, ’ 
interaction-substituted purine 
(1-methyl)/purine (3-methyl) 
lydroxy-diamidinostilbene, 
complex-DNA, structure 1432 
'-Hydroxy-ethanethiolato(2, 
2°2-terpyridine)platinum (II), 
intercalation, calf thymus DNA, X-ray 
diffraction 1408 
J-Hydroxy-2-acetylaminof luorene, 
| modification-RNA polymerase, effect on 
_ transcription activity 6624 
—Hydroxyaminoquinoline 1-oxide, 
effect on DNA repair, guinea pig pancreas 
3747 


1786 


Hydroxyapatite, 
chromatography, 
cerevisiae DNA 296 
chromatography, Paracentrotus lividus 
chromatin protein 3268 
chromatography, RNA purification 
fractionation, Cancer pagurus DNA 
isolation-epidermis DNA 2593 
9-Hydroxybenzo(a)pyrene, 
role-DNA binding-benzo(a)pyrene, microsome 
6372 
9-Hydroxyellipticine, 
effect on DNA biosynthesis/RNA 
biosynthesis/protein biosynthesis, 
Escherichia coli 3570 
inhibition-DNA interaction-oestrogen receptor 
complex 5282 
beta-Hydroxyethyl ester, 
nucleotide, synthesis 
Hydroxyl, 
effect on purine nucleoside radical 
formation, ESR 3366 
sugar dissociation, effect on cytosine 
arabinoside/cytosine arabinoside 
(O*-methyl)/uracil arabinoside (0'=-methyl) 
conformation, NMR 2490 
Hydroxylamine, 
effect on DNA, Salmonella tyohimurium, 
compar ison-N-nitrosomethylurea/N-nitrosoethy 
lurea/N,N-nitrosodimethylurea/nitrous acid 
5407 
interaction-cytosine 
mutagenesis-plasmid DNA 
p-Hydroxymercur ibenzoate, 
effect on DNA polymerase beta, Novikoff 
ascites hepatoma 6671 
Hydroxyproline, 
content-human heart 
8-Hydroxyquinoline, 
inhibition-reverse transcriptase, 
inactivation-Rous sarcoma virus/herpes 
simplex virus 6034 
phosphate protection, oligonucleotide 
synthesis 649 
Hydroxyurea, 
cytosine arabinoside, 
treatment-Leukaemia(acute myeloblastic) 
3768 
cytotoxicity, requirement-DNA 
biosynthesis/agene expression 428 
DNA biosynthesis/recombination inhibition, 
yeast meiosis 3183 
effect on DNA biosynthesis, 
437 
effect on DNA biosynthesis, G1 phase Chinese 
hamster cells 4290 
effect on DNA biosynthesis, 
incorporation-cytidine (deoxy)/thymidine, 


isolation-Saccharomyces 


1255 
3626. 


4501 


4463 
5269 


3620 


Chinese hamster 


thymus 4824 
effect on DNA repair, Potorus tridactylis 
4292 


effect on Saccharomyces cerevisi3ze 
mutagenesis 436 
inhibition-cytosine nucleotide/uracil 
nucleotide reduction 2892 
review 2812 
role-DNA excision-repair determination, 
W138 cell/VA13 cell 4305 
treatment, effect on DNA biosynthesis, 
Chinese hamster cell 6496 
Hyla chrysoscelis, 
DNA/RNA/histone/nucleoprotein content 
Hyla versicolor, 
DNA/RNA/histone/nucleoprotein content 
Hyperplasia, 
induction activity-crown-aall tumour RNA 
2562 
prostate gland, nuclear nonhistone protein 
biosynthesis/distribution 4868 


human 


1250 
1250 


Hyperplasia(Contd), 

prostate gland, RNA biosynthesis, effect of 

steroid hormone 788 
Hypertension, 
during N-acetoxy-2-atetylaminofluorene 
induced DNA excision-repatr 5419 
Hyperthyroidism, 
effect on DNA biosynthesis, human lymphocyte 
5415 
uracil (propylthio) kinetics 45 
Hypertonicity, 
inhibition-protein biosynthesis initiation, 
vesicular stomatitis virus 1233 
Hypertrophy, 
mouse kidney, effect on rRNA degradation 
5219 

prostate gland, nuclear nonhistone protein 

biosynthesis/distribution 4868 
Hyperuricaemia, 

activity-hypoxanthine-guanine 
phosphoribosyltransferase 5563 

serum/urine content-uric acid, effect of 
purine 3360 

Hypocotyl, 

Glycine max chromatin, RNA polymerase I/RNA 

polymerase II, effect of auxin 6024 
Hypophyséctopgy, 

DNA biosynthesis/DNA polymerase/RNA 
polymerase activity, effect of 
testosterone/HCG 4951 

effect on albumin biosynthesis, rat 4547 

effect on insulin content/RNA biosynthesis, 
Islets of Langerhans 2060 

Hypothalamus, 
control, RNA biosynthesis 254 
RNA biosynthesis, stimulation, thyroidectomy 
783 
Hypothyroidisa, 
effect on DNA content/thymidine kinase 


Lesch-Nyhan syndrome erythrocyte, 
radioimmunoassay 1030 


Hypoxia, 


effect on chromatin structure, rat hepatocyte 
6571 

effect on DNA repair, Chinese hamster cell 
2684 

effect on RNA biosynthesis, rat heart 5798 

pancreas, effect of poly(A.U) 198 

rat spleen/thymus, effect on DNA polymerase 

activity 3314 


IDP, 


dephosphorylation, effect of copper ions 
1114 : 

effect on thiamine diphosphatase, rat brain 
4502 


Ileus, 


see also Intestine 
smooth muscle, ribosome aagrecate formation 
698 


Ilyanassa obseleta, 


embryo, DNA biosynthesis/RNA biosynthesis 
1300 

embryogenesis, RNA biosynthesis, 

polyadenylation 1301 


Imaginal disk, 


Calliphora erythrocephala, DNA biosynthesis, 
effect of juvenile hormone 2667 

Galleria mellonella, RNA biosynthesis, effect 
of alpha-ecdysone/beta-ecdysone/fat body 
2548 


Imidazele, 


activity, during cerebellum development, rat proton transfer, comparison-uracil, NMR 4989 
~ 5249 hor Imidazele nucleoside, ¥ eS RM F 
effect on RNA/nucleotide metabolism, cerebral synthesis 1088 

cortex 2029 Imidazole(deexy) nucleoside, 
rat, activity-RNA polymerase I/RNA polymerase synthesis 1089 


Il, transcription 6023 Imidazele(5*-phospho)nucleeside, 


Hypoxanthine, 
quaternary salt, thermal decomposition 1789 
tautomerism, NMR 24 
transport, Neurospora crassa 36 
Hypoxanthine(8-aza), 
complex-tetraaquocadmium, X-ray 
crystallography 3348 
toxicity, substrate activity 3964 
Hypoxanthine(8-methylseleno), 
synthesis 625 
Hypoxanthine arabinoside, 
derivative, synthesis, biological activity 
4474 
inhibition-DNA biosynthesis, effect of 
coformycin, herpes simplex virus 5022 
inhibition-DNA biosynthesis, herpes simplex 
virus-infected KB cells 2183 
inhibition-varicella zoster virus 2863 
Hypoxanthine arabinoside 5°-monophesphate, 
treatment, herpes simplex virus/vaeccinia 
virus-encephalitis 91 
treatment, herpes simplex virus/vaccinia 
virus-keratitis 90 


interaction-uridine (2'-amino-2'-deoxy), 
polymerization 5620 


Imidazeli,2-alpyrimidine, 


synthesis/antibiotic activity 1081 


Imaune electron microscopy, 


Escherichia coli ribosome structure 1198 


Immune respense, 


contrel, lymph node 1660 

double-stranded RNA 1657 

effect of 
uridine(2',3",5'-triacetyl-6-aza)/cytosine 
arabinoside/uridine (5-jodo-2'’-deoxy), 
review 2804 

immunegleobulin IgM/immunoglobulin IgG, 
Trypanosema brucei DNA 3834 
induetien-phage f2 double-stranded 
replicative form RNA 2043 

murine sarcoma virus, 125-jodine-lLabelled 
uridine (jodedeoxy), assay 77 
rele-BNA/RNA antibody, review 6050 
role-RNA replicase 3895 

spleen lymphocyte, 
suppression-antigen/mitogen 3242 


Hypoxanthine-guanine phosphoribosyltransferase, Immune RNA, 


activity during reticulosis 6036 
activity-Helix pomatia hepatopancreas 53562 
activity-hyperuricaemia 5563 
activity-mammal erythrocyte 5551 
assay 4969 
temperature-sensitive, Chinese hamster cell 
mutant 1031 

Hypoxanthine phosphoribosyltransferase, 
assay 35 


deficiency, Lesch-Nyhan syndrome 1029 


112 


augmentation, tumour-specific immunity 
biosynthesis, kinetics, rodent 5184 
effect on hepatoma regression 1656 
effect on induction-resistance-Listeria 
monocytogenes/Salmonella typhimurium 500 
induction-lysis, mouse lymph node 6552 
induction-memory, mouse spleen 3829 
localization, rat spleen 3826 
role-immunoglobulin IgM biosynthesis 4674 
role-immunotherapy-guinea Pig hepatoma 5804 


1655, 


mmune RNA(Contd), 
transfer-delayed hypersensitivity, 
Coccidioides immitis antigen, 
characterization-active component 
transfer-delayed hypersensitivity, 
Ceccidioides immitis/Candida albicans 


5468 


antigen 5467 
treatment-human renal carcinoma 4161 4162 
use-cancer immunotherapy 6553 
mmunity, 
mouse, synthetic polypeptide, effect of 


poly(A).poly(u) 4004 


protein characterization, role-plasmid 


ClLoDF13 DNA template-cell-free system 5456 
transcription-phage lambda, role-RNA (oop) 
5748 
tumour-specific, augmentation, immune RNA 
1655 
Vibrio cholerae, induction-RNA protein 
comolex 6551 


mmunization, 
activity-ribosome fraction, Mycobacterium 
tuberculosis var. bovis str. BCG 2239 
effect on DNA biosynthesis/methylation, 
spleen 2144 
effect on genome structure, 
DNA/RNA hybridization 5884 
effect on RNA polymerase activity, 
macrogphaae 6641 
amunocompetence, 
lymphocyte 497 
amunofluorescence, 
double-stranded DNA 
amunogenicity, 
DNA, modification-lysine/qlycine 
aminomethylol derivative 5471 
phaqe SPO01/phage T4 DNA, effect of methylene 
blue/UVirradiation/uridine (bromodeoxy) 
1661 
mmunoglobulin, 
antibody, induction-DNA biosynthesis, 
lymphocyte 3241 
fragmentation durina Liosynthesis, 
integratior 6522 
gene (lambda), cytoplasmic DNA 
sequence/characterization, myeloma RPC-20 
740 
kappa-chain, mRNA, 
lymphocyte surface, 
plasmacytoma RNA 6339 
lymphocyte surface, myeloma, 
RNA-containing plasma factor 
mRNA purification/translation, 
4600 
MRNA, relationship-T cell RNA sequence 
mmunoglobulin 7S, 
leukaemia, inhibition-C-type virus reverse 
transcriptase 2737 
immunoglobulin heavy chain, 


mouse spleen, 


guinea pig 


antibody, detection 6555 


gene/mRNA 


hybridization-DNA 5971 


effect of murine 


effect of 
2241 
myeloma RPC-20 


5178 


mRNA, purification/seauence 1953 
“mmaunoglobulin IgG, 
biosynthesis, murine myeloma 1917 1918 


immune response-Trypanosoma brucei DNA 3834 
mRNA, sequence complementarity, mouse DNA 
6288 
synthesis, effect of inhibition-initiation, 
plasmacytoma 4069 
immunoglobulin IgM, 
- biosynthesis, role-immune RNA 4674 
immune response-Trypanosoma brucei DNA 
immunoglobulin Light chain, 
mRNA, characterization 735 
MRNA, gene, diversity 2229 
mRNA, hybridization-MOPC 41 DNA, gene 
reiteration 3232 
wRNA, translation, initiation 
jemunology, 
C-type virus, 
monkey virus 


3834 


2570 


relationship-Mason-Pfizer 
4609 


Immunology(Contd), 
ribosome characterization, 
vesicatoria 4562 
RNase-Actinomyces rimosus, 
pancreas 6606 
Immunospecificity, 
poly (A:U)/o00ly (I:C), 
659 
Immunosuppression, 
activity-cytosine arabinoside, 
lymphocyte, DNA biosynthesis, 
levamisole 2191 
Immunotherapy, 
guinea piq hepatoma, 
fragment 58C4 
hepatoma regression, untreated site 
role-RNA, tumour 5469 
IMP, 
bindina-diammineplatinum/ethylenediamineplati 
num 4475 ; 
conformation 1824 
N-bridgehead analogues, synthesis 2&9 
precursor, accumulation-Candida pelliculosa 
purine-dependent mutent 2821 
solution, determination-relsxation time 
IMP dehydrogenase, 
activity, effect of purine 
human fibroplast 5957 
activity, mechanism 4445 
kinetics, mechanism, A2robacter 
4444 
molecular weicht determination, 
aeroqenes 4443 
Impulse cytophotometry, 
DNA biosynthesis/PNA biosynthesis/prot2in 


Xanthomonas 


comparison-cattle 


structur2 reauir2ment 


review 2&8 


effect of 


role-immune RNA/fibrin 


1656 


6115 


(6-mercaptc), 


gerouenes 


Neropecter 


biosynthesis, Saccharomyces sp. PEs a heys: 
Indene, 
triples state -02267 
Indole, 
triplet state 2367 
Indole acetic acid, 
effect on chromatin, Pisum sativum, 
etiolation 539 
effect on RNA content, Asperaillus oryz3e 
2546 
Indole method, 
DNA assay 2614 


Indole (3-acyl-4,7-disubstituted), 
antimicrobial agent, activity 
Indolmycin, 
inhibition-tRNA (tryptophanyl) 
6186 
Infectious bovine rhinotracheitis virus, 
DNA structure, nucleotide occurrence 
Infectious bursal disease virus, 
structure 2979 
Infectious canine hepatitis virus, 
infected kidney, chromosomal protein 
acetylation/phosphorylation 4374 
Infectious pancreatic necrosis virus, 
genome structure/physical properties 
Influenza virus, 
association-RNase 
complementary RNA, purification/activity, 
wheat germ extract 731 
defective, RNA transcriptase activity/genome 
structure 3015 
induction, interferon, 
specificity 495 
infected chick embryo, 
effect of adenosine(3'-deoxy) 3016 
infection, treatment-ribavirin 3387 
poly (A)-containing mRNA translation, wheat 
germ cell-free system 3485 
ribonucleoprotein-RNA polymerase complex, 
infectivity 6588 
ribonucleoprotein-RNA polymerase complex, RNA 
biosynthesis 6587 
RNA biosynthesis, analysis, 
5782 


843 


Synthetase 


STEMI) 


SU ENA 


3271 


rat x mouse, 


RNA biosynthesis, 


infected KM cell 


113 


Influenza virus(fontd), 

mRNA, characterization 742 

RNA genome, structure determination 

RNA, hybridization-chick embryo DNA 

RNA, poly(A)sequence 200 

mRNA, translation in vitro 

RNA, 
3581 


6272 
2541 


5805 


single-stranded/double-stranded RNA analysis 


S5itie 
Influenza virus A, 
jdentification-~haemagglutinin/neuraminidase 
gene 4616 
infection-chick embryo, RNA biosynthesis 
recombination 3577 
RNA biosynthesis, 
RNA, characterization 297 
RNA structure, comparison-influenza virus 
B/influenza virus C 2513 
Influenza virus B, 
induction-interferon, 
medium 1983 
RNA structure, comparison-influenza virus 
A/influenza virus C 2513 
Influenza virus C, 
RNA structure, comparison-influenza virus 
A/influenza virus 8 32513 
Influenza virus X-7, 
RNA, motecular weight 
Influenza virus X-9, 
RNA, molecular weight 
Information theory, 
3296 
Informosome, 
relationship-mRNA distribution-wheat embryo 
during aermination 5148 
Inheritance, 
double-stranded RNA/killer phenotype, 
Ustilagqo maydis 1971 
Saccharomyces cerevisiae, mitochondrial gene 
472 ; 
Initiation, 
complex-protein biosynthesis, 
inhibition-pyrocatechol violet, 
4584 
inhibition, effect on immunoglobulin IgG 
synthesis, plasmacytoma 4069 
site location/structure-RNA dependent DNA 
biosynthesis-Rous sarcoma virus 5387 
Initiation complex, 
binding-ribosomal subunit 5CS, 


1269 


1269 


protein L11 1927 
Escherichia coli, ribosome 1236 
eukaryote, formation mechanism 1931 


formation 2487 
formation, effect of colicin —E3 1926 
formation, Escherichia coli ribosome, effect 
of avian myeloblastosis virus RNA 1929 
formation, inhibition-5°-GMP(7-methyL) 
formation, regulation-GTP/GDP 6232 
formation, 
Met 5730 
induction, 
26S 1234 
Pisum sativum, 
188 
protein biosynthesis, 
1924 
stability, 
6233 
structure/function, fluoride ion 
inhibition-protein biosynthesis 
Initiation complex 70S, 
formation, role-ribosomal protein 
Li/ribosomal protein L11/ribosomal protein 
ET pee Sichie michal GOUT stos 
Initiation factor, 
see also Elongation factor 
chicken erythroblast, properties 
control-RNA translation, 


114 


3479 
Semliki Forest virus RNA 42S/RNA 
formation, mRNA-independent 


regulation-formation 


effect of initiation factor IF-3 


2491 


2489 


translation-wheat germ cell-free system 


781 


inhibition-ribavirin 4142 


effect of cell culture 


reticulocyte 


role-ribosomal 


role-initiation factor IF-1/tRNA f 


encephalomyocarditis 


Initiation factor(Contd), 
virus 623 : P 
protein biosynthesis, Artemia s3lina 
purification/properties, Bacillus 
stearothermophilus 4066 ; 
rat-liver, hydrolysis, tRNA*Met+f (methionyl) 
184 ‘ 
reticulocyte, effect of nmolyamine 
reticulocyte/Krebs II sscites cell, 
characterization 1932 
Initiation factor IF-1, 
function, rRNA 16S cleavage, 
2951 
mRNA bindina activity 
role-initiation complex 
Initiation factor IF-2, 
effect on protein biosynthesis, 
cell-free system 4°77) 
Escherichia coli, catalysis, dGIP/auanosine 
pentaphosphate activity 1938 
Escherichia coli, interaction-auanosine 
(deoxy) polyphosphate 11164 


1932 


1935 


Escherichia coli 


719 


formation 5730 


reticulocyte 


Escherichia coli, specific bindina, tRNA fMet 
22s 

interaction-tRNA(formylmethionyl), 

Escherichia coli 4067 
Initiation factor IF-3, 

bindina-ribosome, role-r7NA 16S 2482 
cross-lLinkina-ribosomal subunit 79S, 
Escherichia coli 6234 

effect on initiation complex stability 6232 


Escherichia coli, 
mechanism 704 
interaction-ribosome 2484 
purification/characterization, 
reticulocyte 6236 
purification, complex 
Met/GTP 2956 
rabbit reticulocyte, 
translation, 
system 6235 
ribosomal subunit 30S, 


ribosome dissocietion, 


rabbit 
formation-tRNA/tRNA Ff 


devendence, alobin mRNA 
Crithidia fasciculata cell-free 


nearest neiahbour 716 


Initiation factor IF-15, 


effect on protein biosynthesis, 


reticulocyte 
cell-free system 4070 


Initiation factor IF-25, 


effect on protein biosynthesis, 


reticulocyte 
cell-free system 4073 


Initiation factor IF-A2A, 


jsolation/characterization, hen oviduct 5729 
Initiation factor IF-A2B, 
isolation/characterization, hen oviduct 5729 


Initiation factor IF-M2Balpha, 


rabbit reticulocyte, purification/properties 
6237 


Initiation factor IF-M2Bbeta, 


rabbit reticulocyte, purification/properties 
6237 


Initiation factor IF-m3, 


recognition-mRNA, role-GMP(7-methyl), 
eukaryote 4068 


Initiation factor IF-M4, 


purification, characterization 5728 
Initiation factor IF-M5, 
purification, characterization 5728 


Initiation factor IF-MP, 


Artemia salina, properties 

relationship-translation 
5135 

relationshio-translation 
reticulocyte 5792 


We 
inhibitor protein 


inhibitor, rebbit 


Injury, 


see also Wound 

aorta, collagen biosynthesis/RNA 
biosynthesis/DNA biosynthesis, effect of 
prednisone 785 

epithelium, induction-zscherichia coli 
endotoxin 2774 


kidney, template-activity 232 


Inosine, 
activity-haematoloay 2830 
binding-diamminepLlat inum/ethylenediamineplati 
num 4475 
biosynthesis, Bacillus subtilis mutant 
biosynthesis, Bacillus subtilis mutant, 
effect of adenine/quanine/uracil/amino acid 
3385 
derivative, 
5643 
dialdehyde, inhibition-ribonucleotide 
reductase/RNA biosynthesis/DNA biosynthesis, 
tumour cell 6111 
dinucleotide-containina, syn conformation, 
effect of spleen/snake venom 
phosphodiesterase 2351 
effect on 5-phosphoribosyl-1-pyrophosphate 
biosynthesis 6100 
interaction-drug, guinea pig trachea 4994 
role-Bacillus cereus endospore germination 
84 
synthesis, AICAR 1090 
transport-plasma membrane, 
373 cells 2402 
Inosine(8-aza), 
ribose conformation, 
Inosine(deoxy), 
activated nucleotidase, 
distribution/activity, 
Inosine(5*-deoxy-2-aza-), 
synthesis 3374 
Inosine(2°,3"-0-iscopropylidene alpha-thio), 
synthesis 5007 
Inosine(1-methyl), 
binding-diamminep lat inum/ethylenediaminepLlati 
num 4475 
occurrence-Crithidia fasciculata rRNA 
Inosine(8-methylseleno), 
synthesis 625° 
Inosine(8-sethylseleno-2°,3'-isopropyl), 
synthesis 625 
Inosine(nitrobenzylthio), 
binding site, erythrocyte membrane 1817 
inhibit ion-adenosine/adenosine(2'-deoxy)/aden 


1106 


synthesis, chemical properties 


SV40-trans formed 
NMR 3961 


rat tissue 1770 


2990 


ine arabinoside uptake-erythrocyte 1816 
Inosine(triacetyl-8-oxy), 
converston-adenosine (Ne6-dimethyl) 5618 


Inosine diphosphatase, 
comparison, rat lLiver/hepatoma 
$-inosyl-L-hemocysteine, 
inhibition-tRNA methylase 
Insect, 
see also various species 
oocyte, mRNA S-terminal, occurrence~guanosine 
5174 
Insulin, 
content-Islets of Langerhans, effect of 
hypophysectomy/growth hormone 2060 
effect on DNA biosynthesis/cell cycle, chick 
fibroblast 6474 
effect on DNA biosynthesis, 
(7,12-dimethylbenz(a)anthracene-induced © 
mammary gland tumour 6476 
effect on DNA biosynthesis/growth, muscle 
2664 
effect on fibroblast growth inhibition 
effect on mitosis/DNA biosynthesis/RNA 
biosynthesis, chick embryo 2179 
effect on prostate gland RNA biosynthesis/DNA 
biosynthesis/protein biosynthesis 2181 
effect on ribosomal protein S6 
phosphorylatton, liver 1210 
effect on uridine metabolism/RNA 
biosynthesis, mammary gland 249 
| interaction-chick embryo fibroblast 1563 
- polypeptide, cell-free system translation 
7 2061 


5516 
2448 


2666 


Insulin receptor, : 
relationship-DNA biosynthesis, lens 


- epithelium 2180 . 


Insulinoma, 


human, mRNA translation 1366 
Intercalation, 
-DNA/polynucleotide 2094 


DNA, acridine dimer 297 

DNA ellipticine derivative, self-association, 
PMR 6407 

dye, relationship-DNA structure, phage 
phix174 infected cell 422° 

induced conformation-DNA, 
organization-chromatin 

Interchromosomal fibre, 
ONA, HeLa cell/human-Lymphocyte 
Interferon, 

activity, translation, human 
fibroblast/Xenopus oocyte 1364 

biosynthesis, chick embryo, development-cell 
resistance, effect of poly (I.C)/poly (G.C) 

5058 

biosynthesis, induction-poly(I.C) 
binding-human embryo fibroblast 4509 

biosynthesis-mouse, effect of poly (I.C), 
kinetics 5053 

biosynthesis, translation-mRNA-cell-free 
system 818 819 

effect on DNA biosynthesis/RNA biosynthesis, 
mouse spleen 4772 

effect on Ehrlich ascites carcinoma mRNA 
translation/tRNA inactivation 1365 

effect on endonuclease activity, Ehrlich 
ascites carcinoma 2605 

effect on globin mRNA activity, 
erythroleukaemia 2572 

effect on protein phosphorylation, 
ascites carcinoma 6240 

effect om RNase induction 3875 
experimental neoplasm, review 
human, cell growth inhibition, 
mediation-chromosome 21 2734 
human, enhancement-actinomycin 
D/cycloheximide 3563 

human, inhibition-chromosome 21-coded antigen 
antibody 2733 

human Leukocyte, RNase activity 6616 

human, sensitivity, neurotropic arbovirus 

1151 

induced, 


6409 


354 


Ehrlich 


1056 


inhibition-SV40, mechanism 1548 
inducer, effect on tick-borne encephalitis 
virus resistance 3237 

induction, activity, antiviral agent 1749 
induction, activity-Chikungunya virus/denque 
virus 3239 

induction, activity-poly(I.C), 
relationship-molecular weight 
induction, 


2425 


activity-poly(I.C)/statolon/reovirus, effect 
of diethylpyrocarbonate 3424 
induction-double-stranded RNA, 
treatment-herpesvirus dermatoses 2728 


induction, effect of polynucleotide 
displacement interaction 2420 

induction, Friend Leukaemia virus transformed 
cells 1149 
induction-influenza virus B, 
culture medium 1983 
induction, Newcastle disease virus 
infection-macrophage/chick embryo cells 
2016 

induction-Newcastle disease virus/poly(I.C), 
effect of camptothecin 1663 

induction, PEK cell, effect on RNase 4245 
induction, poly (A:U)/poly(I.C), structure 
requirement 659 

induction-poly(1I.C), enhancement-amphotericin 
B 3236 : 

induction, poly(IC), primates 1863 

induction, pyrimidine (thio)-containing 
polynucleotide 6154 

induction, relationship-poly(I.C) molecule 
size 1862 


effect of cell 


nits 


Interferon(Contd), 
induction-rice dwarf 
RNA 2238 
induction, 
3205 
induction, Sindbis virus 
temoerature-sensitive mutant, 
relationship-RNA bicsynthesis/cytopathic 
effect 2544 
induction, SV4C-transformed 373 
of double-stranded RNA 5233 
inhibition-cell killing particle activity, 
vesicular stomatitis virus 3548 
inhibit ion-polyribonucleotide/mRNA 
translation, effect of tRNA 3596 
inhibition-protein biosynthesis, 
encephalomyocarditis virus 6342 
inhibition-protein biosynthesis, 


virus double-stranded 


Rous sarcoma virus DNA infection 


cell, effect 


mitochondria 


3595 
mouse, 
stimulation-pyrimidinol (2-amino-5-bromo-6-me 
thyl-4=) 3235 


producing/non-producina human cell/t cell, 
membrane, interaction-poly(I.C) 664 
production, human fibroblast, role-mRNA 
rat x mouse, inducticn-influenz3 
virus/poly(I1.C), specificity 495 
mRNA biosynthesis, 
inhibition-benzimidezole(5,6-dichloro-1-beta 
-D-ribofuranosyl) 3029 
mRNA/induced RNA biosynthesis, 
actinomycin D/cycloheximide 5194 
mRNA, translation~heterolooous system 
superinduction, benzimidazole 
(5,6-dichloro-1-beta-D-ribofuranosyl) 
$V40, inhibition-transcription 5788 
treated cells, poly(1.C) toxicity 1861 
treated L cell, reovirus replication 2540 
treated mouse L cell, ribosomal protein 


phosphorylation, sensitivity-double-stranded 
RNA 6224 


Internucleotide, 
phosphate bond, use-olico 
Internucleotide bond, 
jisomerisation 10C 
Interphase, 
chromatin, 


4174 


effect of 
6192 


954 


(T) synthesis 6176 


subunit structure 5986 
L929 cell, nucleus, nucleolus fibrillar 
structure, characterization 287 
Intestinal mucosa, 
jisolation-lLabelled DNA 2081 
rat/auinea pig, phosphodiesterase II 
purification/activity 4437 
Intestine, 
see also Ileum, Jejunum, etc. 
chick, chromatin template activity, 
Jalpha,25-dihydroxyvitamin 
D3/hormone-receptor complex 3555 
development/carcinoagenesis, nuclear 
nonhistone protein biosynthesis 4869 
DNA, repair, nitrogen mustard/methyl 
methanesulphbnate/mitomycin C-induced damaae 


effect of 


3749 

rabbit, adenosine deaminase purification 
4441 

rat, RNA biosynthesis, effect of aldosterone 
5206 


Intra-uterine device, 
effect on oestroaen-induced RNA biosynthesis, 
uterus 3557 
Intracellular fjodophilic polysaccharide, 
biosynthesis, Streptococcus mutans 2518 
Iodine, 
inactivation-Escherichia coli 
subunit 30S 1914 
Iodine-125, 
effect on DNA excision-repair, Escherichia 
coli mutant 4283 
incorporation-DNA, effect on mammalian cell 
2603 


ribosomal 


116 


Iodine-125(Contd), 


Labellina-Sv4e PNA, reasceoctataan= 2112 
lodoacetamide, ; 

radiosensitization-DNA, halker 

carcinosarcome/Guerin erithelioma ce ke 


Iodoacetic acid, 


effect on oamma=irradiation induced DRA 


excision-repsir during =snoxia, ©scherichi2 
CObA, ~5923 
Ion, 


see also specific ions 
binding-DNA 4195 

Ionic strength, ‘ av 
effect on denatured DNA canformsaticn 43597 


effect on deoxyribonucleorrctein conformetion 


S497 
effect on DNA, binding=nistcne #1 5244 
effect on DNA helix-coil transition 5297 
effect on nucleohiston2? confiourstion, thymus 
aland 2251 
effect on rkNA conformstion, rat liver €289 
effect om tENA methylase activity, Paramecium 
aurelia 2914 


effect on RNA polymerese, 
T7 DNA promoter 5522 
beta-lIonone, 
etfect on translation/st3ability-polyribosome, 
Blakeslea trisporathaxter 5720 
stimulation-carotenoid biosynthesis, 
Blakeslee trispora, polyriftosome 
stabilization 3476 
Ionophore A23187, 
induction-synchrony, 
64 
IR spectroscopy, 


interaction oh3ae 


Kluveromyces fraoilis 


isocytosine/cytosine/ur2acil crystal, effect 
of water vapour 56CC 

DNA/RNA 5289 

DNA sodium/potassium salt, bindina-water 
6388 


guanosine (7=-methyl) 6997 

histone H1/histone H2a/histone H4, 
structure 5978 

Pyrimidine complex, 

5595 
pyrimidine derivatives, 
Iron, 

content-DNA, Salmonella typhoss/Salmonell2 
paratyphi/Salmonells tyohimurium/escherichiea 
coli/Shigella sonnei 


secondary 
effect of coordination 


structure 


rs 4) 


4730 

effect on ribosome sctivity, rat liver 
2966 

inert complex, hindina-ONA, linear dichroism 
6386 


Irradiation, 

bone marrow, chromosome aberration, 
exogenous DNA 2700 

bone marrow, mitotic index, 
relationship-uridine (deoxy) excretion 

combination-temperature, effect on 
Penicillium expansum DNA © 2612 

dinucleotide analoque 1854 

DNA degradation after, inhibitor, 
prophage lambda 31 

DNA, effect of propylaallate 

DNA, model compound 211 312 

DNA, spleen, effect of altitude 
acclimatization 322 

effect cn Acholeplasma l3idtawii 
effect on adrenal cortex 2610 
effect on chromatin/Lipid metsbolism, svien 
species 2754 

effect on DNA biosynthesis/DNA recombination, 
Micrococcus radiodurans 4286 

effect on DNA incorporstion, normal 
celt/tumour 6514 

effect on DNA polymerase/thymidine kinase 
activity, rat bone marrow 2191 


etfect of 


2403 


et tigict 


Diao. % 


DNA = Nz 9M, 


Irradiation(Contd), 


effect on lymphocyte? nucleolus 2556 

effect on mutaaenicity-acridine 
orange/proflavine/acridine yellow, 
Saccharomyces cerevisiae 3763 

effect on PNA deqradation kinetics, 
spleen/thymus gland/liver 2577 

Escherichia coli, DNA damace/repair, effect 
of cysteine 2604 

fast electron, spleen/ascites tumour cell, 
effect on RNA/DNA 1262 

induced chromatid aberration, Vicia faba, 
distribution 3870 

induced damage, rat duodenum, effect of DNA 

5944 


induced DNA excision-repair, molecular weight 


determination 5935 

induced DNA repair, effect of gene mutation, 
Escherichia coli 5929 

induced DNA single-stranded breakage, 
Escherichia coli 6432 

induced DNA transients, 
repair/repair-deficient Escherichia coli, 
binding-nitroxyl 1295 

induced murine leukaemia virus, properties 
3917 

induced radical, 
uracil/uracil(dihydro)/ribose/deoxyribose, 
interaction-p-nitroacetophenone 3355 

inhibition-transformino DNA, Haemophilus 
influenzae 5275 

lethal, effect on DNA biosynthesis, CHO cell 
1398 

Liver/spleen, RNA polymerase , effect on 
transcription 1745 

neutron, effect on spleen DNA 321 

neutron/electron, effect on DNA degradation, 
Escherichia coli 6431 

relationshir-DNA content/mutation rate 4979 

Soc cell, survival, effect of exogenous DNA 
2699 

thymocyte DNA, damage 319 

uracil(1,3-dimethyl-4-thio), 
orescence-triethylamine 1797 


alpha-Irradiation, 


effect on DNA biosynthesis, Saccharomyces 
cerevisiae 4798 


beta-Irradiat ion, 


effect on DNA/leukocyte 2085 


gamma-Irradiation, 


bone marrow, DNA repair, effect of 


aminoethylisothiouroniumbromide hydrobromide 


6482 
dCMP, radical formation, ENDOR 5644 
Crepis capillaris, 
relationship-mutagenesis/cell cycle 3080 
degradation-thymus deoxyribonucleoprotein 
1708 
DNA, apyrimidinic sites 313 
DNA, defective excision-repair, ataxia 
telangiectasia fibroblast 3745 3746 
DNA, free radical, interaction-oxygen 322 
DNA, thymocyte, repair 405 
effect on chromatin template activity 6001 
effect on chromatin, thymus aland 537 
effect on cytoplasmic/nuclear RNA 
biosynthesis, rat spleen/liver 5210 
effect on cytosine, product identification 
5598 
effect on deoxyribonucleoprotein 2283 
effect on deoxyribtonucleoprotein electron 
transport 4270 
effect on deoxyribonucleoprotein, lymph node 
2858 
effect on deuterium-labelled DNA 2695 
effect on DNA, base release, strand breakage 
6270 
effect on DNA biosynthesis, rat 
spleen/thymus/bone marrow 5431 


gamma- Irradiation(Contd), 


effect on DNA biosynthesis/FNA 
hicsynthesis/PNase activity, mouse hybrid 
314 
effect on DNA tiosynthesis, S2ccharomyces 
cerevisiae 479° 
effect on DNA, bone marrow/spleen 24(6 
effect on PNA excision-renair 4277 
effect on DNA excision-repair, skin 
fibroblest, durina Fancon’s anaemia 5344 
effect on DNA repair, Bacitlus sumtqlis “Tee 7 
effect on ONA repair, progeria cell 488 
effect on lLiver/thymus RNase/RNA 552 
effect on muclear RNA biosynthesis, rat liver 
3078 
effect on nucl2otide compssition, tRNA, 
cotton seed 1162 
effect on potato virus X/tobaccyo mosaic virus 
RNA infectivity 2976 
effect on ribosomal protein 146 
effect on RNA biosynthesis, liver cell 6319 
effect on RNA biosynthesis, Yoshida ascites 
carcinoma 4665 
effect on RNA/DNA content, G2llus domesticus 
liver 4800 
effect on RNase 877 
effect on RNase, protection-DNA association 
6605 
effect on SV40-transtormed cells 1 
effect on Tetrahymena pyriformis RN 
biosynthesis 1296 
etfect on thymine content-DNA 5844 
effect on dTMP radical formation, ESR 3394 
effect on UMP biosynthesis, thymus 
gland/spleen 3402 
effect on UMP biosynthesis/UMP kinase 
activity 1124 
effect on uracil 
Phosphoribosyltransferase/UMP kinase, 
protection-ATP, rat 5646 
Escherichia coli DNA, damage/rep3ir, 
comparison-X~-irradiation 3629 
Escherichia coli DNA, ranid repair 2126 
Escherichia coli K12, inducticn-DNA 
double-stranded breakage £37 
Escherichia coli, repair, role-oene (dn2G) 
3741 
Escherichia coli ribosome 24641 
HeLa cell, DNA biosynthesis, effect of 
caffeine 3193 
HeLa cell, recombination, DNA, effect of 
caffeine 3753 
induced breakage, chromosome repair, 
inhibition-benzene 5922 
induced DNA excision-repair, effect of 
jodoacetic acid during 2noxis, Escherichia 
col Fy es923 
induced sinale-stranded DNA bre2kaqe, 
Z*=-terminal/S*-terminal analysis 5849 
induction-DNA biosynthesis, Pisum sativum 
meristem, during germinaticn 650% 
induction-DNA breakaqe, mouse testis 5412 
induction-DNA repair synthesis, SHK 21 
cell/KB cell, relationship, chromcsome 
exchange 381 
induction -recombination, S3cchsromyces 
cerevisiae 476 
induction-single-strend break, Escherichia 
coli, repair 1491 
induction-unscheduled DNA biosynthesis, 
Hordeum vulgare 1571 
Micrococcus radiodurans, repair 2129 
mutagenicity-Bacillus subtilis transforming 
DNA 3216 
nucleoprotein-complex, characterization, 
radiothermoluminescence 315 
Pyrimidine(halogeno), ESR 3254 
regeneratina Liver, DNA repair 784 
resistance-double-stranded DNA conformation 
1405 


400 
4 


117 


gamma-Ilrradiation(Contd), 
single-stranded breakage, DNA, DNA polymerase 
role-repair, Escherichia coli 6659 
stimulation-RNA biosynthesis, Ricinus 
communis germination 1318 
Tetrahymena pyriformis, DNA repair, 
comparison-mitochondria/nucleus 4796 4 
xeroderma pigmentosum, defective DNA repair 
4809 
UV- Irradiation, 
bacteria, survival, review 2816 
bacterial DNA, excision-repair 1485 
chromatin, cross-linking-histone F2a/histone 
F2b 5503 
damage-phage phix174 DNA 316 
damaged DNA, adenovirus type 2, human cell 
1555 
damaged DNA, adenovirus type 2, human cell, 
repair, caffeine inhibition 1554 
DNA, adenine photoproduct 3077 
DNA, cleavage, Escherichia coli endonuclease 
3281 
DNA, interaction-phage T4 gene 32 protein, 
effect on thymine dimer 5272 
DNA, product analysis, Escherichia coli 
DNA-protein cross-linking 3263 
DNA-protein cross-linking, normal/xeroderma 
pigmentosum human fibroblast 4709 
DONA repair, Bacillus subtilis 
recombination-deficient mutant 359 
DNA repair, effect of enzymes 1726 
DNA, repair-Escherichia coli endonuclease 
6009 
DNA repair, implantation embryo 
effect on alkaline DNase activity 
effect on Amoeba proteus 368 
effect on calf thymus DNA conformation, 
Linear dichroism 6371 
effect on cell division/DNA degradation, 
Saccharomyces cerevisiae mutant 5406 
effect on DNA 3076 F 
effect on DNA biosynthesis, herpes simplex 
virus infected CV-1 cell 5379 
effect on DNA biosynthesis, human W138 cell 
S195) 
effect on DNA biosynthesis/RNA 
biosynthesis/protein biosynthesis, 
Escherichia coli 2676 
effect on DNA conformation, calf thymus 
effect on DNA content, Dunaliella salina 
3186 
effect on DNA degradation/DNA biosynthesis 
during meiosis, Saccharomyces cerevisiae 
5926 
effect on DNA T4-endonuclease V sensitive 
site, human W138 cell 3196 
effect on DNA excision-repair 3748 
effect on DNA excision-repair, Dictyostelium 
discofdeum 5408 
effect on DNA excision-repair, human 
fibroblasts 2681 
effect on DNA excision-repair, xeroderma 
pigmentosum 4810 
effect on DNA-fuchsin complex, 
content-Zajdela hepatoma 5255 
effect on DNA repair, Bacillus subtilis 1487 
effect on DNA repair, Chinese hamster cell 
5410 
effect on DNA repair during xeroderma 
pigmentosum 5418 
effect on DNA repair, human 
fibroblast/xeroderma pigmentosum 2169 
effect on DNA repair photoreactivating enzyme 
yeast 2688 
effect on DNA repair, Proteus 
mirabilis/Escherichia coli 1490 
effect on DNA secondary structure 


effect on DNA, thymine dimers fate, 
Escherichia col4 2607 


42C5 


1513 
4927 


4244 


4193 
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UV-Irradiation(Contd), 


etfect on Escherichia coli RNA biosynthesis 
1985 
effect on histone H4 covalent 
cross-lLinking-ATP 5505 
effect on immunogenicity, phage SP01/phage T4 
DNA 1661 
effect on mitosis, Physarum polycephalum 
1501 
effect on phage PM2 DNA sedimentation rate 
4203 
effect on protein biosynthesis, analysis, 
phage Lambdadrif*d 18/phage Lambdadfus- 3 
infected Escherichia coli 4578 
effect on pyrimidine dimer excision-DNA, 
Escherichia coli 5402 ; 
effect on RNA biosynthesis, Yoshida ascites 
carcinoma 4665 
effect on tRNA, induction-uridine (4-thio) 
cytidine complex 5062 
effect on role-DNA 
biosynthesis-recombination, chage Lambda 
infected Escherichia coli 5960 
effect on Saccharomyces cerevisiae mutant 
1402 
effect on SV40, transformation-C3H cell 
effect on SV40-transformed cells 1400 
effect on thermoinducible error-prone repair, 
Escherichia coli B/r 2128 
effect on thymine dimer excision-repair, 
Micrococcus radiophilus 5493 
Escherichia coli, DNA excision-repair 
3178 
Escherichia coli, DNA polymerase III role-DNA 
excision-repair 3179 
Escherichia coli, DNA repair, effect of 
arsenic 435 
Escherichia coli mutant, effect of 
pre-irradiation 1401 
Escherichia coli, photoreactivation 3737 
Escherichia coli ribosomal subunit, rRNA 
cross-Linking-ribosomal protein S7/ribosomal 
protein L& 1263 
Eudorina elegans, repair, effect of acridine 
orange/acriflavine/caffeine 2188 
excision-repair, phage phix174, DNA 
replicative form 415 
Haemophilus influenzae DNA repair 365 
Ub tae mutant, sensitive/resistant, repair 
523 
herpes simplex virus, transformed cell, 
content-DNA 3213 
inactivation, oxygen-dependent, Escherichia 
coli, effect on DNA repair 23740 
induced damage, Saccharomyces cerevisiae 
mitochondrial DNA, repair 3185 
induced DNA excision-repair, role-ATP, 
Escherichia coli 5925 
induced DNA recombination, role-DNA 
biosynthesis, phage lambda 5948 
induced, mutagenesis, Escherichia coli, ONA, 
repair 361 
induction-cleavage, cytidine 
(N4hydroxy)/cytidine (N4methcxy) /adenosine 
(N6émethoxy) 628 
induction-DNA binding tryptophan 2082 
induction-DNA biosynthesis, myocardium, 
effect of age 4303 
induction-DNA biosynthesis, xeroderma 
pigmentosum, restoration-phaage T4 
endonuclease V/Sendai virus 901 
induction-DNA/protein complex, Chinese 
hamster cell chromatin 4378 
induction-mutagenesis, phage sd 42 
i Gcesuabaka cane Saccharomyces cerevisiae 
induction-polynucleotide-protein 
crosslinkage, phage MS2 1148 
induction-pyrimidine dimer, L cell DNA 


5961 


2127 


1403 


UV-]rradiation(Contd), 
induction -recombination, Saccharomyces 
cerevisiae 476 
induction-ribosomal protein 30S-rRNA 16S 
cross-linking 695 
induction-Sv40, SV40-transformed cells, cell 
cycle dependence 1549 
inhibition-adenine incorporation, 
Schizopyrnus russelli 4288 
microbeam, chromosome interphase nucleus, 
distribution 1481 
mitosis cell, lLabelling-chromosome 
mouse epidermis, excision-repair-DNA 
pyrimidine dimer 2689 
mutagenesis, induction-error-prone repair, 
Escherichia coli 2686 
mutagenesis, repair, Escherichia coli 2685 
mutation-Haemophilus influenzae transforming 
DNA 4208 
phace lambda, repair mechanism, review 
phage 14,DNA repair, effect of Anacystis 
nidulans extract 413 
poly(A)/collagen, effect of metal ions 4504 
pseudorabies virus + herpes simplex virus, 
effect on thymidine kinase induction 1765 
resistance, Escherichia coli mutant, phage 
lambda infection, excision-repair 1537 
resistance, relationship-DNA biosynthesis, 
Escherichia coli 5924 
Saccharomyces cerevisiae, 
excision-rep3air 377 
Saccharomyces cerevisiae, 
excision-repair-DNA/mitochondrial DNA 1499 
sensitivity-phage P22 oene c1 protein 3207 
SV40 DNA, host-cell reactivation, xeroderma 
Ppiamentosum 3744 
toxicity, xeroderma piamentosum, 
synergism 2083 : 
tryptophan treated, effect on DNA 
biosynthesis/RNA biosynthesis/protein 
biosynthesis 5294 
xeroderma pigmentosum, 
3194 
xeroderma pigmentosum, 
caffeine 5417 
xeroderma pigmentosum, excision-repair 
deficiency, effect of caffeine 1521 
xeroderma pigmentosum fibroblast, effect on 
colony formation 5932 
X-Irradiation, 
adenine (9-methyl)/adenosine 
(deoxy) monohydrate/adenosine hydrochloride, 
radical formation 5594 
Chinese hamster cells, 
relationship-single-stranded/double-stranded 
DNA excision-repair/survival 3187 
Chinese hamster, DNA repair 382 
CHO cell, DNA repair, effect of 
air/nitrogen/buffer 2137 
3"-CMP, ESR 4498 
dCMP, radical formation, ENDOR 5644 
cytosine-hydrochloric acid complex 
DNA biosynthesis, effect n replicon 
initiation 2084 
DNA, formyl radical 2608 
effect on cleavage-single-stranded DNA 
effect on DNA biosynthesis, bone marrow, 
comparison-in vitro/in vivo 4806 
effect on DNA biosynthesis during 
regeneration-rat liver 5414 
effect on DNA conformation 3627 
effect on DNA/Leukocyte 2085 
effect on double-stranded/single-stranded DNA 
breakage 5850 
effect on Liver DNA 
reassociation/hybridization-RNA 2609 
effect on phosphoribosylpyrophosphate 
metabolism, bone marrow 2412 
effect on mRNA biosynthesis, CHO cell 
effect on RNA biosynthesis, rat liver 


3843 


Cer 


DNA, 


caffeine 


DNA repair, defect 


DNA repair, effect of 


3350 


5296 


6320 
3561 


X-Irradiation(Contd). 

effect on tRNA aminoacylation, rat liver 6180 

effect on tRNA/protein biosynthesis, liver 
116 

effect on tRNACaminoacyl) synthetase 

activity, brain development 2924 

effect on Saccharomyces cerevisiae mutant 
1402 

Escherichia coli DNA, damage/repair, 


comparison-gamma-irradiation 3629 
Escherichia coli, DNA, effect of oxyaen 329 
Escherichia coli mutant, effect of 

pre-irradiation 1401 
hepatoma, DNA, reassociation kinetics 3620 


induced damage, Chinese hamster cell, 

protection-DNA 5945 

induced DNA excision-repair, 
5927 

induced DNA repair, role-DN4 polymerase I/DNA 

polymerase II/DNA polymerase III/DNA Ligase, 

Escherichia coli 54(C1 


Escherichia coli 


induced DNA strand breakage, detection 5845 
induction, DNA biosynthesis-deficiency, Hela 
cell,aqge-dependence . 391 

induction-DNA biosynthesis inhibition, CHO 


cell/HelLa cell/L cell 2678 
induction, DNA double-stranded-breakage, 
Saccharomyces cerevisiae &36 
inhibition-initiation-nuclesr DNA 
biosynthesis, mechanism, eukaryote 5928 
mechanism-inhibition-DNA biosynthesis, HeLa 
cell 4804 
phage T4, DNA repair, 
nidulans extract 413 
rat thymocyte, effect on DNA, 


effect of Anacystis 


hybridization-nuclear RNA 5278 
release-DNA-protein complex, spleen 2086 
Irradiation (ionizing), 
bacteria, survival, review 2816 


effect on DNA, Chlamydomonas reinhardii 4756 
effect on DNA/deoxyribonucleoprotein physical 
properties 5848 
effect on DNA structure/oyrimidine 
oliaqonuclestide content 5847 
effect on phage T2/thymus DNA 5843 
mutagenesis, mediation-thymine hydroperoxide 
1404 
sensitivity, 
899 
Ischaemia, 
effect on RNA biosynthesis/protein 
biosynthesis/lipid biosynthesis, gerbil 
brain 5225 
liver, effect on tRNA Leucyl 
incorporation-protein 
biosynthesis/bindina-ribosome 
rabbit heart, DNA content 6352 
Islets of Langerhans, 
insulin content/RNA biosynthesis, effect of 
hypophysectomy/growth hormone 2060 
MRNA translation 1366 
Isobutylene, 
interaction-uracil(5-fluoro) 
Isoenzyme, 
RNase composition/activity, 
claviforme 3275 
thymidine (deoxy) kinase, human 
leukaemia(acute myelocytic), 
purification/properties 3936 
thymidine kinase, HeLa cell mitochondria, 
formation, effect of 
chloramphenicol/cycloheximide 
Isoleucine, 
acylatiom-tRNA Phe, effect of 
dimethylsulphoxide, Bacillus 
stearothermophilus 4530 
acylation-tRNA Phe, effect of organic 
solvent, Escherichia coli 4529 
deprivation, effect on DNA 
biosynthesis/motility/membrane transport, 
WIL 8 cell 449 
deprivation, effect on DNA biosynthesis, 
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effect of ataxia telangqieectasia 


5093 


4465 


Penicillium 


1024 


Isoleucine(Contd), 
rabbit pox virus infection, L cell 9417 
deprivation, inhibition-DNA biosynthesis, 
neuroblastoma cell 3/770 
interact ion-sulphur-deficient 
Escherichia coli 5674 
starvation, effect on auanosine 
tetraphosphate biosynthesis, 
relationship-RNA biosynthesis, 
6128 
transport, role-tRNA (leucyl) synthetase 680 
Isonicotinic acid hydrazide, - 
inhibition-transcriotion 3567 
Isopropyl methanesulphonate, 
effect on DNA repair, mouse spermatid 5411 
4,4°-isopropy lidene-bis[2-isopropyliphenol, 
inhibition-Bacillus subtilis cell wall 
formation 3773 
ITP, 
accumulation-human erythrocyte 
dephosphorylation, effect of cooper 
dephosphorylation, effect 
jon/nickel ion/zinc ion 
effect on tRNA Camincacyl) 
stability 2450 
synthesis, chemical 


tRNA, 


373 cetl 


3983 
jon 1114 
of manganese 

33:92 

synthetase 


properties 5643 


Janus green, 


use-DNA staining 36%6 
Jasminum mesnyi, 
arabis mosaic virus, purification/properties 
Zoe 
Jejunurm, 
see also Intestine 
rat, DNA biosynthesis, assay-inhibition 6498 


Junin virus, 
RNA structure, effect of 
infected PHK-21 cell 
Juvenile hormone, 
effect on acetylcholinesterase/RNA 
biosynthesis, Celerio euphorbiae, 
diapause 245 
effect on DNA biosynthesis, Calliphora 
erythrocephala imaginal disk 2667 
pupal development, Rombyx mori 424 


actinomycin D, 
alters) 


pupa, 


Karyotype, 
chromosome X/chromosome Y, 
atroparvus 3698 
Kasugamycin, 
binding-ribosome, Escherichia coli 
KB cell, 

DNA repair, gamma-irradiat ion-induction, 
relationship, chromosome-exchange 3814 
during infection-edenovirus type 12, RNA 

sequence 5158 
genome, integration-adenovirus type 2 DNA 
Sine 
infected-adeno-associated virus, 
(A) content/distribution 6266 
infected-adenovirus 12, genome transcription 
239 
intected-adenovirus type 2, 
biosynthesis-DNA-binding protein, 
3861 
infected-adenovirus type 2, DNA replication 
5376 
infected-adenovirus type 2, 
weight analysis 3506 
infected-adenovirus type 2, 
homology-adenovirus type 2 
infected-adenovirus type 5, 
localization/fate 5377 


Anopheles 


2940 


RNA, poly 


regulation 


RNA molecular 
RNA, sequence 


RNA 6S 1960 
DNA, 
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KB cell(Contd), 
infected-adenovirus 
temcerature-sensit 
3011 
infected-adenovirus 
(messenger) 511 
infected-adenovirus 
994 
infected-herpes simplex type 1/harpes 
tyne 2, nucleotide(deoxyriho) sool 
infected-herpes simplex virus, DNA 
biosynthesis, adenine 
arabinoside/hypoxanthine arabinoside 
inhibition 24283 
infected-SV49 x adenovirus 
Sv49-soecific polypeptide 
RNA polymerase, temperature 


early 
transcription 


typ2 5 
jive mutant, 


ritonucleoprotein 


ie 


Eva! Dy 


typ2 12, PNA biosynthesis 


sim 
7871 


LYS iy 
3427 
sensitivity 


1016 


RNA, purification, use-diethyl pyrocarbonate 
5144 
transcription, effect of freq virus *% protein 
3013 
Kelp fly virus, 
characterization 257 
Keratin, 
mRNA, feather, control 2501 
Keratitis, 
herres simplex virus/vaccini3 virus, 
treatment-hypoxanthine aratinoside 
5*-monophosphate 90 
Kerosene, 
eftect on protein biosynthesis/UNA 
bidsynthesis/collagen biosynthesis, human 
skin 2197 
Kethoxal, 
effect on heterogeneous conformstion-tRNA 
61464 
modification-Escherichia coli ritosore, 
etfect of streptomycin 709 
modified Escherichia col? RNA 225, seauence 


1282 
use-seauence determination-auanine containina 
oliaonucleotide seauence 5049 
alpha-Ketoketene-S,S-acetal, 


use-pyrimidine (alkoxy) synthesis 6064 
Kidney, 

see also Renal 

cell, mouse, RNA biosynthesis, 
stimulation-Sv4C0 infection 5786 

cell, mouse, SV4C-transformed, mitomycin C, 
induction-virion production 5398 

cell, rabbit, fate-pseudorabies virus DNA 
4775 


cell, RNA biosynthesis, effect of mercuric 
chloride, rat 5221 
chick, adenyl cyclase, effect of 


GTP/GDP/quanylyl imidodiphosphste 5659 


compensatory growth, cell proliferation 385 
deoxyribonucleoprotein, effect of 
amphotericin B/nystatin 2284 

DNA biosynthesis, effect of 
cis-dichlorodiammine platinum (11) 4295 

DNA biosynthesis, effect of renotropin 2182 


DONA biosynthesis, 
acclimatization 451 

DNA biosynthesis, stimulation, 
relationship-thymidine kinase/TMP kinase 
activity 4294 

DNA repair, effect of 4-nitroquinoline 
l-oxide/dimethylnitrosamine 910 

hypertrophy, orotic acid/uridine precursor 
efficiency 1993 

infected-Eimeria tenella, stimulation-DNA 
biosynthesis 4817 

infected-infectious canine hepatitis virus, 
chromosomal protein 
acetylation/phosphorylation 
injury, template-activity 232 


membrane, binding-poly(I.C), antiviral 
activity 1150 


Stimulation, cold 


4374 


Kidney(Contd), Krebs II ascites cell, 


mouse, methylated mRNA, poly (A)~-containing, cell-free syste2m, pre-pro-PTH/prco-PTH 
decay kinetics 5807 biosynthesis, direction-parathyroid aland 
mouse, poly (A)-cont3aining mRNA, stability MRNA 1368 
5186 DNA methylase, purificstion/effect of DNA 
mouse, rRNA deaqradation, effect of eco 
hypertrophy 5219 encephalomyocarditis virus infected extract, 
mouse, mRNA, physical fproperties/distribution mRNA translation activity 5236 
EHS ribosomal subunit 4°S/initiation factor, 
mouse, RNA polymerase, activity 2782 characterization 1922 
nucleus, binding-triiodothyroxine 3635 mRNA activity, infection-enceohalomyocarditis 
nucleus, dog, nucleoprotein, effect of virus 136C€ 


amphotericin B/nystatin 5999 
nucleus, RNA biosynthesis activity, 
characterization 3004 
rat, detection-5'-nucleotidase activity 599 
regeneration, binding-tRNA (aminoacyl), 


effect of nephrectomy/folic acid 2481 L5178Y cell, 

ritosomal protein, effect cf aldosterone effect of hredinin/bredinin aalycon2 2410 
1221 gene Ala 32 replication, cell cycle 478 

MRNA, characterization/methylation 758 L929 cell, 

Killer, histone mRNA purification/structure/physical 

phenotype, Ustilaao maydis, inheritance 1971 properties 4599 

Kinetin, infection, reovirus, 

effect on flowerina, Luffa acutangula 56C5 regulation-macromolecular biosynthesis, 

effect on RNase/acid phosphatase, Rhoeo effect of L-histidinol 779 
discolor, senescenc2 4397 nucleus-interphase, nucleolus-fibrillar 

Kinetochore, structure, characterization 2287 
Allium cepa, ribonucleorrotein staining 3249 plasma membrane, nucleoside metabolism, 
Kinetoplast, role-nucleoside phosphorylase/adenosine 

Crithidia fasciculat3, DNA, structure 6441 deaminase/adenosine kinase 1&14 

Crithidia Luciliae, determinat ion-ant ibody tL cell, 

DNA 2244 chromosome DNA, assay-methylation 4259 
Crithidia Lucilise, DNA, structure 3684 2685 clone, resistance-vesicular stomstitis virus 
Crithidia orcopelti, RNA pclymerase, RNA biosynthesis 5785 

properties 6022 DNA biosynthesis, effect of 
DNA, Crithidia acanthocephalsa/Crithidia cycloheximide/puromycin 2189 

lLuciliae/Trypanosoma lLewisi, physical DNA biosynthesis, effect of pentichemio 2695 

properties 2118 DNA biosynthesis, effect of spleen Z8&& 

DNA, Crithidia oncopelti, structure, DNA biosynthesis, inhibition-histone 6494 
comparison-rat/B8os taurus, mitochondrial DNA biosynthesis, inhibition, X-irradiation 
DNA/nuclear DNA 6442 induction 2678 

DNA, Trypanosoma equiperdum 30665 DONA biosynthesis/thymidine uptake, effect of 

Kirsten sarcoma virus, cycloheximide 1570 

complex-murine Leukaemia virus, infected DNA biosynthesis/TMP synthetase sctivity, 
rat/duck, RNA/protein 7552 inhibition-uridine 4819 

genome, rat sequence 1957 DNA, post replication repair, effect of 

specific seouence, characterizat ion-rat methyl methane sulphonate/N-methyl 

DNA/RNA 3678 nitrosoures 915 

Klebsiella aerogenes, DNA, pyrimidine dimer induction-UVirradiation 

nitrogen fixation gene, Escherichia coli 1403 
containing, F factor, properties 3220 DNA replication, 

Klebsiella pneumoniae, inhibition-infect ion-menoovirus/Newcastle 

nitrogen fixation gene, construction-plasmid disease virus 4777 
P containing 3221 herpes simplex virus-transformed, thymidine 

nitrogen fixation gene, kinase activity, specificity 2796 
expression-Azotobacter vinelandii 3222 infected-vesicular stomatitis virus, RNA 

restriction endonuclease, cleavage-polyoma polymerase, transcription product, analysis 
virus DNA 5313 6028 : 

Kluveromyces fragilis, infected-vesicular stomatitis virus 

mitosis, DNA/RNA content, effect of temperature-sensitive mutant, protein 
temperature 375 biosynthesis, inhibition 2455 

synchrony, induct ion-adenosine interferon producing/non-producing, membrane, 
(2*-deoxy)/ionophore A23187 64 interaction-poly(1I.C) 664 

Kluyveromyces lactis, interferon-treated, reovirus replication 

nystatin treated, RNA biosynthesis 3564 2540 

toxicity-nalidixic acid 3182 isolation-mRNA, poly(A)-Lackina 5743 

KM cell, metabolism-AMP(arabinofuranosyl) /adenine 

influenza virus infected, analysis-RNA arabinoside 3397 

biosynthesis 5782 metaphase chromosome, electron microscopy 
Krebs II ascites carcinoma, 6568 

elongation factor EF-1, function, metaphase chromosome, structure 4363 
relationship-structure 6241 mitochondria, protein biosynthesis, effect of 

Encephalomyocarditis virus infected, protein mitochondrial DNA nicking 2089 
relationship-ribosome 6199 mitochondrial DNA nicking, 

ribosome, binding-polynucleotide, effect of photosensitivity-uridine(bromodeoxy) 
deacylated tRNA 1227 incorporation 2088 

RNA content 6249 mouse, interferon treated, ribosomal protein 

- RNase D, purification, phosphorylation, sensitivity-~double-stranded 

specificity-double-stranded RNA 6007 RNA 6224 


121 


L cell(Centd), 


mouse, mitochondrial DNA biosynthesis, effect 
of uridine (5-fluorodeoxy)/methotrexate 4291 


mouse, rRNA, effect of ricin 2944 

mutant, temperature-sensitive, 
infected-polyoma virus, DNA biosynthesis 
3162 

nicking-closing enzyme, 
purification/characterization 2357 

nuclear/cytoplasmic poly(A), relationshio 
nit 5ie: 

nucleus, protein kinase, properties 1772 

permeabilized, DNA biosynthesis 2142 


rabbit pox virus infection, DNA biosynthesis, 


effect of isoleucine deprivation 907 


ribosomal subunit 60S/ribosomal subunit 40S, 


turnover 2469 
RNA biosynthesis 1999 
RNA biosynthesis, 


inhibition-1-beta-Darabinofuranosylbenzimida 


zole(5-6<-dichloro) 5211 
thymidine kinase-deficient, mitochondrial 
DNA, photosensitivity/heat resistance, 


effect of uridine (bromodeoxy) incorporation 


324 325 


transfer-human thymidine kinase/galactokinase 


gene 3816 
translation, effect of temperature, 
comparison-reticulocyte 4079 
vaccinia virus-infected, 
regulation-translation 5703 
L-m cell, 
density, effect of vaccinia virus induced 
protein 1325 
growth, 
7192 
Lacertilia species, 
DNA content, comparison 2583 
alpha-Lactalbumin, 


translation-poly (A) containing mRNA, guinea 


pig mammary gland 6347 

beta-Lactamase, 
specific plasmid, Haemophilus influenzae, 
characterization 3683 

Lactate dehydrogenase, 


liver content, effect of thioacetamide 4145 


modification-uridine (5-bromo-2'-deoxy), 
neuroblastoma 4499 
Lactic acid, 
heterofermentative bacteria, DNA 
hybridization 5331 
Lactobacillus, 
DNA homology 2630 
Lactobacillus acidophilus, 
DNA biosynthesis, control-RNA/amino acid 
6492 
DNA excision-repair, effect of amino acid 
deprivation 4285 


tRNA jisopentenyltransferase, properties 1176 


Lactobacillus acidophilus R-26, 
cytidine (deoxy) incorporation-dCMP 5035 
Lactobacillus helveticus, 
trans-N-deoxyribosylase, kinetics 2802 
Lactobacillus Leichmannii, 


ribonucleotide reductase, isolation, affinity 
adsorbent containing dGTP complex-Sepharose 


1038 
Lactogen, 


placenta, immunoreactive, biosynthesis 3058 


Lactose, 


fermentation, activity, Salmonella tennessee, 


plasmid determination 2632 
operator, synthesis, Escherichia coli, 
bindina-lactose repressor 2211 
mRNA biosynthesis, Escherichia coli mutant 
2995 
Lactuca sativa, 
chloroplast, closed circular DNA, 


physical 
properties 6451 
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effect of amphotericin 8 methyl ester 


Langerhans cell, ‘ 
epidermis, thymidine (tritiated)-labellina 
1511 
Lanthanum trichloride, 
effect on rat liver nucleus 921 
Larva, 
Rana pipiens, DNA repetitive sequence 4236 
Rhithropanopeus harrisii, development, RNA 
biosynthesis/DNA biosynthesis during 1506 
Rhodnius prolixus, feeding, role-nucleotide 
3984 
Sarcophaga peregrina, RNA biosynthesis, 
effect of beta-ecdysone 5785 
Larynx, 
verrulous squamous cell carcinoma, DNA 
content 5248 
Laser radiation, 
DNA 2628 
Laspeyresia pomonella, 
ovary, rRNA gene amplification 2220 
RNA biosynthesis, incorporation-uridine, in 
vitro 4642 
Lathyrus, 
DNA content 2590 
Lathyrus sativus, 
DNA, hydrolysis-Escherichia coli endonuclease 
5524 
LBN/b cell, 
DNA polymerase activity/characterization, 
leukaemia 5545 
Lead chloride, 
inhibition-DNA biosynthesis/RNA 
biosynthesis/protein biosynthesis, Hela cell 
3202 
Lead ion, 
cleavage-tRNA, mechanism 4013 
effect on ribonucleoprotein degradation, 
liver 532 
effect on mRNA activity 268 


precipitation-calf brain uridine kinase 597 


Leaf, 


Brassica pekinensis infected-Turnip yellow 
mosaic virus, double-stranded RNA 
biosynthesis, location, rate 3926 

Spinacia, chloropost replication, 
relationship-DNA biosynthesis 52364 

tobacco, Alfalfa mosaic virus infected, 
host/virus specific RNA polymerase activity 

3287 


Learning, 


effect on RNA biosynthesis, hippocampus 231 


leucine incorporation-rat hippocempus, effect 
of UMP 5041 


Lectin, 


effect on DNA biosynthesis/RNA biosynthesis, 

mouse spleen 4772 

induction-DNA biosynthesis, chick embryo 

fibroblast 448 

stimulation- DNA biosynthesis, lymphocyte, 

ae Ecteinascidia turbinata extract 
1 


stimulation-DNA biosynthesis, neural retina 
cell 5439 


Lemna gibba G3, 


RNA, pai Re SERS TASH uridine, diurnal rhythm 
58 


mRNA, isolation/translation 820 
Lens, 

calf, ribonucleoprotein (messenger), 
characterization/comparison-mRNA template 
activity 2276 

chick embryo, delta-crystallin, gene 
amplification, during differentiation 5463 
chick embryo, delta-crystallin mRNA, assay, 
during induction 5737 
epithelium, cell culture, DNA 
biosynthesis/protein biosynthesis 
epithelium, DNA biosynthesis, 
relationship-insulin receptor/epidermal 
growth factor receptor 2180 


394 395 


Lens(Contd), 

regeneration, newt, use-DNA precursor 

Leptospira, 

DNase, production 1000 

Leptosynspta inhaerens, 

gamete release, effect of adenine (1-methyl) 
6085 

Lesch-Nyhan syndrome, 

erythrocyte, hypoxanthine 

tel sop SS LICR I radioimmunoassay 

hypoxanthine phosphoribosyltransferase 
deficiency 1029 

Leucine, 

incorporation-rat hippocampus, effect of UMP 
during learning 5041 

labelled, effect on RNA biosynthesis/protein 
biosynthesis, potato tuber meristem 1338 

metabolism, human skeletal muscle, 
relationship-RNA content/enzyme activity 

2533 

transport, role-tRNA (Leucyl) synthetase 680 
transport, 373 cells, suspension/monolayer 
culture 1101 


3699 


Leucine (glycyl), 


effect on tRNA (lysyl)synthetase, 
purification/properties, Escherichia coli 
4533 4534 
Leucopenia, 
myleran induction, effect of DNA 
4323 


Leucoplast, 


rRNA cistron, characterization, Polytoma 
obtusum 5459 
Leukaemia, 
~ AKR-cell, deoxynucleotidyl transferase 
(terminal) activity, relationship-cell cycle 
3929 
blast cell, RNA (heterogeneous nuclear), 
characterization 1060 
Pope BELTON blast cell, DNA biosynthesis 
89 


cell, DNA biosynthesis/RNA 
biosynthesis/cytosine arabinoside 
resistance, effect of cryopreervation 
1346 
cell, DWA, structure 
353 
cell, human, DNA replication, chromosome 
598 
cell, mouse, membrane transport-uridine 
(5-fluoro-6-deoxy), inhibition-uridine 
Cammonitum S-bromodeoxy(5’-methylphosphonate 
6103 
cell, ribosome precursor, buoyant density 
5109 
cell, sensitive/resistant cytosine 
arabinoside, activity-uridine(3-deaza), 
mechanism 2873 
cell, treatment-methotrexate + thymidine 
2879 
chemotherapy, effect of poly (A)-poly (U), 
mouse (AKR) 3422 
cytidine deaminase/cytidine(deoxy) kinase 
activity, determination, cytosine 
arabinoside resistance mechanism 2871 
deoxyribonucleotidyl transferase (terminal) 
activity 4429 
DNA adenine content 5888 
DNA biosynthesis/cell proliferation, effect 
of AMP (cyclic) /AMP (dibutyryl 
cyclic)/theophylline 3769 
DNA polymerase activity, human Lymphoblastoid 
cell 3317 
effect of putrescine diacridine/spermine 
diacridine/spermidine diacridine 2035 


Leukaemia(Contd), 


granulocyte, DNA polymerase activity, effect 
of 
1,3-bis2-chloroethyl-1-nitrosourea/1,2-chlor 
oethyl-3-cyclohexyl-1-nitrosourea/1,2-chloro 
ethyl-3-trans-4-methyl-cyclohexyl-1-nitrosou 
rea 3316 

guinea pig, characterization-DNA polymerase 
4428 

human blast cell, thymidine kinase, kinetics, 
comparison-cytoplasm/mitochondria 6038 

human, chemotherapy, effect of cytosine 
arabinoside + cytidine(5-aza) 3384 

human DNA, relationship-baboon endogenous 
C-type virus RNA 5319 

Se YP lA th content-trace element 

8 

human/L1210 cells, purine(6-mercapto) 
metabolism, comparison 1801 

human/L5178Y cell, DNase activity 

human, Leukocyte, gene sequence, 
transcription 1470 

human, myeloblast, detection-DNA polymerase 
6666 

human, poly(A)-containing RNA, complementary 
sequences-Moloney murine sarcoma virus 
genome 1276 

human, purine (6-mercapto) 
phosphoryLlation/phosphor ibosylpyrophosphate 
metabolism 2379 

human, sequence-RNA/DNA, C-type virus/baboon 
endogenous virus/simian sarcoma virus 4610 

human, spleen, reverse transcriptase, 
purification 1019 

immunoglobulin 7S, inhibition-C-type virus 
reverse transcriptase 2737 

L1210 cell,cytidine(5-aza) activity, 
uridine(tetrahydro) enhancement 1822 

L5178Y cell, cytosine arabinoside/cytidine 
(S-aza), phosphorylation 67 

LS178Y cell, DNA, = 


3285 


radioprotection-mercaptoethylamine 39378 
LBN/b cell, DNA polymerase 
activity/characterization 5545 
Leukocyte, DNA, binding-daunomycin 5281 


Leukocyte, DNA, properties 1392 
leukocyte, poly (ADP-ribose) synthetase 
activity 1028 
lymphoblast, deoxynucleotidyl transferase 
(terminal) activity, relat ionship-T-celtl 
3319 
Lymphoblast/myeloblast, dCMP deaminase, 
activity/template stability 6684 
lymphocyte, heterochromatin 
structure/histone/nonhistone protein 
characterization 2746 
N-methyl-N-nitrosourea-induced, 
deoxynucleotidyl transferase (terminal) 
activity 1760 
mouse AKR, mitochondrial DNA topology 
mouse, DNA polymerase activity, 
relationship-cell cycle 6665 
mouse, protein biosynthesis/DNA biosynthesis, 
effect of 
4-nitrobenzofurazan/4-nitrobenzofuroxan 
2693 
myeloblast, chicken, integration-avian 
myeloblastosis virus provirus DNA 4269 
myeloblast, effect of cytosine arabinoside 
6102 
occurrence-single-stranded DNA antibody 5977 
relationship-AKR mouse DNA sequence content 
5340 
remission, leukocyte, reverse transcriptase 
activity 3315 
reverse transcriptase, properties 594 
tissue, human, DNA, occurrence-C-type virus 
RNA sequence 5735 
treatment-cytokinin 2868 
treatment-cytosine arabinoside 


2635 


2870 
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Leukaemia(Contd), Light(Contd), 


urinary prctein, effect on DNA effect on DNA biosynthesis/PWA a 
biosynthesis/RNA biosynthesis, bone marrow biosynthesis/protein biesynthesis, 
1579 Agrostemm3 aithaco embryc CTS 

Leukaemia (L2C), effect on DNA/histene content, =uglene 
auinea pig, oncornavirus RNA characterization ainaca itis, = ion ; ae 
’ 5162 effect on DNA repair, phototherary 5424 

Leukaemia virus, effect on polyploidy Level/ON& . I 
specific seauence, separation, Moloney btiosynthesis/RNA biosynthesis, Pisum sativum 

sarcoma virus &641 4C8& : a ; 

Leukaemia(acute lymphoblastic), effect on purine dearadstion, Pharbitis nil 
activity-deoxynucleotidyl transferase cotyledon 1u79 i 

(terminal)/lymphoblast surface marker 279C effect on SV4C-transformed cells 14%6 
DNA polymerase, modification 1759 effect on a, 

Leukaemia(acute myeloblastic), uridine (5-bromo-2*-deoxy)-cont3inine DNA, 

treatment-hydroxyurea + cytosine arabinoside replication initiation 4278 
3768 induced amine addition, 

Leukaemia(acute myelocytic), uracil(1,3-dimethyl-4-thio) 17°96 

human, thymidine (deoxy) kinase isoenzyme, induced carotenoid biosynthesis, role-m2NA, 
purification/properties 3936 fungus 3059 

Leuksaemia(acute myelogenous), red/blue, effect on rRNA biosynthesis, 

human, C-type virus, characterization 2960 Chlorella pyrenoidosa 1297 
2961 Lilium, 

Leukaemia(chronic lymphatic), DNA replication, durina meiosis 4764 
leukocyte, nucleotide-nucleoside pool 3396 Lilium longiflorum, 

Leukaemia(chronic lymphocytic), DNA biosynthesis/RNA tiosynthesis, effect of 
Lymphocyte, RNA polymerase activity 3903 purine (6-methyl)/actinomycin D/temperature 
RNA biosynthesis 1344 5422 

Leukocyte, Limb-bud, 

DNA biosynthesis/RNA biosynthesis, effect of chick, RNA biosynthesis/DNA biosynthesis, 
auxin/cytokinin/gibberellin 2026 effect of necrosis 5926 
DNA content determination, frog blood spread Lime, 
2075 plant, citrus tristeza virus infected, effect 
DNA, normal/lLeukaemia, binding-daunomycin of uracil (2-thio) 50C0 
5281 Limnaea, 
effect of X-irradiation/beta-irradiation DNA biosynthesis, durina early cleavaoe 3697 
z085 RNA biosynthesis, effect of beryllium 
human, DNA biosynthesis/mitosis, effect of sulphate, embryo development 3574 
pokeweed mitogen 5942 Linear dichroism, 
human, DNA polymerase activity, leukaemia DNA binding-inert iron/copper complex 6386 
Soa DNA ethidium bromide complex, stability 4218 
human, heterochromatin, DNA base composition, Linum usitatissimum, 
comparison-fibroblast 6450 rRNA aene, effect of DNA reversion 493 
human, interferon, RNase activity 6616 Lipid, 
human Leukaemia, gene sequence, transcription biosynthesis, Trichorlusia ni 1973 
1470 content-Actinomyces rimosus mycelium 1945 
human, purine biosynthesis 35 interaction-nucleohistone H1 3264 
human, mRNA sequence 6293 metabolism, avian species, effect of 
human, thymidine uptake, effect of irradiation 2754 
trimethoprin + sulphamethoxazole 5025 phage PM2-containing, polynucleotide 
leukaemia, DNA, properties 1392 phosphorylase-activity 592 
leukaemia remission, reverse transcriptase Lipoprotein, 
actavity 93315 mRNA, Escherichia coli, translation, 


lLeukaemia(chronic lymphatic), eukaryote cell-free system 2591 
nucleotide-nucleoside pool 3396 specific, biosynthesis, Escherichia coli 
normal/leukaemia, poly (ADP-ribose) polysome membrane 1913 


synthetase activity 1028 Lipoprotein, very low density, 
normal/Phytohaemaaglutinin-treated, RNA 


j 0 inhibition-DNA biosynthesis, rat hepatocyte 
biosynthesis, effect of uridine(tritiated) 5429 
1309 : ; ‘ Listeria monocytogenes, 
MRNA, antibody, biosynthesis 1666 resistance, induction, effect of-immune RNA 
Leukosis, : 500 
effect on DNA biosynthesis, cattle 5435 Lithium, 
Levamisole, . effect on Solanum tuberosum protein/RNA/DNA 
effect on DNA biosynthesis, immunosuppressed content 1348 
lymphocyte 2191 interaction-magnesium-ADP/ATP-complex 439 
Levinea genus, Lithium chloride, 
phage, effect on DNA circular dichroism, calf thymus 
isolation/characterization/classification 3691 
2579 


effect on DNA interaction-ethidium bromide, 
circular dichroism 6379 
high concentration solution, DNA, circular 


Life cycle, 
Aedes aegypti, DNA biosynthesis 2136 


Eimeria tenella/Hepatozoon domerquei, DNA dichroism 1426 
biosynthesis 379 Liver, 
Light, 


acid DNase, purification/properties 1731 


effect on Amoeba proteus 368 acinus, DNA biosynthesis/cell orcliferation 
effect on chromatin structure, retina neuron 4257 
2279 


activity-nucleotidase, during receneration, 
comparison-hepatoma/pituitary cell 5566 
assay-poly(ADP-ribose) 3493 


effect on circadian rhythm-DNA biosynthesis, 
mouse thymus 4321 
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Liver(Contd), 


autolysis, extranucleolar ribonucleoprotein, 
changes during 1701 
avian, vitellogenin ticsynthesis, 
induction-oestrocen 417C 
calf, CTP synthetase, 
stoichiometry/properties 
carcinogenesis, 
N-2-fluorenylacetamide-induced, unscheduled 
DNA biosynthesis 2691 
catalase biosynthesis, effect of 
allylisopropylacetylcarbamide 
cell, DNA biosynthesis/RNA 
biosynthesis/protein biosynthesis, effect of 
toluene treatment 6593 
cell, RNA biosynthesis, effect of 
gamm3a-irradiation 6319 
chick embryo, culture, regulation-protein 
biosynthesis, model 1217 
chick embryo, polyribosome, 
biosynthesis-delta-aminolaevulinate 
Synthetase 5090 
chick embryo, protein biosynthesis/RNA 
biosynthesis, effect of progesterone 
chick embryo, tRNA isoaccepting species 
chick, microsome, 
biosynthesis-phosphatidylcholine/phosphatidy 
Lethanolomine/sohingomyelin, effect of 
uracil(propylthio) 4470 
chick, oestradiol-treated, vitellogenin mRNA, 
isolation/characterization 5149 
chicken, nucleolus/nucleoplasm, RNA 
polymerase activity, stimulation-oestradiol 
5535 
chicken, 5'-ribonucleotide phosphohydrolase, 
purification/properties 4965 
chromatin DNA, base pair structure 
chromatin, DNA seauence, rat 4362 
chromatin, histone biosynthesis, effect of 
age 1712 
chromatin, hyperchromicity 2278 
chromatin nonhistone protein, 
heterogeneity/biosynthesis, rat ontogenesis 
2288 
chromatin, protein phosphorylation, effect of 
growth hormone 1714 
chromatin, RNA polymerase B, localization 
1746 
chromatin, structure 2277 
chromatin template activity, effect of 
infection 544 
chromatin unique DNA, transcription 
cirrhosis/hepatitis, DNA antibody, 
determination 1673 
content-albumin mRNA, effect of nephrosis 
3056 
content-DNA, effect of hepatectomy/age 2070 
content-RNA/DNA/ Lactate dehydrogenase, effect 
of thioacetamide 4145 
Crotalus durissus terrificus, low molecular 
weight RNA, association-rRNA 28S 1283 
cytidine deaminase, interaction-uridine 
(tetrahydro) 1113 
cytoplasm, distribution-poly(A)-containing 
RNA/ferritin mRNA 3594 
cytoplasmic RNA, electrophoresis 1259 
DNA, bindina-aromatic hydrocarbon, activation 
2099 
DNA, bindinag-ethyl carbamate, mouse, in vivo 
6378 
DNA biosynthesis, cytidine (5-aza) 
stimulation 2679 
DNA biosynthesis, effect of chrysotile 3041 
DNA biosynthesis, effect of galactosaemia 
922 
DNA biosynthesis, effect of nutrition 3142 
DNA biosynthesis, effect of regeneration/age 
893 
DNA biosynthesis, stimulation, 
cold-acclimatization 451 


5574 


1921 


2025 
2440 


1469 


1992 


Liver‘Contd), 


DNA biosynthesis, stimulation, 
relationship-thymidin2e kinase/T’P kinase 
activity 4294 

DNA, interaction-neocarzinostatin 3650 

DNA methylation, effect of hydrocortisone 

2663 

DNA, reassociation/hytridization-RNA, effect 
of X-irradiation 2609 

DNA repair, effect of 4-nitroouinoline 
J-oxide/dimethylnitrosamine 919 

DNA replication, effect of 
dimethylnitrosamine 442 

CNA/RNA, binding-aflatoxin Fl, effect of 
phenobarbitone 142C 

endoplasmic reticulum, Nase release-ribosome 

1901 

excision-repair-quanine (06-methyl) DNA, 
effect of N-methyl-N-nitrosoures 1568 

extract, effect on Hela cell protein 
biosynthesis/DNA biosynthesis/RNA 
biosynthesis 2041 

extract, inhibition-thymidine incorporation, 
foetus liver 2881 

Gallus domesticus, RNA/DNA content, effect of 
gamma-irradiation 4800 

hen, RNA polymerase &, purification/structure 

2330 

human embryo, activity-thymidine 
kinase/uridine kinase/DNase/RNase 2775 

human, RNase, comparison-spleen 6614 

human, RNase, specificity, inhibition-poly 
(A)/poly (6G) 66123 

irradiated, nuclear/cytoplasmic RNA, 
extraction 1260 

irradiation, RNA polymerase , effect on 
transcription 1745 

labelled precursor incorporation 1109 

membrane-denuded nucleus, DNA biosynthesis 

891 

membrane, translocation-5*-nucleotidase 

microsome, DNA 
binding-7-methylbenzCalanthracene, rat 

microsome, occurrence-DNA, mouse 5247 

microsome, rat, DNA, 
binding-diethylstilboestrol 5836 

mitochondrisa, rat, phosphorylation-purine 
nucleoside/pyrimidine nucleoside 3972 

mitochondria, rat, poly(A)-containing RNA 
biosynthesis 4646 

mitochondria, RNA 4S, base composition 

mouse alpha-foetoprotein/albumin mRNA 
distribution 4592 

mouse, mitochondria, DNA polymerase , 
properties 5&5 

mouse, nuclear RNA biosynthesis, effect of 
spermidine/Ehrlich ascites carcinoma 4152 

mouse, relationship-DNA reconstitution-3ge 

2626 
mouse, RNA biosynthesis, effect of Tween 40 
4669 

mouse, mRNA metabolism 3593 

mouse, RNA polymerase, activity 2782 

mouse, RNA transcription, use-chromatin 
temolate 5185 

mouse, satellite DNA subunit structure 4240 

neutral RNase, origin/association-lysosome 

2296 

nonhistone protein associated RNA seauence, 
comparison-hepatoma 4627 

nonhistone protein, fractionation 510 

normal/regeneratina, nonhistone protein 
phosphorylation 2287 

nuclear acceptor, interaction-qlucocorticoid 
receotor complex 1713 

nuclear protein, binding-DNA/phosphorylation 

2765 

nuclear ribonucleoprotein, effect of 

cordycepin 4364 


AOS 2 


6375 


1977 
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nucleolus, RNA biosynthesis, effect of 

L-thyroxine/L-triiodothyronine/thyroprotein 
Py) 

nucleoprotein biosynthesis, effect of 
D-galactosamine 4372 

nucleus, acridine orange fluorescence 826 
nucleus, binding-trifodothyronine 3635 ; 
nucleus, chromatin-associated phosphoprotein 
kinase, purification/properties 2343 
nucleus, chromatin-bound/free poly (A) 
polymerase, activity 2799 

nucleus, DNA biosynthesis, effect of 
polyamine/methylglyoxal bis (guanylhydrazone) 

911 

nucleus, DNA polymerase, properties 586 
nucleus, DNA release/RNA transport, effect of 
ATP 643 

nucleus, DNA, upt se-aluminium 4707 
nucleus, euchromatin/heterochromatin, 
interactfion-mercury/copper 4369 

nucleus, human, DNA content 4688 

nucleus, poly(A)-containing 
ribonucleoprotein, properties 3847 
nucleus, rat, chromatin DONA, 
digestion-endonuclease (calcium and 
magnesium dependent), effect of chelating 
agent 5466 

nucleus, RNA biosynthesis, effect of 
cytoplasmic factor 1339 

nucleus, rRNA, distribution 2968 

pig, elongation factor EF-1ibeta 
purification/properties 2957 

poly(A)/mRNA, effect of tryptophan 3057 

polyribosome, binding-membrane, 
characterization 2480 

polyribosome, degradation in vitro 2474 

polyribosome, isolation-free/membrane-bound, 
rat 4050 

polyribosome, proteinase 1219 

protein, cytoplasmic/soluble nuclear, 
affinity, poly(A)/poly(u) 1702 

protein turnover 2923 

purine, uptake/metabolism 1799 

pyrimidine nucleotide biosynthesis, effect of 
sex/alpha-hexachlorocyclohexane 2411 
rabbit, purine nucleoside phosphorylase, 
purification/properties 2798 

radiation sickness, DNase activity, effect of 
bone marrow transplantation 557 

Rane catesbeiana tadpole, protein 
biosynthesis, trifodothyronine 
{nduction-metamorphosis 246 

rat, alkaline RNase, effect of burn 6610 
rat, cathepsin/RNsese (acid), effect of 
protein deficiency 550 

rat, cell-free system, use-globin mRNA assay 


6243 

rat, chromatin, characterization-protease 
4361 

rat, chromatin DNase, activity mechanism 
2303 


rat, chromatin, effect of 
dexamethasone/adrenalectomy 5990 
rat, chromatin, 

identification-myosin/act in/tubulin/tropomyo 
Sin: 97a 
rat, chromatin, transcription, 
inhibition-thymic factor 5799 
rat, CMP kinase activity, compar ison-Novikoff 
ascites hepatoma 6685 
rat, cytoplasmic/nuclear RNA biosynthesis, 
effect of gamma-irradiation 5210 
rat, diadenosine triphosphate-splitting 
activity 768 ; 

rat, DNA biosynthesis, effect of diet 4318 
rat, DNA biosynthesis/mitosis, during 
regeneration 5943 
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rat, DNA biosynthesis/polyamine accumulation, 
jnhibition-1,3-diaminopropane, during 
regeneration 5433 
rat, DNA biosynthesis, relationship-DNA 
polymerase 7.1S activity 3924 : 
rat, DNA biosynthesis, stimulation-histone, 
during regeneration 5432 
rat, DNA content, sex, difference 290 
rat, DNA kinase, purification/properties 
3326 
rat, DNA ligase localization/properties 3942 
rat, DNA methylation/cytosine (5-methylL) 
content, effect of hydrocortisone S397 
rat, DNA polymerase, characterization/effect 
of inhibitor 2338 
rat, DNA stability, relationship-age, effect 
of hepatectomy 5341 
rat, during regeneration, 
biosynthesis-ribosomal protein, 
post-mitochondrial supernatant 5119 
rat, effect of 2-acetylaminofluorene-RNA 
biosynthesis/RNA polymerase I activity 3037 
rat, effect of thyroid hormone-tRNA 
(phenylalanyl) synthetase activity 2458 
rat, elongation factor EF1, zinc 
metalloenzyme 1244 
rat, endoplasmic reticulum membrane, 
association-mRNA 5152 
rat, S*-endoribonuclease 
fsolation/purification 3277 
rat, euchromatin/heterochromatin, 
distribution-histone/nonhistone protein 
4359 
rat, euchromatin/heterochromatin 
fractionation, Localization-ribosome gene 
4358 
rat, fractionation-ribosomal protein 2934 
rat, free ribosomal subunit heterogeneity, 
physical properties/dimerization 5108 
rat, alpha-globuLlin mRNA, effect of 
oestrogen/androgen 4653 
rat, glucose-6é-phosphatase/alkaline 
RNase/ATPase/inosine 
diphosphatase/5*-nucleotidase, 
comparison-hepatoma 5516 
rat, initiation factor, hydrolysis-tRNA f 
Met(methionyl) 184 
ak SBSLEES OR KNOY, celationship-nuclear DWA 
5 
rat, mitochondria, poly (A) polymerase/RNA 
polymerase, isolation/characterization 5526 
rat, mitochondria, polyribosome, 
p eenuek eco Siete (messenger), properties 
512 
rat, mitochondria, thymidine 
kinase/ribonucleotide reductase, activity, 
comparison-hepatoma 6037 
rat, mitochondrial fraction, DNA 
biosynthesis/RNA biosynthesis/protein 
biosynthesis 6459 
rat/mouse, RNA biosynthesis, aflatoxin 
Bi-induced inhibition, effect of 
Phenobarbital pretreatment 1342 
rat, nuclear/cytcplasmic DNA polymerase 
beta/DNA polymerase alpha during 
regeneration 6031 
rat, nuclear DNA biosynthesis, effect of 
N-acetoxy-2-acetylaminofluorene/N-methyl-N-n 
itro-N-nitrosoguanidine 3750 
rat, nuclear poly (A) polymerase, properties, 
comparison-hepatoma 5662 
rat, nuclear protein, phosphorylation 4902 
rat, nuclear ribonucleoprotein 
binding-aminoazobenzene(3-methyl-4-dimethyl- 
>» 32648 
rat, nuclear RNA biosynthesis, effect of 
gamma-irradiation 3038 
rat, nuclear RNA biosynthesis/RNA molecular 
weight, effect of haemorrhage 5800 


Liver(Contd), 


rat, nuclear RNA, comparison-Zajdela hepatoma 
5175 

rat, nucleolus, RNA polymerase AI/RNA 
polymerase AII, purification 1012 

rat, nucleolus, rRNA precursor, methylation 
767 

rat, 5*=-nucleotidase, detection 599 

rat, nucleus, effect of Lanthanum trichloride 

921 

rat, nucleus/mitochondria, poly (A) 
polymerase-amino acid feeding 5564 

rat, plasma membrane, RNase/3'-nucleotidase, 
effect on-poly U-degradation 110 

rat, poly (A) polymerase distribution 6675 

rat, poly(A)-containing RNA biosynthesis, 
effect of 3-methylcholanthrene 3571 

rat, polynucleotide liaase, properties 1023 

rat, polyribosome/lysosome, effect of Amanita 
phalloides/phalloidin 711 

rat, protein biosynthesis, effect 
of-protein-deficiency 144 

rat, protein biosynthesis/ribosome 
associatiom—mRNA, effect of age 

rat, ribosomal protein, 
modification-2-methoxy-5-nitropone, 
determination-ribosomal subunit 60S/ribosome 
80S conformation 5715 

rat, ribosomal subunit 40S, 
interaction-tRNA(acetylphenylalanyl)/tRNA f 
(methionyl)/ribosomal subunit 60S 1228 

rat, ribosomal subunit 40S ribosomal protein, 
purification/characterization 5714 

rat, ribosome 80S/ribosomal subunit 60S, 
release-ribosomal protein, potassium 
chloride treatment 5120 

rat, ribosome activity, effect of iron 

rat, rRNA 28S, complementary DNA 3704 

rat, rRNA, absorption-agar gel 733 

rat, RNA biosynthesis, effect of 
X-irradiation 3561 

rat, RNA biosynthesis, effect of 
thioacetamide/aflatoxin 260 

rat, RNA biosynthesis/membrane potential, 
effect of hydrocortisone 5207 

rat, RNA biosynthesis, poly (A)-containing, 


4570 


2946 


effect of 2-allyl-2-isopropylacetamide 5224 
rat, rRNA conformation, effect of ionic 
strength 6289 

rat, rRNA, determination-chain Length 1978 


rat, tRNA fMet/ribosomal subunit 40S specific 
binding factor/tRNA (aminoacyl) hydrolase, 
purification/characterization 2490 

rat, mRNA metabolism, relationship-protein 
biosynthesis 5763 

rat, tRNA methylase activity, during 
aflatoxin Bl-induced carcinogenesis 5682 

rat, tRNA methylase, kinetics/specificity, 
comparison-Zajdela hepatoma 5686 

rat, tRNA 
Phe-3’-methyl-4-dimethylaminoazobenzene 
complex formation 6161 

rat, RNA polymerase A/RNA polymerase B 
content/stability, effect of growth 

rat, RNA polymerase I, 
phosphorylation-protein kinase 6647 

rat, RNA polymerase I/RNA polymerase II, 
inactivation, pyridoxal 5°-phosphate 1013 

rat, RNA polymerase, 
inhibition-dimethylnitrosamine in vivo, 
methyl methanesulphonate in vitro 4663 

rat, RNA polymerase/protein biosynthesis, 
effect of cadmium 4417 

rat, RNA structure, effect of thioacetamide, 
in vitro carcinogenesis 3524 

rat, mRNA transport, effect of methisoprinol 
4054 

rat, RNA transport, effect of phenobarbitone 
4160 


4416 


Liver(Contd), 


rat, RNA turnover, effect of carbon 
tetrachloride 6329 

rat, tRNACaminoacyl)synthetase, 
characterization 4525 

rat, tRNACLeucyl) synthetase activity 4026 

rat, RNase (alkaline), effect of malnutrition 

551 

rat, RNase(endo) 
activity/specificity/physical properties 
4388 

rat, run-off ribosome 2473 

rat, thymidine (tritiated) 
832 

rat, tryptophan2,3-dioxygenase mRNA, level 
during superinduction-actinomycin D 899 

regenerating/premalignant, nuclear protein 
phosphorylation 984 

regeneration, control-calcium + parathyroid 
hormone 4273 

regeneration, cytoplasmic DNA polymerase, 
effect of dimethylnitrosamine/methyl 
methanesulphonate 4293 

regeneration, cytosol thymidine kinase, 
Properties 2797 

regeneration, DNA Ligase activity 3943 

regeneration, DNase, DNA polymerase alpha, 
co-fractfonation 558 

regeneration, histone phosphorylation, 
association-RNA biosynthesis 4900 

regeneration, induction-DNA polymerase alpha 
3925 

regeneration, gamma-irradiation, DNA repair 
384 

regeneration, poly(A) biosynthesis/RNA 
biosynthesis, effect of cordycepin 2034 

regeneration, polyribosome, preferential 
structural ribosomal protein biosynthesis 
1211 

regeneration, single-stranded DNA 3703 

regulation-fatty acid synthetase synthesis, 
polyribosome translation 1212 

ribonucleoprotein, binding-tritium labelled 
cortisol, effect of RNA biosynthesis 985 

ribonucleoprotein degradation, effect of lead 
jons/Triton X-100 532 

ribosomal protein S6 phosphorylation, effect 
of diabetes/insulin 1210 

ribosomal protein S6 phosphorylation, effect 
of glucagon/AMP (cyclic) 2937 

ribosomal subunit 40S/ribosomal subunit 6CS, 
effect of trypsin 2935 

ribosomal subunit, protein composition, 
effect of dissociation 2464 

ribosome activity/polyribosome pattern, 


incorporation-DNA 


effect of diet protein deficiency 1220 
ribosome, interaction-mRNA 810 
ribosome, RNase-deqradation-rRNA 1371 


rRNA 18S/rRNA 28S, nucleotide content, effect 
of N-nitrosomorpholine carcinogensis 2558 
tRNA (Caminoacyl) synthetase activity 137 
RNA biosynthesis/chromatin template activity, 
effect of cycloheximide 1240 
RNA biosynthesis, comparison-Guerin tumour 
4151 
RNA biosynthesis, effect of aflatoxin 
B1/alpha-amanitin/actinomycin D, comparison 
2557 
rRNA biosynthesis, effect of D-galactosamine 
801 
RNA biosynthesis/histone metabolism, effect 
of alpha-hexachlorocyclohexane 2049 
RNA content, effect of protein depletion 229 
RNA degradation kinetics, effect of 
irradiation 2577 
RNA, degradation, polynucleotide 
phosphorylase 1372 
RNA/DNA/protein content, effect of cadmium 
chloride 4316 
rRNA gene, content 1647 
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tRNA methylase, 
interaction-ethionine-modified tRNA 1889 
tRNA methylation, effect of cytidine(5-aza) 


3445 
tRNA, methylation, effect of ethionine 676 
tRNA methylation, inhibition-eth ionine 2917 


RNA polymerase activity, partial hepatectomy 


569 
RNA polymerase, effect of spermine 
RNA polymerase I/RNA polymerase II, 
purification/characterizat ion, 
comparison-hepatoma 4943 
RNA polymerase, purification/properties, 
comparison-Morris hepatoma 4420 
RNA polymerase, thyroidectomy, 
triiodothyronine stimulation 1330 
tRNA/protein biosynthesis, effect of 
X-irradiation 116 
RNA structure, comparison-Guerin tumour 
tRNA sulphurtransferase activity 2449 
tRNACaminoacyl)synthetase complex, RNA 
component 1188 


2329 


tRNA(phenylalanyl) binding-ribosome/ribosomal 


subunit 4C62 

RNase/RNA, effect of gamma-irradiation 
rooster, oestrogen-treated, 
characterization-vitellogenin polyribosome 
4564 

rooster, oestrogen-treated, 
jsolation-vitellogenin polyribosome 

tyrosine aminotransferase/tryptophan 
oxygenase, 
transcription 

uridine kinase, effect of 

Xenopus laevis, oestrogen, 
induction-vitellogenic protein mRNA 

Xenopus laevis, poly 
nucleus/cytoplasm, 


552 


4563 


689 

cycloheximide 596 

812 
(A)-containing RNA, 

comparison 2528 


Xenopus l3evis, vitellogenin 
biosynthesis-polyribosome, characterization 
1903 
LMTK cell, 


herpes simplex virus type 1 infected, 
thymidine kinase/RNA detection 6673 
Loach, 
oocyte, RNA content, effect of 
dimethyltsulphate 5795 
Locusta migratoria, 
chromatin structure during spermatogenesis 
3259 
spermatid, chromatin structure, 
relationship-histone acetylation 
Lomofungin, 
effect on Saccharomyces cerevisiae RNA 
biosynthesis 794 
Lucanthone, 
effect on RNA biosynthesis/protein 
biosynthesis, Chinese hamster cells 
effect on RNase activity 2297 
Luciferin-luciferase, 
assay-guanosine tetraphosphate/guanosine 
pentaphosphate 1830 
Lucilia cuprina, 
muscle mitochondria, protein biosynthesis, 
effect of antibiotic 5125 
Luffa acutangula, 
flowering, effect of adenine 
(benzyl) /k inet in/adenine/guanine/thymine 
5605 
Lumbo virus, 
occurrence-circular RNA 
ribonucleoprotein/mRNA, 
properties/characterization 
virion, activity-RNA 2545 
Lung, 
cell, human embryo, cytomegalovirus DNA 
replication 5381 ; 
DNA repair, effect of 4-nitroquinoline 
1-oxide/dimethylnitrosamine 910 


3267 


1337 


4589 


4886 
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4150 


circadian rhythm/regulation after 


Lung (Contd), 


embryo, abortive infection, fate-herpes 
simplex virus DNA 1550 

neonate, DNA biosynthesis, effect of oxygen 
toxierey, scene 


Pleurodeles waltii, mitosis, effect of ; 
actinomycin D/adenosine(3*-deoxy)/ethidium 


bromide/acridine oranae/proflavine 736 
rat, 5’-nucleotidase, detection 599 
sheep, progressive pneumoni3, DN&4, 
virus-related seauences 145° 
Lupus nephritis, 

content-DNA antibody, prognosis 2/721 
Luzula, 

species, DNA content 4685 


Lycopersicon esculentum, 
integration-Agrobacterium tumefaciens DNA 
1605 
tRNA, effect of ethylene 3431 
satellite DNA, characterizaticn-rRNA 5S gene 
1473 
Lymnaea, 
embryo, 
4155 
Lymph node, 
deoxyribonucleoprotein, 
gamma-irradiation 3858 
immune, effect on DNA biosynthesis 
mouse, induction-lysis, immune RNA 
tumour, DNA biosynthesis, 
stimulation/suppression 
Lymphoblast, 
cell cycle, effect of 
opodophyllotoxin/epipodophyllotoxin 925 
leukaemia, GCMP deaminase activity/template 
stability, comparison-myeloblast 66&4 
lLeuk2emia, deoxynucleotidyl transferase 
(terminal) activity, relationsnip-T-cell 
33.49 
ribosome, antibody biosynthesis 
surface marker, 
2790 
Lymphoblastoid cell, 
analysis-Epstein-Rarr virus RNA/polyribosome 


RNA biosynthesis, effect of olycerol 


effect of 


1660 
6552 


Ss falae. 


1666 
acute lymphoblastic leukaemia 


35.0% 
human, DNA polymerase activity, leukaemia 
32 7, 
persistence, cytomegalovirus genome 936 
Lymphocyte, 


activation, gene Ir control-antigen 


induction, alloantiserum suppression 799 
anaemia (aplastic), DNA damage 2636 
antigen stimulation, DNA/RNA assay 5974 


blastogenesis, mitogen-induced, 
inhibition-adenosine 
(5"-deoxy-5'-S-isobutyl) 4488 

bovine, DNA assay, use-microfluorometry 

cell proliferation, 

stimulat ion-phytohaemagqlutinin/allogenic 
cell, assay 4826 

chromatin activation, effect of 
phytohaemagglutinin 4907 

chromatin, template activity 1695 

chronic Lymphocytic leukaemia, RNA 
biosynthesis 1344 

convanavalin A activation, DNA biosynthesis, 
requirement-spermidine/spermine 923 

cytidine (deoxy), DNA precursor 4757 

DNA binding, systemic Lupus erythematosus, 
identification 1669 

DNA biosynthesis, assay 3707 

DNA biosynthesis, ATP inhibition 1762 

DNA biosynthesis/cell division, effect of 
stimulation 5436 

DNA biosynthesis, circadian 
ONA biosynthesis, effect of 
haemagglutinin 4314 

DNA biosynthesis, effect of 


methyl cholanthrene-induced 
3760 


5813 


chythm 403 
Helix pomatia 


carcinogenesis 


Lymphocyte(Contd), 


DNA biosynthesis, effect of schizophrenia 


4258 
DNA biosynthesis, induction-immunoglobulin 
antibody 3241 


DNA biosynthesis, 
kinetics 4315 
DNA biosynthesis/RNA biosynthesis, effect of 

antibiotic A23187 4301 
DNA biosynthesis/RNA biosynthesis/protein 
biosynthesis, arsenic inhibition 924 
DNA repair, induction-neocarzinostatin 
effect of 
S-adenosylhomocysteine/S-tubercidinylhomocys 
teine tRNA methylation 2447 
human chromosome, detection-DNA biosynthesis, 
Hoechst-Giemsa 33258 staining 4759 
human, defective chromosome X, analysis-DNA 
replication 6595 
human, DNA biosynthesis, 
hyperthyroidism 5415 


induction-periodate, 


eae 


effect of 


human, DNA biosynthesis, intermediates 1527 
human, DNA biosynthesis/ribonucleotide 

reductase, inhibition-desferrioxamine 6504 
human, DNA biosynthesis/RNA 


biosynthesis/protein biosynthesis, effect 
of-S-Sdiphenylhydantoin 452 4827 
human, DNA biosynthesis, 
stimulation-concanavalin A, 
methyl-alpha-mannoside 5437 
human, DNA interchromosomal fibre 354 
human, DNA methylation during repair, effect 
of 2,2"-dichloro-N-methyldiethylamine 6483 
human, DNA polymerase alpha/DNA polymerase 
beta/DNA polymerase gamma activity, effect 
of phytohaemagglutinin 2321 
human, DNA-repair, site 494 
human, DNA sedimentation, effect of 
phytohaemagglutinin stimulation 6449 


effect of 


human, nascent DNA covalent association-RNA 
1528 

human, 5'-nucleotidase activity 1034 

human, nucleus, activity-RNase 3279 

human, phytohaemagglutinin stimulated, DNA 
polymerase alpha/DNA polymerase beta 
activity 3320 

human, regulation-pyrimidine biosynthesis 
2834 

human, RNA polymerase B activity, circadian 
thythm 6649 

human, mRNA, stability 817 

human, sister chromatid exchange, effect of 
benzo(alpha)pyrene 6(0C 

human, spontaneous DNA release 402 

human, stimulation-phytohaemagglutinin, 


characterization 4689 
effect of murine 

6339 

DNA biosynthesis, 


release-DNA, 
immunoglobulin Sla, 
plasmacytoma RNA 
immunosuppressed, 
levamisole 2191 
/incorporation-purine nucleoside analogue 
2860 
interaction, peritoneal exudate cell 
lLectin-stimulated DNA biosynthesis, 
inhibition-Ecteinascidia turbinata extract 
3201 
leukaemia, heterochromatin 
structure/histone/nonhistone protein 
characterization 2746 
Life-span/immunocompetence/RNA biosynthesis 
497 
mitocen response, effect of oxygen 
normal/leukaemia(chronic lymphocytic), 
polymerase activity 3903 
normal/phytohaemagglutinin-stimulated, rRNA 
biosynthesis 1310 
nucleolus, effect of irradiation 
phytohaemagglutinin-stimulated, 
cytidine(deoxy) uptake/dTMP/dTTP metabolism 
1821 


effect of 


450 


4317 
RNA 


2556 


Lymphocyte(Contd), 
phytohaemaqglutinin treated, 
inhibition-DNA biosynthesis, 
mitogenic factor biosynthesis 
phytohaemagglutinin treated, RNA 
biosynthesis, effect of dexamethason2 
polyribosome-rich, assay, urine 3825 
precursor DNA biosynthesis, effect of 
phytohaemagglutinin 6485 
proliferation, effect of herpesvirus 
Lymphoid cell tumour 1558 
proliferation, role-adenosine deaminase 
purine salvage pathway, effect of 
antirheumatic agent 2832 
pyrimidine metabolism, effect of 
phytohaemaaqglutinin 636 
rat, induced DNA biosynthesis/RNA 
biosynthesis, effect of 
colchicine/vinblast ine/podophyltlotoxin 
RNA biosynthesis, effect of dexamethasone 
6315 
RNA (heterogeneous nuclear), 
1960 
RNA, inhibition-alobin mRNA translation 4172 
RNA polymerase I/RNA polymerase II, effect of 
GAP Ceyel ico. 5.74 
sheep cytosol, mRNA detection 
spleen, immune response, 
suppression-antigqen/mitogen 3242 
stimulation, DNA/RNA ass3y 5214 
stimulation, Francisella tularensis 896 
stomach ulcer/cancer, DNA content 3617 
subclass, identification, RNA bicsynthe2sis 
498 
surface immunoglobulin, 
RNA-containing plasma factor 
thymus, DNA denaturation, effect 
chloride treatment 586? 
tolerance, RNA biosynthesis, 


mitomycin 
effect on 
6484 


6316 


saimiri 


3944 


characterization 


4084 


myeloma, effect of 
2241 


of sodium 


relationship-T-lymphocyte/F-lymnhocyte 496 
transformation, thymidine(tritiated) uptake, 
determination 2146 
uridine (bromodeoxy) chromosome vanding 1112 


B-Lymphocyte, 
activation-Mycopl3asma pneumonia2> 3831 
heterochromatin structure/histone/nonhistone 

protein characterization 2746 
relationship-RNA biosynthesis, 
Lymphocyte 496 
uridine uptake 

T-Lymphocyte, 

DNA biosynthesis, 


tolerant rat 
82 


ef fect cf caletun 26a 
DNA biosynthesis, inhibition-lymphocyte 
inhibiting factor 47&1 
relationship-RNA biosynthesis, 
Lymphocyte 496 
RNA biosynthesis/protein biosynthesis, 
rosette-formation 499 
uridine uptake 8&2 
Lymphocyte activation factor, 
effect on DNA biosynthesis/AMP 
content, thymocyte 5438 
Lymphocyte inhibiting factor, 
inhibit ion-DNA biosynthesis, 


tolerant rat 


(cyclic) 


T-lymphocyte 


4781 
Lymphoid, 

alkaline RNase content, effect of 
cortisone/thymus gland 4909 

cell, differentiation %4775 

cell, DNA biosynthesis, regulation-GDP/GMP 
(cyclic)/AMP (cyclic) 401 

cell, human, cell cycle, effect of 
adriamycin-DNA complex 6515 


cell, human, nuclear membrane association, 
DNA polymerase, properties 2339 

cell, tumout, herpesvirus saimiri, 
on-lymphocyte-proliferation 1558 

tissue, DNA biosynthesis, effect of urethan 
2677 


effect 


129 


4825, 


Lymphoid thyroiditis, Macronucleus(Contd), 


epithelium, nucleus, size 3069 Tetrahymena pyriformis, chrematin subunit 
Lymphoma, structure, histone H1/histone H3-lacking 
see also Burkitt's lymphoma 1698 ’ 

DNA repair, effect of Tetrahymena pyriformis, content-RNA SS/tRNA 
N-methyLl-N'-nitro-N-nitrosoguanidine gene 3806 ’ : 
treatment 6488 Tetrahymena pyriformis, DNA replication 373 

human, Epstein-8Sarr virus DNA assay 6365 Tetrahymena pyriformis, effect of actinomycin 

induction, DNA methylation-methyl D/cycloheximide/thioacetamide 796 
methanesulphonate/N-methyl-N'-nitro-N-nitros Macrophage, : 
oguanidine 5284 antigen-binding-ribonucleoprotein, 

N-methyl-N'-nitro-N-nitrosoguanidine induced double-stranded-RNA-reaion 501 
DNA repair, relationship-strand breakage DNA biosynthesis 2654 

6489 infected Shigella sonnei, 
Lymphoma EL-4, RNA/DNA/glycogen/fat metabolism 2569 
effect of poly(A.U) 2433 infection, Newcastle disease virus, 
Lyaphosarcoma, interferon induction 2016 

lLocation-C-type virus, reverse transcriptase normal/immune, pattern-PRNA biosynthesis, 
activity, Esox Lucius 4424 effect of Salmonella enteritidis 4671 

mouse, RNA polymerase, activity 2782 RNA, complex-antiaen, activity, localization 

Lysine, ener 

aminomethylol derivative, modification-DNA, RNA polymerase activity, effect of 
immunogenicity 5471 immunization, guinea pig 6641 

biosynthesis, regulation, role-tRNAC(Llysyl), stimulation-phytohaemagalutinin/concanavalin 

Escherichia coli K12 4016 A-induced DNA biosynthesis 23243 

interaction-DNA/polynucleotide 1146 Macrophage growth factor, 

residue, role-RNase A, PMR 6595 production, in vivo 3197 

role-bovine pancrease RNase active site 2773 Macropus rufogriseus, 

Lysine-tyrosine-lysine, satellite DNA, physical properties 5336 
interaction-DNA 3085 Macrostome, 

Lysis, Tetrahymena varavorax, DNA content 2648 
infection, SV40, DNA replication 417 Maedi virus, 

Lymph node, induction-immune RNA, mouse 6552 RNA genome seauence, comparison-progressive 

phage P22, regulation-gene (c1)/gene (c3), pneumonia virus/visn3a virus 4618 
effect of Salmonella typhimurium 469 Magnesium, 

Lysogen, complex-ADP/ATP, interaction-lLithium 629 
phage Lambda, induction, role-DNA content-human endometrium, menstrual cycle 

excision-repair 4279 1385 

Lysogeny, 


dependence, association-ribosomal subunit 


effect of amber mutation, phage P22 4832 30S/ribosomal subunit 50S, Escherichia coli 
Escherichia colt, phage lambda 3921 5719 

Escherichia coli, phage Lambda DNA digestion, chromatin, euchromatin release 
transfection activity 3211 2272 
phage P22, regulation-aene (c1)/gene (c3), effect on tRNA aminoacylation 133 

effect of Salmonella typhimurium 469 effect on-Saccharomyces 


phage P22, Salmonella typhimurium mutant, DNA cerevisiae-mutagenesis 436 
biosynthesis 422 Magnesium chloride, 


Lysosome, effect on-transcription-initiation, promoter 
association-neutral RNase, liver 2296 (lac)/promoter (galt)/promoter (lambda) 484 
rat liver, effect of Amanita Magnesium ion, 

phalloides/phalloidin 711 


binding-tRNA f Met, Escherichia coli 1877 
Lysozyme, ' 1878 
ee cea oe Escherichia coli, membrane-bound bindinag-tRNA Glu, Escherichia coli 5671 
DNA 8 


complex-adenyl 5°-yl imidodiphosphate, 
formation constant 6108 
complex-ATP, calculation-solution 


regulation-biosynthesis, role-ribosome 5723 
Lytechinus pictus, 


DNA sequence, comparison-Strongylocentrotus concentration 6111 
purpuratus/Strongylocentrotus dependence, dissociation-bacteri i 
franciscanus/Strongylocentrotus 6214 ABS 


droebachiensis 5334 


, : effect on cell-free translation 1193 
Smee translation-poly(A)-Lacking mRNA effect on chromatin structure, electron 
z 


: microscopy 4874 
bi stone H2a mRNA, isolation/sequence analysis effect on DNA biosynthesis, avian 


: myeloblastosis virus 4312 
histone H2a mRNA, sequence analysis 5173 effect on DNA biosynthesis, chick embryo 
mitochondrial mRNA biosynthesis/physical 2194 

properties during development 5768 effect on DNA biosynthesis/RNA 

MRNA translation, effect of methylation 4169 biosynthesis/protein biosynthesis, chick 
Lytechinus variegatus, embryo fibroblast 13067 ‘ 

TRNA gene, nuclease S1 purification 2080 effect on DNA helix-coil transition 331 


a ease on phage S*D DNA, interaction-alyoxal 
effect 
169 


effect 
Macronucleus, 


4524 
Parameci i i 
arraa um aurelia, DNA characterization effect on tRNA Phe/RNA 235 secondary 


structure/tertiar i 
Stentor coeruleus, characterization-DNA 4679 hE ERP Efile es 


effect on southern be i 
Stentor, control-DNA biosynthesis 372 stability 3854 Peibul tetanebsare tye” 
130 


on polyribosome, Paramecium aurelia 


on tRNA methyltransferase activity 


Magnesium ion(Contd), 
interaction-DNA, kinetics 846 
AE ae leap dtaelile iy dad carcinogenicity 
4 
replacement-polyamine, effect on Phaseolus 
tRNA aminoacylation 1894 
Maize chlorotic dwarf virus, 
RNA, properties 6278 
Maize rough dwarf virus, 


RNA content, protein structure 1248 
serological analysis 1664 
Maize wallaby ear virus, 
double-stranded RNA genome, 
separation-electrophoresis 6279 


Maleic acid, 
complex-poly(A) (9-vinyl)/poly (U) (1-vinyl), 
synthesis/biological activity 650 
Maleic hydrazide, 
purine/pyrimidine analouge 610 
N-(3-pyrene)maleimide, 
use-ribosome structure/conformation analysis 
5707 
Malignancy, 
cytosine arabinoside, transformation 69 
Malnutrition, 
see also Starvation 
activity-acid DNase/RNase 4394 
effect on DNA methylation, brain 4256 
effect on RNA biosynthesis, development, rat 
neuron 4157 
effect on RNase (alkaline), rat 
cerebrum/Lliver 551 


Malonaldehyde, 
interaction-DNA, mutagenicity 3091 
Malondialdehyde, Zz 
interaction-guanine 3347 
Malonitrile diser, 
effect on RNA content, neuron 6328 


Malpighian tubules, 
Bacillus rossius, gene amplification 
Menaal, 
brain/heart, content-polyamine/DNA/RNA 
cell nucleus, lLocalization-RNA/DNA, 
use-autoradiography 4691 
cell, staining-DNA 5817 
erythrocyte, activity-hypoxanthine-guanine 
phesphoribosyltransferase/adenine 
phosphoribosyltransferase/orotic acid 
phosphoribosyltransferase/orotidine-5*-monop 
hosphate decarboxylase 5551 
rRNA methylase, role-ribosome production 
5578 
testis, cysteine-containing histone H2b, 
purification/identification 5488 
_Manmeatian, 
C-type virus, rescue-RWA sequence 
cell cycle, analysis, propidium 
jodide-staining 291 
cell-free system, translation-alfalfa mosaic 
virus RNA 2057 
chromatin, cell-free system transcription, 
‘nascent globin mRNA 1313 
chromatin, integration-avian sarcoma virus 
DNA 938 
chromosome, G-banding, mechanism 978 
chromosome, transfer, gene activation 3815 
DNA, bese compesition heterogeneity, caesium 
chloride-netrepsin density gradient 2619 
DNA Ligase, properties 1774 
DNA polymerase, template specific 
inhibition-poly A (9-vinyl) 2791 
mitochondrial ONA, analysis 869 
precursor rRNA, methylation 3535 


2221 
3619 


1352 


rRNA 5.88, sequence homology 2515 
RRNA, review 1041 

Rampalian cell, 

chromatin, isolation/properties 3261 


DNA biosynthesis, inhibit ion-o-phenanthroline Mannich reaction, 


3200 


DNA biosynthesis initiation, role-RNA 2651 


Mammalian cell(Contd), 


DNA repair/content~AMP (cyclic)/GMP (cyclic), 
effect of croton ofl 440 

DNA replication, study, DNA unwinding-alkali 
885 

effect of jiodine-125 incorporation-DNA 2603 

growth, cell culture, control, review 696 

growth, regulation, model 2530 

metaphase chromosome, isopycnic 
centrifugation-metrizamide 2753 

normal/neoplasm, tRNA, analysis 

pleiotropy, role-tRNA 3441 

protein transport, enhancement=-poly 
C(1-vinyl): poly I 3423 

repair, model 2690 

RNA, covalent binding-nascent DNA 


3430 


1568 


Mammary carcinoma, 


see also Breast cancer 

rat, DNA biosynthesis/RNA biosynthesis, 
effect of testosterone 
(7beta,17alpha-dimethyl) 4783 

thymidine incorporation, effect of oestrogen 
4812 


Mammary carcinoma R-35, 


rat, RNA polymerase activity 3298 


Mammary gland, 


bovine, isolation-DNA biosynthesis inhibitor, 
chalone-Like 5434 

7,12-dimethylbenz(a)anthracene 
tumourigenicity, effect of DNA biosynthesis 
6490 

ewe, polyribosome ribonucleoprotein 
(messenger), isolation, characterization 
4888 

goat, content-DNA/RNA, during Lactation 

mouse, RNA biosynthesis, effect of 
phospholipase/prolactin 4655 

poly (A) containing mRNA 
isolation/transiation-casein/alpha-lactalbum 
in, guinea pig 6347 

purine salvage 1077 

rat, RNA polymerase activity 3298 

RNA biosynthesis, effect of arachidonic acid 

789 

RNA biosynthesis, stimulation-oestradiol 252 
tumour, DNA biosynthesis, kinetics, 
use-autoradiography 4813 

tumour, pregnancy-dependent, DNA 
biosynthesis, effect of progesterone 6477 

uridine metabolism/RNA biosynthesis, effect 
of insulin 249 


6247 


Mammary tumour virus, 


breast cancer, review 1054 
DNA, interaction-glucocorticoid, effect on 
RNA biosynthesis 5832 


Manduca sexta, 


mitochondrial ribosome, 
morphological/histochemical study 696 


Hanganese, 


content-DNA, Salmonella typhosa/Salmonella 
paratyphi/Salmonella typhimurium/Escherichia 
coli/Shigella sonnei 4730 

induction-petite mutant, Saccharomyces 
cerevisiae 1637 


interaction-poly (A), NMR 5047 


Manganese ion, 


coordination, effect on tRNA Val 1 structure 
1169 

effect on dephosphorylatfon-ATP/GTP/ITP/CTP 
3392 

effect on DNA biosynthesis, avian 

myeloblastosis virus 4312 

effect on polyribosome, Paramecium aurelia 
169 

interaction-polynucleotide, carcinogenicity 
2431 ; 

mutagen, effect on DNA biosynthesis 1573 


uracil(aminomethyl) synthesis 3953 
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Mannoprotein, Membrane(Contd), 


biosynthesis, Saccharomyces cerevisiae bacterial, DNA transport, mechanism, 
168 chemiosmotic theory een : , 
Marchantia polymorpha, bacterial, transport-Pacillus thurinaiensis 
RNA/DNA isolation 5744 beta-exotoxin 7569 : : . 
Marrow, Ste binding-polyribosome, liver, characterization 
rat, effect of erythropoietin-RNA 2480 
biosynthesis/protein biosynthesis chloroplast; 


3735 interaction-adenine/adenosine/ADP/AMP 4993 
Marthasterias glacialis, 


ses chloroplast, Pisum sativum, 
adenine (1-methyl) receptor, specifity 


association-polyrihosome, cdurina orana 


4270 formation 1201 
oocytes, protein kinase activity, effect of chloroplast ribosome, isolation/structure, 
adenine (1-methyl) 1075 Pisum sativum seedlina 4048 , 
Mason-Pfizer monkey virus, DNase, localization, durina transformation, 
DNA polymerase, transcription, RNA 70S 780 Diplococcus pneumoniae 1729 ; 
RNA, relationship-oncornavirus 2978 endoplasmic reticulum, association-mPNA, rat 
structure relationship-C-type virus, Livier a5ts2 ; ‘ 
immunology 4609 endoplasmic reticulum, interection-ritosome, 
Mass spectra, role-protein/phospholipid 2466 
dinucleoside phosphate, use-base sequence erythrocyte, binding 
determination 5641 site-inosine(nitrobenzylthio) 1817 
dinucleotide, structure/molecular weight Escherichia coli, attachment-folded 
determination 5638 chromosome 1696 
pyrimidine (dimethylaminomethoxy-)/pyrimidine Escherichia coli, localization-elongation 
(methylthio-), analysis 4988 factor EF-2 4075 
uracil(2-methylthio) 1798 Escherichia coli, pheae T4& infected, DNA 
Mazurenko virus, polymerase I, properties 5549 
properties 2962 Escherichia coli, polyribosome, specific 
MDCK cell, Lipoprotein biosynthesis 1913 
infection-Newcastle disease virus, Escherichia coli, protein G, role-DNA 
temperature-sensitive mutant 243 biosynthesis/cell elonaation 875 
Measles virus, fraction-Streptococcus pneumoni3e, role-DNA 
vaccine, infected mouse, RNA, ligase 5572 
isolation/hybridization-mouse DNA 5137 infected cell, association-phaqe P2 DNA, 
Medicago sativa, effect of satellite phage P4& infection 6417 
bacteroid, DNA polymerase, interaction-ribosome, role-ribosomal protein 
comparison-Rhizobium meliloti 2341 1909 
Mefosis, interferon producing/non-producina human 
aloa/fungus/protozoa, review 3339 cell/L cell, interaction-poly(I.C) 664 
Lilium, ONA replication 4764 liver, translocation-S*=-nucleotidase 1732 
prophase, oocyte, localization-rRNA gene mitochondria, Saccharomyces cerevisiae, 
3229 : association-DNA biosynthesis 374 
RNA biosynthesis, autoradiography, chick phospholid, association-RNA polymerase 
oocyte 5771 complex, poliovirus 6018 
Saccharomyces cerevisiae, DNA/degradation DNA potential, effect of hydrocortisone, rat 
biosynthesis, effect of UV-irradiation 5926 liver 5207 
yeast, DNA biosynthesis/recombination, protein, arginine transfer-tRNA Arg, 
hydroxyurea inhibition 3183 erythrocyte 5677 
Melandrium noctiflorum, protein biosynthesis, gene regulation, phage 
seed, RNA biosynthesis/protein biosynthesis BF23 infected Escherichia coli 5954 
during dormancy/ripenina 5774 protein D, role-DNA biosynthesis, Escherichia 
Melanoma, coli 4249 
human, DNA repair, temperature-sensit ive protein, phage T5, biosynthesis, 
4297 identification-aene control 2786 
tyrosinase activity/tumorigenicity, uracil smooth, DNA biosynthesis, fluorescence 1530 


(bromo) suppression 1111 transport, effect of valinomycin 172 


Melanoma 16B, transport, NIL 8 cell, effect of isoleucine 
DNA biosynthesis, effect of deprivation 449 


1-(2-chloroethyl)-3-(trans-4-methylcyclohexy transport, protein 1917 1918 
l)-1- nitrosourea 444 transport-—purine/pyrimidine/nucleoside, 


treatment-uridine (S-bromodeoxy), review 2359 
induct ion-acidic-polysaccharide-synthesis Trichomonas vaginalis, interaction, poly(1I.C) 
81 663 
Meleagris gallopavo osceola, Memory, 
herpes virus, isolation/characterization induction-immune RNA, mouse spleen 3829 


3063 
Meloidogyne hapla, 
infected Daucus carota, RNA 


Mendelian factor, 


control-uridine (5-bromodeoxy) resistance, 
Nicotiana tabacum 635 


biosynthesis/RNase biosynthesis 3008 Mengovirus, 

Melphalan, infected BHK-21 cell, RNA 35S, poly (A) 
effect on DNA biosynthesis, stomach seauence 5658 
adenocarcinoma 918 infected Ehrlich ascites tumour, 


Membrane, F 
associated chromosome, Escherichia coli, 


comparison 3844 1,3,4-thiadiazole 3568 


associated chromosome, Escherichia coli, infection-L cell, inhibition-DNA replication 
structure 3845 4777 


association-DNA polymerase, Escherichia coli, 
effect of mutation 6029 
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translation-mRNA 3049 
infected FL cell, RNA biosynthesis, effect of 


temperature-sensitive mutant, 
isolation/characterization 3544 


> 


Menopause, 
effect on DNA 
352 
Menstrual cycle, 
content-DNA/RNA/maanesium/calcium, human 
endometrium 1385 
2-Mercapto-1(beta-4-pyridethyl) benzimidazole, 
effect on RNA biosynthesis, Hela cell 
nucleolus 4147 
Mercaptoethylamine, 
redioprotection-leukaemia L5178Y cell 
3078 
6-Mercaptopurine riboside, 
effect on S-phosphoribosyl-1-pyrophosphate 
biosynthesis 6100 
5-Mercaptopyridoxine, 
inhibit ion-RNA biosynthesis/protein 
biosynthesis, HeLa cell 4158 
Mercuric chloride, 
effect on RNA biosynthesis, 
5221 
Mercuric ion, 
effect on poly (dA-dT)/poly 
(dA)-poly(dT)/poly (dG-dC)/poly (dG-poly (dc) 
physical properties 2898 
Mercurous ion, 
interaction-DNA, 
Mercury, 
electrode, adsorption, effect on 
ab alah polynucleotide conformation 
414 
interaction-euchromatin/heterochromatin, 
liver nucleus 4769 
probe nucleoside analysis 
Meristem, 
Allium cepa, mitotic index, effect of uracil 
(S-amino 4469 
nuclear DNA biosynthesis, root-Citrus 
Limon/Citrus reticulata/Citrus sinensis 
Poncirus trifoliata hybrid 3144 
potato tuber, RNA biosynthesis/protein 
biosynthesis, during growth 5775 
potato tuber, RNA biosynthesis/protein 
biosynthesis, effect of growth regulator 


Sinole-stranded, human ovary 


DNA 


rat kidney cell 


846 


kinetics 


1802 


1338 
root-Allium sativum, DNA biosynthesis 5363 
Merodiploidy, 
transformation, Bacillus subtilis mutant 
1607 


Mesometrium, 
induced deciduomata, DNA content, 
cytophotometry 1382 
Mesonephros, 
development, Xenopus laevis larva, DNA 
biosynthesis 379 
Metal, 
see also specific metals 
cation complex formation-DNA, 
staining-Schiff’s reagent 6385 
use-DNA electron microscopy 3095 
Metal fon, 
' divalent, 
3097 
effect on Escherichia coli B tRNACarginyl) 
synthetase 1180 
effect on poly(A)/collagen, UV-irradiation 
4504 
Metamorphosis, 
Calliphora vicina, extracellular ribosome 
characterization 4045 
induction-triiodothyronine, Rana 
catesbeiana-tadpole liver/tail, protein 
biosynthesis 246 
tadpole, DNA biosynthesis 5360 
thyroxine-induced, Xenopus laevis, nucleotide 


effect on DNA helix-coil transition 


biosynthesis/RNA biosynthesis 3556 
Metaphase, 
chromosome, L-cell, structure 4363 


chromosome, mammalian cell, isopycnic 
centrifugation-metrizamide 2753 


Metaphase(Contd), 


ONA 
fluorescence 


chromosome, mouse, analysis-late 
replication, use-33 258Hoechst 
4749 
Physarum polycephalum nucleus, 
chromatin 42352 
Methanol-acetic acid, 
effect on DNA/deoxyriborucleoprotein 
interaction-methylene blue 627&3 
Methionine, 
deficiency, effect on transletion rate, 
Escherichia coli 5086 
effect on DNA biosynth2sis/RNA polymerase I 
activity/nucleolus size 6646 
incorporation, Escherichia coli 1184 
initiation-histone biosynthesis 4071 
recoanition-tRNA (formyl) Met/tRNA (methyl) 
Met aminoacylation/formylation, Escherichia 
coli 5074 
starvation, 


repetitive 


inhibition-nucleoside @ 


biosynthesis, Escherichia coli tRNA 2446 

transfer, catalysis-tRNA (leucyl, 

phenylalanyl) transferase 6183 
Methisoprinol, 

effect on mRNA transport, rat liver 4954 


Methotrexate, 
combination-thymidine, 
1210 2879 
effect on mitochondrial DNA biosynthesis, 
mouse L cell 4291 
2-Methoxy-5-nitropone, 
modification-ribosomal protein, 
determination-ribosome 8US/ribosomal subunit 
60S/conformation, rat Liver 5715 
Methoxyamine, 
effect on RNase cleavage-RNA, 
determination 4092 
p-Methoxybenzyl bromide, 
alkylation-cytidine 6095 
3°-Methyl-4-dimethylaminoazobenzene, 
tRNA Phe, complex formation, rat liver 
Methyl-4-dimethylaminoazobenzene, 
effect on chromatin properties/RNA polymerase 
activity, rat 6578 
Methyl-alpha-mannos ide, 
effect on DNA biosynthesis, 
stimulation-concanavalin A, 
5437 
Methyl green, 
complex-DNA, dissociation, drug 1418 
N-Methyl-isatin-beta-thiosemicarbazone, 
complex-copper, inactivation-phaqe lambda 
infectivity/DNA transfection 2203 
complex-copper, interaction-DNA/RNA 
Methyl mercury, 
effect on RNA biosynthesis, 
SSivie 
Methyl methanesulphonate, 
alkylation-DNA, damaqe, 
use-correction endonuclease 5915 
DNA methylation, bone marrow 309 
effect on alkaline DNase activity 
effect on cytoplasmic DNA polymerase, 
liver regeneration 4293 
effect on DNA excision-repair 3748 
effect on DNA integration/recombination, 
phage T7 5960 
effect on DNA post replication repair, 
O15 
effect on 


treatment-Leukaemia 


use=seouence 


6161 


human lymphocyte 


3639 


spinal ganglia 


detection, 


4927 
during 


Lerce tl 


5411 
4803 


DNA repair, mouse spermatid 
effect on satellite DNA repair, mouse 
induced damage, intestine DNA, repair 3749 
induced DNA repair, mechanism, phage T4 5920 
induction-chromosome aberration, Drosopvhila 
melanogaster somatic cells 1707 
induction-DNA repair, effect of uridine 
(bromodeoxy)/uridine (iododeoxy) 433 


inhibition-RNA polymerase, rat liver, in 
vitro 4663 
methylation-DNA, Lymphoma induction 5284 
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Hethyl methanesulphonate(Contd), 
mutant-Escherichia coli, apurinic site 
specific endonuclease deficient 5520 
N-Nethyl-N-beta-chloroethylhydrazine, 
effect on RNA biosynthesis/protein 
biosynthesis, Saccharomyces cerevisiae, 
during growth 5794 
N-Methyl-N’-nitro-N-nitrosoguanidine, 
effect on DNA-damage/repair/chromosome 
aberration, xeroderma pigmentosum 913 
effect on DNA/mutation/toxicity, Chinese 
hamster cell 4210 
effect on DNA repair, Lymphoma 6488 
effect on nuclear DNA biosynthesis, 
3750 


rat liver 


excision-repair-DNA 4276 
induced DNA repair, relationship-strand 
breakage, lymphoma 6489 


methylation-DNA, Lymphoma induction 5284 

treated mouse skin, guanine-specific DNA 
repair 6481 

N-Methyl-N-nitrosourea, 

alkylation-DNA, damage, detection, 
use-correction endonuclease 5915 

DNA-methylation, bone marrow 309 

effect on DNA biosynthesis 2672 

effect on DNA excision-repair 3748 

effect on DNA post replication repair, L cell 


915 
effect on excision-repair-guanine (06-methyl) 
DNA, Liver 1568 


effect on satellite DNA repair, mouse 4803 
induced-Leukaemis, deoxynucleotidyl 
transferase (terminal) activity 1760 
interaction-DNA, effect on cell culture 
N-HMethyl-N-nitrosourethane, 
effect on DNA biosynthesis, S phase, Amoeba 
proteus 3761 


alpha-Methyl ornithine, 


2093 


effect on cell proliferation, hepatoma 4304 
2-N-Hethyl propionanide > , + 
(4-methyl-2,6-dinitroanilino), 
degradation-polyribosome, wheat root 5127 


Methyl thiophanate, 
inhibition-DNA biosynthesis/respiration, 
Rhizoctonia solani 4818 
Methylazoxymethanol, 


effect on DNase, rat cerebellum 559 
T-Methylbenz(adanthracene, 
binding-DNA, rat liver microsome 6375 
interaction-RNA, 
compar ison-7-methylbenz(a)anthracene 
5,6-oxide 6258 


T-Methylbenz(adanthracene 5,6-oxide, 
interact {on-RNA, 
compar ison-7-methylbenz(a) anthracene 
3-Methylchelanthrene, 
binding-DNA, activation, liver 2099 
binding-DNA/polynucleotide, effect of 
microsome 2098 
Be Vind a fats relationship-tumour initiation 
48 
effect on DNA binding-benzolalpyrene, rat 
3644 
effect on DNA biosynthesis, C3H cell 
effect on poly(A)-containing RNA 
biosynthesis, rat liver 3571 
induced carcinogenesis, effect on DNA 
biosynthesis, lymphocyte 3760 
transformed-embryo cells, TMP synthetase 
activity 2344 
treated, epidermis, ribosome isolation 
Methylcycloheptane, 
interaction-uracil(5-fluoro) 
Methylene blue, : 
comparison-Feulgen/gallocyanin-chromalium/met 
hylene green, DNA determination 2074 
effect on immunogenicity, phage SPO1/phage T4 
DNA 1661 


6258 


439 


155 
4465 
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Methylene blue(Contd), ‘ 
jinteraction-DNA/deoxyribonucleoprotein, ; 
effect of formaldehyde/methanol-acetic acid 
6383 
staining-DNA/RNA 5815 
Methylene cyclopentane, 
interaction-uracil (5-fluoro) 
Methylene dianiline, 
derivative, attachment-poly (A), use-poly (Cu) 
isolation, HeLa cell 5653 
Methylene dimethanesulphonate, 
interaction-DNA 302 
Methylene green, ’ 
comparison-Feulgen/gallocyanin-chromalium/met 


4465 


hylene blue, DNA determination 2074 
MethyLlenecyclohexane, 
interaction-uracil(5-fluoro) 4465 


Methylglyoxal bis(guanylhydrazone), 
effect on Liver nucleus DNA biosynthesis 
Methyl guanidine, 
effect on DNA fragment formation 
O-Methylhydroxylamine, 
effect on phage MS2 amber mutant 
modification-phage T2 DNA 5839 
Methylmercuric hydroxide, 
binding-uridine (4-thio), tRNA f Met, 
Escherichia coli 5666 
denaturation-calf thymus DNA, 
physical properties 4738 
Metrizamide, 
density gradient, histone 
distribution-chromatin 2749 
density gradient, sea urchin, chromatin 
isopycnic centrifugation-mammalian cell 
metaphase chromosome 2753 
isopycnic centrifugation, SV40 nucleoprotein 
complex, structural modifications 1683 
separation-cytoplasmic ribonucleoprotein 
1703 
use-polyribosome density gradient 
fractionation 4049 
Wicroceccin, 
lLocalization-ribosomal subunit 50S 


911 
6377 


1349 


effect on 


969 


resistance, Bacillus subtilis mutant 4554 
Micrecoccus, 
DNA base composition, determination 1461 


DNA hybridization, homology relationship 
4229 
bebe lely ae Colt platelet, DNA biosynthesis 
66 
Wicrococeus glutamicus, 
DONA replication, nitrosoguanidine, 
inductfon-mutation 5404 
Micrococeus lysodeikticus, 
ONA, melting transition 5307 
tRNA, effect of trimethoprim, 
tetrahydrofolate-dependent thymidine(ribo) 
biosynthesis 1164 
Wicrococcus radiodurans, 
DNA biosynthesis/DNA recombination, effect of 
irradiation 4286 
DNA biosynthesis/repair-gamma-irradiation 
2129 
mutant, loss of radioresistance 
Aterecoceus radiophilus, 
thymine dimer excision-repair, effect of 


467 


UV-irradiation 5403 
Hicrofluerometry, 
DNA analysis 3060 


use-DNA assay, bovine Lymphocyte 
Ricrenucleus, 


induction, quinacrine 190 
Paramecium caudatuam, infect jon-omega 
particle, effect on chromatin 2270 


Tetrahymena pyriformis, content-RNA SS/tRNA 
gene 3806 


Ricrosome, 
association, ribosome, artifact 
brain, RNA fractionation 1948 


5813 


1205 


Ricrosome(Contd), Mitochondria(Contd), 


chick Liver, embryo, DNA biosynthesis/cytochrome oxidase 
biosynthes is-phosphat idylcholine/phosphatidy synthesis, effect of chloramphenicol 441 
Lethanolomine/sphingomyelin, effect of fraction, rat liver, DNA biosynthesis/RNA 
uracil(propylthio) 4470 biosynthesis/protein biosynthesis 6459 
effect on gene, Saccharomyces cerevisiae, zygote 
7,12-dimethylbenzCalJanthracene/benzoLalpyren heterogeneity/inheritance 473 
e/3-methylcholanthrene gene, transmission, Saccharomyces cerevisiae, 
bindina-DNA/polynucleotide 2098 influence-mutation (killer) 474 
human placenta, 5’-nucleotidase genome, Saccharomyces cerevisiae, mapping 
characterization 5567 4850 
mouse embryo, endonuclease, cleavage-Moloney HeLa cell, DNA polymerase, 
leukaemia virus RNA 35S 4924 purification/characterization 4952 
occurrence-DNA, mouse liver 5247 HeLa cell, tRNA specificity 4019 
protein, binding-benzolaJpyrene 3643 HeLa cell, thymidine kinase isoenzyme 
rat liver, DNA binding-diethylstilboestrol formation, effect of 
5836 chloramphenicol/cycloheximide 1024 
rat Liver, DNA human platelet, RNA biosynthesis/DNA 
binding-7-methylbenzCajJanthracene 6375 biosynthesis 2145 
Ricrosphere, isolation, normal/tumour cell 1393 
formation, relationship-RNA L cell, protein biosynthesis, effect of 
biosynthesis/protein biosynthesis, mitochondrial DNA nicking 2089 
inhibition-urethane 6318 Lucilia cuprina muscle, protein biosynthesis, 
Ricrosporidea, effect of antibfotic 5125 
infection, effect on RNA biosynthesis, membrane, Saccharomyces cerevisiae, 
Rhynchosciata 763 association-DNA biosynthesis 376 
Microsporum gypseum, mouse Liver, DNA polymerase, properties 585 
RNA polymerase, characterization 4414 native/imported tRNA 1155 
Microstome, Neurospora crassa, endonuclease activity 
Tetrahymena paravorax, DNA content 2648 2769 
Microtubule, nucleoid, Physarum polycephalum, 
Acrididae spermatid, relationship-chromatin isolation-protein 4893 
2274 poly (A)-containing RNA, properties, hamster 
formation, role-GTP/ATP binding-tubulin 5039 cell 5176 
protein, interaction-nucleotide 1833 protein biosynthesis 2225 
Microtus agrestis, protein biosynthesis, inhibition-interferon 
chromosome X, late DNA replication 894 3595 
Milk, protein metabolism, regulation-thyroid 
cow, Staphylococcus, properties 3889 hormone 423 
human, reverse transcriptase inhibitor 3932 rat, DNA biosynthesis, effect of 
Milk protein, thyroidectomy, triiodothyronine treatment — 
mRNA, complementary DNA biosynthesis, 5909 
Escherichia coli DNA polymerase I 2645 rat liver/hepatoma, activity-thymidine 
Mineral, kinase/ribonucleotide reductase 6037 
deficiency, effect on DNA content, Triticum rat liver, phosphorylation-purine 
root tip 1580 nucleoside/pyrimidine nucleoside 3972 
Minicell, rat liver, poly (A) polymerase, 
conjugation, Escherichia coli mutant, DNA reaulation-amino acid feeding 5564 
biosynthesis 1489 rat Liver, poly (A) polymerase/RNA 
Escherichia coli, mRNA, stability 274 polymerase, isolation/characterization 5536 
Escherichia coli, segregation-plasmid Col rat liver, polyribosome, ribonucleoprotein 
Ab/plasmid drd7 3528 (messenger), properties 512 
Rinimycin, rat liver, RNA biosynthesis, 
biosynthesis, Streptomyces hygroscopicus poly(A)-containing 4646 
2887 ribosome, Manduca sexta, 


morphological/histochemical study 696 


Misgurnus fossilis, 
DNA, palindrome, characterization 3688 el dcenbeb ated talaabeh EE deh tell hela 


embryo, DNA biosynthesis/RNA biosynthesis RNA 4S, Liver/Morris hepatoma, base 


#2 06 composition 1977 
embryo, FRNA gene transcription, effect of rRNA 16S gene, Saccharomyces cerevisiae 


ploidy 2526 petite mutant, localization 1635 


Fibosomal protein biosynthesis 2936 RNA biosynthesis, poly(A) containing, Ehrlich 
tRNA biosynthesis 2906 ascites cell 4129 
Mithramycin, RNA, calf brain, characterization, 
effect on DNA binding-actinomycin 2599 electrophoresis 6246 
use-DNA assay 4179 tRNA Glu transcription, Saccharomyces 
fitochondria, cerevisiae 2442 
analysis-poly (A) containing RNA, rat brain tRNA (Lysyl) synthetase/tRNA (propyl) 
5143 synthetase, aminoacylation-tRNA Pro/tRNA 
association-tRNA methylase, characterization, Lys, Phaseolus vulgaris 5075 
Saccharomyces cerevisiae 4523 RNA, Saccharomyces cerevisiae, 
brain, tRNA, fractionation 1868 1948 characterization 205 
CHO cell temperature-sensitive mutant tRNA tRNA(methionyl)synthetase/tRNA(phenylalanyl)s 
(lLeucyl) synthetase, protein biosynthesis ynthetase/tRNA(Leucyl)synthetase, 
687 ; origin-Saccharomyces cerevisiae 3452 
Ehrlich ascites cell, polyribosome, role-gonadotrophin induction-steroidogenesis 
characterization-poly (A)-lacking mRNA 5177 3030 
Ehrlich ascites cell, polyribosome, Rous sarcoma virus/chick embryo, DNA 
isolation/characterization 5110 polymerase, characterization 4949 
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Mitochondria(Contd), Mitochondrial DNA(Contd), 


Saccharomyces cerevisiae, DNA biosynthesis, recombination, yeast mating 3226 
effect of ethidium bromide/berenil 1575 repair, effect of ethidium bromide, 
Saccharomyces cerevisize, DNA polymerase, Saccharomyces cerevisize mutant 4797 } 
properties 6661 replication, chick 2mbryo fibroblast 370 
Saccharomyces cerevisiae, episome, evidence replication, Saccharomyces cerevisiae, 
947 inhibition-netropsin 4799 
Saccharomyces cerevisiae, polyribosome, Saccharomyces carlsberqgensis, aene 
protein biosynthesis, regulation 1216 organization 2217 — ; 
Saccharomyces cerevisiae, rRNA 16S gene, Saccharomyces cerevisiae, cytcchrome 
expression-cytoplasmic petite mutant 2218 oxidase/coenzyme @H2-cytochrome c reductase 
Saccharomyces cerevisiae, tRNA, mutation, localization 2219 . 
characterization-nucleoside 4520 Saccharomyces cerevisiae grande/petite 
Saccharomyces cerevisiae, tRNA isoaccepting mutant, analysis 864 
species, gene origin 2438 Saccharomyces cerevisiae, 
Saccharomyces cerevisiae, tRNA Tyr/tRNA Leu, repair-UV-irradiation-induced damage 3185 
fractionation 113 Saccharomyces cerevisiae/Saccharomyces 
Saccharomyces cerevisiae, translation 3458 carlsbergensis, structure, comparison 2119 
Tetrahymena pyriformis, tRNA (Leucyl) Saccharomyces cerevisiae zygote, 
synthetase, structure 136 recombination, restriction 1636 
thymidine kinase kinetics, size determination, Torulopsis colliculosa 
comparison-cytoplasm, human blast cell 6440 
leukaemia 6038 structure, nuclease $1 cleavage, Aspergillus 
Trichoderma viride, mRNA, characterization oryzae 3129 
4099 structure, rat/dos taurus, 
Venezuelan equine encephalomyelitis RNA comparison-Crithidia oncopelti kinetoplast 
biosynthesis/ribonucleoprotein biosynthesis DNA 6442 
3022 structure, yeast petite mutant 2686 
Vigna sinensis, RNA biosynthesis, effect of topology, mouse AKR, Leukaemia 2635 
rifampicin/ethidium bromide/AMP (cyclic)/GMP Mitochondrial RNA, 
(cyclic) (ASI) Saccharomyces cerevisiae, direction-protein 
Walker carcinosarcoma, RNA, identification biosynthesis, Escherichia coli cell-free 
4597 system 1361 
yeast, poly (A)-containing RNA, translation, Mitogen, 
Escherichia coli ribosome 807 effect of fibrobtast growth factor” 399 
yeast, RNA polymerase, isolation/properties induced blastogenesis, lymphocyte, 
6636 inhibit ion-adenosine 
Yoshida ascites hepatoma, RNA biosynthesis (5*1-deoxy-5+*1-S-isobutyl) 4488 
1343 response, effect of oxygen, Lymphocyte 4317 
Mitochondrial DNA, suppression-immune response, spleen 
analysis, use-restriction endonuclease, lymphocyte 3242 
Bipolaris maydis/Phyllosticta maydis 5889 Mitogenic factor, 
biosynthesis, 373 cell, SV40/serum-induced, biosynthesis, effect of mitomycin 
requlation 2169 inhibition-DNA biosynthesis, 
biosynthesis, liver, radiosensitivity, effect phytohaemaaqlutinin treated lymphocyte 4484 
of age 383 Mitomycin, 
characterization, Ochotona rufescens 4239 inhibition-DNA biosynthesis, effect on 
circular, Crithidia lucilae 4186 mitogenic factor biosynthesis, 
circular, Neurospora crass3, ohysical map Pphytohaemaaglutinin treated lymphocyte 6484 
1465 Mitomycin C, 
circular repetitive, structure, electron cancer chemother3oy, cehrlich ascites 
microscopy, Saccharomyces cerevisiae mutant tumour/Yoshida tumour, effect on DNA 
5876 , biosynthesis 1572 
closed circular, replication, nascent DNA effect on DNA biosynthesis, spermatocyte 
fraaqments 2122 43C2 
comparison-structure, thyroid gland 4242 effect on DNA excision-repair, Haemophilus 
content-Saccharomyces cerevisi3e, control, influenzae 3181 
role-nuclear genome 4683 effect on SV40-transformed cells 140C 
SER e melanogaster, loss, effect of age induced damage, intestine DNA, repair 3749 


003 ‘ induction-sister chromatid excnange/chromatid 
excision-repair, Saccharomyces cerevisiae, breakage, Fanconi's anaemia 912 


UVirradiation 1499 induction, SV40 replication, Chinese hamster 


HeLa cell, transcription, symmetry 2001 418 
hybridization-cytoplasmic/mitochondrial rRNA induction-virion production, 
226 Ae 7 SV40-transformed, mouse kidney cell/Chinese 

L cell-thymidine kinase-deficient, hamster cell 5398 

photosensitivity/heat resistance, effect of interaction-DNA, fluorescence 4698 
uridine (bromodeoxy)-incorporation 324 325 redox cycle, hydrogen peroxide formation 
localization-rutamycin-sensitive ATPase 4200 

mutation, Saccharomyces cerevisiae 6438 resistance, Thiobacillus novellus 4287 
mammalian, analysis 869 Mitosis, < 
metabolism, regulation-thyroid hormone 423 cell, UV-irradiation, Labelling-chromosome 
mouse eqg, properties 4686 3843 3 


mouse, studies, Escherichia coli 464 

nicking, effect on L cell mitochondria 
protein biosynthesis 2089 

nicking, L cell, 
photosensitivity-uridine(bromodeoxy) 
incorporation 2088 

purification 2078 


chick embryo, effect of 
insulin/hydrocortisone 2179 
circadian rhythm, mouse bone marrow 6457 


detection-ribonucleoprotein, hamster cell 
chromosome 4889 


duration, Vicia sativa/Vicia faba, 
relationship-DNA content 2588 
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Mitosis(Contd), 

effect of pokeweed mitogen, human Leukocyte 
5942 

epidermis, 
5940 

gene transcription, role-nuclear RNA 

induction-depolarization, neuron 3708 

induction-thymidine, Allium cepa 
endopolyploid cell 411 

inhibition, activity-pyrimidine(2,4-diamino), 
relationship-teratogenicity 2839 

inhibition-pyrimethamine, human fibroblast 


durina palmoplantar pustulosis 


4159 


4299 

Kluveromyces fragilis, effect of temperature 
375 

Mutiacus muntjak, distribution-centromere 
3849 


myoblast, chick embryo 883 

Physarum polycephalum, control-histone H1 
phosphorylation, histone kinase 4962 
Physarum polycephalum, effect of 
UVirradiation 1501 


Physarum polycephalum, nucleotide 


Cribo)/nucleotide (deoxyribo)-pool, during 
92 
Physarum polycephalum, rRNA biosynthesis 
(74 
Physarum polycephalum, RNA polymerase content 
3294 


Pleurodeles waltii lung, effect of 
actinomycir D/adenosine(?'’-deoxy)/ethidium 
bromide/acridine oranae/proflavine 3036 

rat Liver, during regeneration 5943 

stimulation-abortive infection Syrian 
hamster-human cytomegalovirus 2659 

Triticum species, DNA content 1533 

Mitotic index, 

Allium cepa meristem, 
(S-amino 4469 

irradiation-bone marrow, 
(deoxy) excretion 2403 

Molecular biology, 
future, review 1052 
Molecular connectivity, 
relationship-activity 2795 
Moloney murine leukaemia virus, 
biosynthesis, 
inhibition-poly(A)/poly(I)/poly(C), 


effect of uracil 


relationship-uridine 


JLS-V9 


cell 4006 

complementary DNA seauence, fractionation, 
isolation 3679 

deletion mapping 3797 

DNA biosynthesis 1562 


3114 
2067 


DNA, purification/characterization 

DNA/RNA, distribution, infected mouse 

genome, structure 1967 

high molecular weight RNA, physical 
properties 747 
reverse transcriptase, 
acid inhibition 2340 
reverse transcriptase, 
(2-methylthio) 662 


aurintricarboxylic 


effect of poly (I) 


reverse transcriptase, product, analysis 
6426 
RNA 35S, cleavage-endonuclease, mouse embryo 


microsome 4924 

RNA, high molecular weight, subunit structure 

1277 

RNA sequence, 
virus 5168 
RNA translation, cell-free system 

Moloney murine sarcoma virus, 

complementary DNA sequence, fractionation, 
isolation 3679 

genome, complementary sequences-human 
Leukaemia poly(A)-containing RNA 1276 

genome, structure 1967 

reverse transcriptase, effect of poly (1) 
(2-methylthio) 662 


homology-Moloney murine sarcoma 


3584 


Moloney murine sarcoma virus(Contd), 
RNA sequence, homology-Moloney murine 
leukaemia virus 5168 
sarcoma virus/leukaemia virus-specific 
Sequence, separation 861 
transformed cell, elimination-sarcoma genome 
3798 
Monkey, 
cell, RNA biosynthesis, 
temperature-sensitive, 
infection 5781 
cell, SV40 infected, isolation-RNA polymerase 
containing nucleoprotein 5498 
DNA biosynthesis, stimulation-chrysolite 
asbestos 4319 
Monocyte, 
stimulation-phytohaemagglut inin/concanavalin 
A-induced DNA biosynthesis 3243 
Monocytopoitesis, 
human, promocyte, DNA biosynthesis time 
Monoperphthalic acid, 
oxidation-Saccharomyces cerevisiae tRNA 
Phe/tRNA Val 3°terminal sequence 1161 
Morris hepatoma, 
DNA biosynthesis, 
rat 435110 
membrane-denuded nucleus, 
891 
mitochondria, RNA 4S, base composition 
RNA polymerase, purification/properties, 
comparison-liver 4420 
Morris hepatoma 5123-C, 
circadian rhythm-DNA biosynthesis/thymidine 
kinase activity, rat 74198 
Morris hepatoma 7800, 
circadian rhythm-DNA biosynthesis/thymidine 


effect of Sv40 


898° 


inhibition-sodium cyanate, 
DNA biosynthesis 


1977 


kinase activity, rat 43198 
Moulds, 

DONA degradation activity, screening 1652 
Mouse, 


see also Mus species 
ascites cell, encephalomyocarditis virus RNA 
translation, termination-polypeptide 
synthesis 3484 
ascitic effusion, 
3832 
blastocyte, RNA biosynthesis, 
uterine flushing 5796 
bone marrow, circadian rhythm-DNA 
biosynthesis/mitosis 6457 
bone marrow, transfection-Rauscher virus DNA 
6531 
brain/liver, reconstitution-DNA, 
relationship-age 2626 
carcinogensis, role-carbamic acid ester 
binding-DNA 3648 
cell cycle analysis/chromosome X 
inactivation, during development 
cell, DNA turnover 4752 
cell, hybrid-Chinese hamster cell, DNA 
biosynthesis/chromosome loss 4252 
cell, integration-murine Leukaemia virus 
provirus DNA, effect of gene Fyv-1 5375 
cell, polyoma virus-infected, induction-DNA 
polymerase, 
dependence-transcription/translation 6027 
cell, SV40-transformed, RNA biosynthesis 
3541 
cell, transfer-Saccharomyces 
cerevisiae/Escherichia coli tRNA, use~Sendai 
virus 5673 
chromosome DNA, cyclization 
chromosome, mapping 5494 
delayed hypersensitivity, DNA 2247 
DNA biosynthesis/RNA biosynthesis, effect of 
aflatoxin 81 5413 
DNA, denaturation, effect on heterogeneity 
5338 
DNA, melting transition 5307 
DNA polymerase alpha, localization 


DNA antibody production 


effect of 


4255 


359 


3926 
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Mouse(Contd), 
egg, mitochondrial DNA, properties 4686 
Ehrlich ascites carcinoma, adenosine treated, 
DNA biosynthesis/RNA biosynthesis/protein 
biosynthesis 4306 
Ehrlich ascites 
carcinoma/ lymphosarcoma/adenocarcinoma/k idne 
y/liver/spleen, activity-RNA polymerase 
2782 
embryo development, content-RNA polymerase 
I/RNA polymerase II/RNA polymerase III 1014 
embryo, DNA synthesis, during S phase 5349 
embryo, preimplantation, RNA polymerase 
activity 2781 
encephalomyocarditis virus infection, 
protection-poly (I)/poly (C) 5057 
epidermis, cell culture, DNA 
biosynthesis/ornithine decarboxylase, 
stimulation-phorbol ester 5941 
epidermis, DNA 
bindina-7,12-dimethylbenzCalanthracene, 
effect of dimethyl sulphoxide 3641 
fate-exogenous DNA 2238 
fibroblast, chromatin transcription 3868 
fibroblast, growing/resting, mRNA, sequence 
219 
fibroblast, nuclear RNA polymerase, 
temperature sensitivity, during in vitro 
senescence 6639 
fibroblast nucleus, 
identification-glucocorticoid-sensitive 
histone 5487 
foetus, cell culture, DNA, 
binding-diethylstilboestrol 
genetics, review 1055 
genome, rRNA gene localization 5968 
globin mRNA, fate-poly (A) region 6287 
heart, DNA structure, during senescence 5339 
hepatoma, chromatin autodigestion, satellite 
DNA content, characterization 4876 
hepatoma chromatin, satellite DNA sequence 
6446 
human hybrid electrophoresis, 
mappina-tRNA(tryptophanyl) synthetase gene 
2925 
hybrid, effect of gamma-irradiation, DNA 
biosynthesis/RNA biosynthesis/RNase-activity 
314 
eee at adenovirus type 12 infection 
217 
hybrid, SV40 transformed human cell, SV40 DNA 
content 1383 
immunization-rRNA vaccine, Mycobacterium 
tuberculosis 5470 
interferon biosynthesis, effect of poly 
(1.0), kinetics 5053 
interferon treated L cell, ribosomal protein 
phosphorylation, sensitivity-double-stranded 
RNA 6224 
kidney cell, infection-polyoma virus, DNA 
polymerase, properties 578 
kidney cell, RNA biosynthesis, 
stimulation-SV40 infection 5780 
kidney cell, Sv40-transformed, mitomycin C, 
induction-virion production 5398 
kidney, methylated mRNA, poly (A)-containing, 
decay kinetics 58023 
kidney, poly (A)-containing mRNA, stability 
5186 
kidney, rRNA degradation, effect of 
hypertrophy 5219 
kidney, mRNA, physical 
properties/distribution 3055 
tL cell, mitochondrial DNA biosynthesis, 
effect of 
uridine(5-fluorodeoxy)/methotrexate 
L cell, rRNA, effect of ricin 2944 
wee DNA, binding-ethyl carbamate, in vivo 
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Mouse(Contd), 


liver alpha-foetoprotein/albumin mRNA 
distribution 4593 
Liver, microsome, occurrence~DNA 5247 
Liver mitochondria, DNA polymerase, 
properties 585 
liver, nuclear RNA biosynthesis, effect of 
spermidine/Ehrlich ascites carcinoma 4152 
Liver, RNA biosynthesis, effect of Tween 40 
4669 
liver, RNA transcription, use-chromatin 
template 5185 
liver, satellite DNA subunit structure 4240 
Lymph node, induction-lysis, immune RNA 6552 
mammary gland, RNA biosynthesis, effect of 
phospholipase/prolactin 4655 
mitochondrial DNA, studies, Escherichia coli 
464 
myeloma MOPC 41, DNA, 
hybridization-immunoglobulin Light chain 
mRNA, cene reiteration 3232 
neoplasm, DNA biosynthesis, effect of zinc 
BAIS) 
nonhistone protein characterization 7256 
nucleus, RNA polymerase, activation-Serkosyl 
6640 
NZB x NZW, tRNA antibody 1672 
oocyte, RNA biosynthesis, develooment 
oocyte, RNA biosynthesis, preceeding 
ovulaation 5187 
plasma cell tumour, RNA binding protein 160, 
purification 506 
plasmacytoma cell MPC-11, vesicular 
stomatitis virus translation, 
suppression-vesicular stomatitis virus 
infection 5806 
plasmacytoma RNA, effect on lymphocyte 
immunoglobulin SIg 6339 
poly (A)-containing RNA, conservation 950 
polyribosome, acetyl-CoA carboxylase 
biosynthests, effect of obesity 5121 
protein biosynthesis, effect of muscular 
dystrophy 5092 
tRNA His, pregnancy, isoaccepting species 
1869 
RNase activity/polyribosome content, anaemia 
4392 
Ross river virus infected muscle, RNA 
biosynthesis, persistence 5201 
sarcoma 180 weight/DNA/protein content, 
effect of cytosine arabinoside 5024 
satellite DNA, localization 2584 
satellite DNA, renaturation 351 
satellite DNA, repair, effect of methyl 
methanesulphonate/N-methyl-N-nitrosourea 
4803 
sperm nucleus, DNA polymerase, 
characterization 6664 
spermatid, DNA repair, effect of methyl 
methanesulphonate/ethyl 
methanesulphonate/propyl 
methanesulphonate/isopropyl 
methanesulphonate 5411 
spermatozoa, DNA polymerase detection 
spermatozoa, protamine analysis, 
comparison-rat/rabbit/aquinea pig/human 4861 
spleen, DNA biosynthesis, circadian rhythm, 
effect of Ehrlich ascites 
carcinoma/time-Limited feeding/altered 
light-dark cycle 4828 
spleen, DNA biosynthesis, 
detection-autoradioaraphy 4754 
spleen, DNA biosynthesis, DNA 
polymerase/thymidine kinase activity, effect 
of erythropoietin 3169 
spleen, DNA biosynthesis/RNA biosynthesis, 
effect of interferon + Lectin 4772 
spleen, immune RNA, induction-memory 
spleen, RNA/DNA hybridization, genome 
structure, effect of immunization 5884 
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Mouse(Contd), 


synthetic polypeptide immunity, effect of 
poly(A).poly(u) 4004 

testis, DNA breakage, 
induction-gamma-irradiation 5412 


testis, RNA polymerase, properties 574 
thymocyte, chromatin, activation-concanavalin 
A/phytohaemagglutinin, comparison 4820 
thymocyte, colony formation/DNA biosynthesis, 
effect of serum 4751 
thymus, circadian rhythm-DNA biosynthesis, 
effect of Light/Ehrlich ascites 
carcinoma/diet 4321 
tissue, content/isolation-satellite DNA, 
effect of age 2072 
uniaue seauence-DNA-RNA, 
Mouse ascites cell, 
RNA, 3°-terminus base composition 
House encephalitis virus, 
replication, effect of uridine (iododeoxy) 
2405 
Mouse mammary tumour virus, 
genome, RNA sequence 5757 
protein biosynthesis, initiation site 
RNA, sequence homology 2980 
Mouse(AKR), 
leukaemia chemotherapy, effect of poly 
(Ad-poly (Ud) 3422 
Leukaemia, mitochondrial DNA topology 
Rouse(mosaic), 
DNA biosynthesis, 
MuLlinfa Lateralis, 
gamete, localization/content-rRNA gene 
Multinuclear foreign body giant cell, 
DNA biosynthesis 2654 
Multiple sclerosis, 
cerebrospinal fluid, 
occurrence-DNA/RNA/oLigonucleot ide/nucleopro 
tein 6356 
Rultiplication-stimulsting activity, 


hybridization 208 


209 


6231 


2635 
testosterone induction 1564 


4851 


interaction-chick embryo fibroblast 1563 
Mung bean, 

nuclease, hydrolysis-DNA 6594 

nucleese, purification/properties 6593 


Muntiecus muntjek, 
chromosome purification, 
598s 
euchromatin/heterochromation, 


DNA distribution 


sister 


chromatid exchange euchromatin 1710 
mitosis, distribution-centromere 3849 
Rurine Leukaemia virus, 
age, effect on RNA 8S 1966 
C3H cell, properties 3918 
complex-Kirsten sarcoma virus, infected 


rat/duck, RNA/protein 3552 
endogenous, specific RNA, 


identification/content, BALB/c cell 3550 
hybridization, repetitive DNA 1451 
infectious DNA, identification 1452 


irradiation-induced, properties 3917 
protein biosynthesis, persistence-mRNA 3583 
provirus DNA, integratfon-mouse cell, effect 
of gene Fv-1 5375 
reverse transcriptase, 
inhibition-polyribonucleotide 1017 
reverse transcriptase, inhibition-revistin 
2674 
Murine masemery tumour virus, 
BNA biosynthesis, kinetics, 


characterization-infection 5389 


DNA polymerase, purification/properties 3919 
variants, RNA sequence homology 748 

Murine sarcome-leukaemia virus, 
DNA polymerase, inhibition-amikhellin 6657 


infected 3T6 cell, cytoplasmic site-DNA 
biosynthesis 5386 

Murine sercomsa virus, 
125-todine-labelled uridine (iododeoxy) 
assay, immune response 77 
RNA, nucleotide sequence 746 - 


Murine sarcoma virus(Contd), 
transformed BALB/C-3T3 cell, DNA biosynthesis 
4267 
Murine teratocarcinoma, 
DNA content, analysis 
Mus musculus, 
centromere, replication pattern 
chromosome, marker 1699 
gene, rRNA 18S/rRNA 28S, 
satellite DNA, 
diffraction 
Musca domestica, 
ovary, rRNA biosynthesis/maturation 
Muscle, 
cardiac, 
2196 
chick embryo, myosin mRNA, storage 
differentiation, gene activation, 
role-chromosome nonhistone protein 
phosphorylation 27671 
growth, DNA biosynthesis, effect of insulin 
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4755 
location 479 


conformation, X-ray 
6444 
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DNA biosynthesis, inhibition-NAD 
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hydromedusa, differentiation, DNA 
biosynthesis 1502 

labelled precursor incorporation 

mouse, Ross river virus infected, 
biosynthesis, persistence 5201 

protein biosynthesis, translation 
control-ribonucleoprotein (messenger), 
mechanism 282 
rabbit, denervation, 


1109 
RNA 


effect on mRNA 


biosynthesis 4125 
rabbit, mRNA, characterization 4595 
rat, protein biosynthesis, effect of protein 


deficiency 144 
ribosome activity/polyribosome pattern, 
effect of diet protein deficiency 1220 
ribosome, protein biosynthesis activity, 
effet of nerve 1919 
Muscle, skeletal, 
see Skeletal muscle 
Muscular dystrophy, 
effect on protein biosynthesis, mouse 
effect om RNA biosynthesis 765 
Rutagen, 
see also specific compounds 
benzimidazole, mechanism of action 261 
detection, sister chromatid exchange 485 
enhancement-virus transformation, role-DNA 
repair 4307 
manganese ion, effect on DNA biosynthesis 
1573 
role-uracil (5-fluoro), 
4991 
test, analysis-sister chromatid exchange, 
bone marrow 3813 
test, analysis-sister chromatid exchange, 
spermatogonia 3814 
Mutagenesis, 


5092 


chemical properties 


actinomycin D, Neurospora crassa 1410 
Chinese hamster cell, uridine 
(S-bromo-2'-deoxy), mechanism 6104 


Crepis capillaris, 
relationship-gamma-irradiation/cell cycle 
3080 
Escherichia coli, 
1615 
inductton-uracil (5-fluoro), mechanism, 
Saccharomyces cerevisiae 5611 
UV-irradiation-induced, Escherichia coli, 
repair 361 
UV-irradiation, induction-error-prone repair, 
Escherichia coli 2686 
irradiation (fonizing), mediation-thymine 
hydroperoxide 1404 
UV-irradiation, repair, 
- 2685 
phage MS2, amber mutant 1349 
phage std, UV-irradiation-induced, effect of 
cytosine photohydrate 42 


ribosomal protein gene 


DNA 


Eschertchia coli 
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Mutagenesis(Contd), Mutattion(Contd), 


phage 14, effect of RNA polymerase mutant cytochrome oxidase/coenzyme Q@HZ-cytochrome c 
1004 reductase, localizaticn-Saccharomyces 
phage 14, induction-temperature 3785 cerevisize mitochondrial DNA aN) { 
phage 14, role-RNA polymerase 3896 3897 DNA repair, effect on Escherichia coli 
plasmid DNA, hydroxylamine 5269 nitrofurantoin sensitivity 3176 
relationship-cytosine tritium decay, DNA, review 4976 
bacterial DNA 6086 effect of DNA content 1589 
repair-defect, theory 362 effect on RNA polymerase subunit 
Saccharomyces cerevisiae, effect of biosynthesis, Escherichia coli 5529 
magnesium/cycloheximide/chloramphenicol/eryt Escherichia coli, effect on DNA polymerase, 
hromycin/ hydroxyurea 436 association-membrane 6029 
Saccharomyces cerevisiae, induct ion-uracil frameshift, DNA binding-ethidium azide, 
(5-fluoro)/cytosine (5-fluoro), mechanism Salmonella 3086 
5610 frameshift, Escherichia coli DNA polymerase I 
spontaneous, Chinese hamster cell 1514 deficient, spontaneous reversion 1617 
transversion, phage T4 457 gene locus, effect of carcinogen hydrocarbon 
Mutagenicity, ecew 
acridine orange/proflavine/acridine yellow, gene (suA), Escherichia coli, effect on 
Saccharomyces cerevisiae, effect of termination factor rho 1291 
irradiation 3763 Haemophilus influenzae transforming DNA, 
N-alkyl-N'-nitro-N-nitrosoguanidine 3762 UV-irradiation 4208 
Bacillus subtilis DNA, effect of ultrasound neamine resistance, effect on ribosomal 
1406 protein $17, Eschericagia coli 1915 
guanine (6-thio), incorporation, DNA 1435 phage T4 gene (49), suppression 2159 2160 
gamma-irradiation, Bacillus subtilis rate, relationship-DNA content/irradiation 
transforming DNA 3216 4979 
vitamin C 3645 rate, relationship-genome size 489 
Mutant, spontaneous, avian sarcoma virus, rate 1561 
adenovirus type 5, sporulation, effect on DNA-binding protein, 
temperature-sensitive/host-range, Bacillus subtilis 982 
characterization 4247 temperature-sensitive, Chinese hamster 
bleeched, Euglena oracilis, occurrence-rRNA, ribosomal subunit 60S 1222 
chloroplast 4590 temperature-sensitive, effect on rRNA 
colicinogenic factor DF13, DNA biosynthesis, Maturation, Escherichia coli 5792 
characterization 3134 temperature-sensitive, effect on 
Escherichia coli, exonuclease deficient 4925 Saccharomyces cerevisiae RNA polymerase 
Escherichia coli, ribosomal protein L11 2519 
property 2930 wobble nucleotide, phage T4 tRNA 1170 
Escherichia coli, ribosomal subunit 50S Mutation Camber), 
precursor, characterization 5106 effect on DNA phenotype/DNA 
Escherichia coli, rifampicin resistant RNA biosynthesis/lysogeny 4832 
5 ds Al 3291 i : Escherichia coli K12, DNA Liqase-defective, 
erpes simplex virus, BHK C13 cell infected, determination 1614 
ATP/GTP/CTP/TTP content 3400 gene (59), suppression-phage T4D mutation 
herpes simplex virus, phosphonoacetic acid (das) 414 
resistant, DNA polymerase activity 3915 phage MS2, reversion, effect of 
phage P22 transduction, DONA fragment size O-methylhydroxylamine 1349 
3208 : Saccharomyces cerevisiae, effect of 
plasmid RP4, use-cloning, genetic engineering suppressor growth rate 3224 
2207 ‘ : suppressor isolation/characterization, 
temperature-sensitive Bacillus subtilis, Saccharomyces cerevisiae 3225 


hybridization studies-RNA biosynthesis 2996 
temperature-sensitive, BHK-21 cell, chromatin Peseente ey wy . . 
structure/transcription, effect of (59) 41 UEP SES eon eu Sarge Laeeet eG 
temperature 4670 ” ; 
temperature-sensitive, Escherichia coli, DNA ubevion (dnaa), . 

polymerase I, purification/characterization ae eat Aaa ut aeneece cael ae 


5546 5547 abe 
temperature-sensitive herpes simplex virus Mutation (frameshift), 
type 2, infected BHK 21/C13 cell DNA a aes ee 
polymerase activity 3916 Von y, ‘ 
temperature-sensitive, phage T4, endonuclease kee Protein-gene, Escherichia coli k1z 
Vaene 4327 
temperature-sensitive, Semliki Forest virus, plait? (182), P 
translation sequence, nonstructural protein, erie: protein gene, Escherithia coli k12 
infected cell 4579 
Bea acaaone Wee Syrian hamster kidney, rab teil ie! : 5 h 
i maturation 5 = sion-Saccharomyces 
eae rRNA 27S precursor biosynthesis 3000 Rulatioucteeetc iaaaiawn gene 474 
utation, 1, 
abnormal oocyte, Drosophila melanogaster, SaceMeromyces Cerevicdae,) kanet lcs 
gene interaction 1642 475 
Chinese hamster cell, effect of Mutation (prv-), 
streptozotocin/N-methyl-N'-nitro-N-nitrosogu effect on repair activity, Escheri i 
anidine 4210 : 1619 ; i Saad 
chloroplast, activity 2231 Myasthenia gravis, 2 , 
Seine detection, Saccharomyces cerevisiae detection-DNA antibody 5472 


control, phage T4& DNA polymerase 6651 6652 ! 
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Mycelium, Myeloma RPC-20, 


Actinomyces rimosus, content-DNA/RNA/Lipid immunoglobulin gene (lambda), cytoplasm DNA 
1945 seauence/characterization 4740 
Penicillium brevicompactum, occurrence-phage immunoglobulin mRNA purification/translation 
PBV-1 genome 5956 4600 
Mycobacterium smegmatis, Myleran, 
mutant, viomycin/capreomycin resistant, induction-leucopenia, effect of DNA 4323 
effect on ribosome 3472 Myoblast, 
ribosome, binding-dihydrostreptomycin, effect chick embryo, mitosis 883 
of viomycin 5123 cytoplasm, distribution-poly(A) containina 
Mycobacterium tuberculosis, RNA 26S, during growth/development 4596 
infection, phage DNA, host-dependent Myocardial infarction, 
restriction 2156 effect on DNA biosynthesis/RNA 
ribosome fraction, immunization activity biosynthesis/polyamine/nucleotide 
2239 biosynthesis 6506 
RNA polymerase, purification/properties 4410 Myocardium, 
rRNA vaccine, immunization-mouse 5470 DNA/RNA/collagen content, during hypertrophy 
Mycophage, 1512 
physical properties 856 UV-irradiation, induction-DNA biosynthesis, 
Mycoplasma, effect of aae 4303 
arthritis, DNA repair, relationship-DNA Myosin, 
antibody 1486 identification, rat liver chromatin 971 
effect on RNA biosynthesis/precursor mRNA, chick embryo muscle, storage 281 
incorporation 4648 MRNA, interaction-translation control RNA 
Mycoplasma pneumoniae, 5149 
activation-B-lymphocyte 3831 mRNA, structure 4103 
infection-hamster trachea organ culture, Myrmeleotettix maculatus, 
effect on RNA biosynthesis/protein satellite DNA, lack, supernumerary chromosome 
biosynthesis 5226 1379 
Mycoplasmavirus MVL51, Mystus vittatus, 
DNA biosynthesis, inhibition-rifampin 5399 DNA biosynthesis/RNA biosynthesis during 
DNA replication 4268 growth 5895 
Mycovirus, Myxococcus fulvus, 
detection, use-double-stranded RNA antibody chloramphenicol-resistant, extrachromosomal 
189 DNA 3223 
Myelination, Myxococcus virescens, 
pig spinal cord, congenital tremor 519 restriction endonuclease, characterization 
Myeloblast, 6012 
chicken Leukaemia, integration-avian Myxococcus xanthus, 
myeloblastosis virus provirus DNA 4269 chloramphenicol-resistant, extrachromosomal 
human Leukaemia, detection-DNA polymerase DNA 3223 
6666 


leukaemia, dCMP deaminase activity/template 
stability, comparison-lymphoblast 6684 
leukaemia, effect of cytosine arabinoside 


6102 
Myelokaryocyte, NAD, 
proliferation, effect of exogenous DNA/RNA content-cardiac muscle, differentiation 2346 
1583 content, relationship-DNA 
Myeloma, biosynthesis/protein biosynthesis, 373 cell 
A-type particle, occurrence-RNA 6458 
60-70S/reverse transcriptase 3523 inhibition-DNA biosynthesis, cardiac muscle 
cell, human, accumulation-rRNA 18S, 2196 
inhibition-adenosine 5023 NAD+: protein ADP-ribosyltransferase, 
chromatin subunit, structure 520 phage 14, addition-ADP ribose, Escherichia 
DNA biosynthesis 3770 3771 coli RNA polymerase 1738 
fraction, polyadenylation-RNA 35S 3538 NADP, 
lymphocyte surface immunoglobulin, effect of content, relationship-DNA 
RNA-containing plasma factor 2241 biosynthesis/protein biosynthesis, 3173 cell 
membrane-bound ribosome, cycle 700 701 702 6458 
_ murine, ATPase (DNA-dependent), properties NADP-agarose, 
2354 binding-Nicotiana tabacum nuclease 4296 
murine, C-type virus, host-range 579 Nafoxidine, 
murine, cytoplasmic DNA, characterization effect on RNA polymerase I/RNA polymerase II, 
1471 rat uterus 4419 
murine, immunoglobulin IgG biosynthesis 1917 Nalidixic acid, 
1918 effect on chromosome replication, bacteria 
murine, relationship-A-type 3757 
particle/oncornavirus 2959 effect on DNA biosynthesis/RNA 
murine, mRNA, 5'-terminus sequence, biosynthesis/protein biosynthesis, review 
modification 1976 6048 
murine, RNA U1/RNA U2, 5°-terminus effect on recombination, Bacillus subtilis 
modification 3522 3756 
protein translation, mRNA characterization, effect on tetracycline-resistant Escherichia 
control 4675 coli mutant 1566 
Myeloma MOPC 21, toxicity-Candida albicans/Saccharomyces 
RNA polymerase A purification, chromatography cerevisiae/Kluyveromyces lactis 3182 
(affinity) 3912 Naphthalene acetic acid, 


effect on DNA biosynthesis/RNA biosynthesis, 
Cucumis melo 4139 
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Narciclasine, 
inhibition-peptide bond formation, eukaryote 
ribosome 182 
Narcissus mosaic virus, 
RNA, conformation 738 
Narcissus pseudonarcissus, 


chromopLlast/chloroplast, DNA content 6358 
Nasopharyngeal carcinoma, 
occurrence-Epstein-Barr virus DNA 3794 


Neamine, 
resistance mutation, effect on ribosomal 


protein S17, Escherichia coli 1915 
resistant, mutant, Escherichia coli, 
structure-ribosomal protein S17 5711 
Negaaycin, 
{nhibition-protein biosynthesis termination 
5733 
Neisseria gonorrhoeae, 
detection, use-transforming DNA 6511 
mutant, intergeneric transformation, 
streptomycin resistance 1624 
plasmid DNA, occurrence 2065 
plasmid DNA structure/physical properties 
53:44 
ribosome, use-guinea pig skin antigen 
4344 
Neisseria meningitidis, 
purine metabolism 32 33 
ribosome, use-guinea pig skin antigen 
4343 . 
4344 
Neisseria perflava, 
mutant, intergeneric transformation, 


4343 


streptomycin resistance 1624 
Nematosome, 
Cordulia aenea, oocyte, accumulation-gene 
product 275 
Neocarzinostatin, 
induction-DNA repair, lymphocyte 2192 
interaction-DNA, thymine release 2095 
 Interactton-liver DNA 3650 © 
Neonate, 
Lung, DNA btosynthesis, effect of oxygen 


toxicity 3777 
rat, nuclear/microsomal RNA biosynthesis, 
effect of thyroidectomy 5797 
Neoplesa, 
see also Cancer, etc. 
DNA biosynthesis, effect of zinc, rat/mouse 


3199 
experimental, interferon, review 1056 
liver, nuclear protein phosphorylation 984 
mammalian cell, tRNA, analysis 3430 
therapeutic role-reverse transcriptase 4423 


Wephrectoay, 
effect on tRNA (Caminoacyl) 
binding-regenerating kidney 2481 
unilateral, effect on RNA biosynthesis, renal 
cortex, rat 5222 
Wephrosis, 
effect on albumin mRNA content-Liver 
Wereis, 
DNA biosynthesis/RNA biosynthesis, 
induction-brain hormone 4780 
Nerve, 
effect on muscle ribosome protein 
biosynthesis activity 1919 
optic, regeneration, Caraussius auratus, axon 
transport-RNA 1990 
Herve growth factor, 
mediated neurite outgrowth, role-RNA 
biosynthesis/protein biosynthesis 
Nervous systea, 


3056 


4647 


tumour, DNase activity 2306 
Wetropsin, 
binding-chromatin DNA 538 


binding-poly (A-T), 
use-determination-chromatin structure 5479 
caesium chloride density gradient, mammalian 
DNA base composition heterogeneity 2619 
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Netropsin(Contd), . 
complex, DNA/polyphosphate, properties 1413 
jnduction-oligo(dA) interaction-oligo(dT) 

3997 ; 
inhibit ion-mitochondrial DNA replication, 
Saccharomyces cerevisiae 4799 
inhibition, sporulation, Bacillus subtilis 
793 
interaction-DNA, 
301 

Neural retine, 

cell, DNA biosynthesis, stimulation-Lectin 
5439 

cell, DNA biosynthesis, 
stimulation-ouabain/concanavalin A 

embryo, regulation-gene expression, 
hydrocortisone-mediated, glutamine 
synthetase induction 949 

Neuraminidase, 
activity, Rubella virus, 

1247 

gene, identification-influenza virus A 

Neuroblastoma, 

A-type virus/C-type virus infected, DNA 
polymerase activity, effect of uridine 
(jododeoxy) + dexamethasome 5635 

cell, DNA biosynthesis, 
inhibition-serum/isoleucine deprivation 

3776 

differentiated, poly (A)-containing RNA, 
biosynthesis 264 

OuA DigexaEbes tes effect of serum/amino acids 

9 


ethidium bromide competition 


6500 


characterization 


4616 


lactate dehydrogenase/aldolase, 
modification-uridine (5-bromo-2"-deoxy) 
4490 
uridine (fluorodeoxy) sensitive/resistant, 
TMP synthetase activity 1026 
Neuroglia, 
RNA biosynthesis/protein biosynthesis 


determination, cytophotometry 5190. 
Meuron, 
content-RNA, effect of malonitrile dimer 
6328 


induction-DNA biosynthesis/mitosis, 
depolarization 3708 

Localization=DAA 3067 

protein biosynthesis, relationship, aspartate 
(N-acetyl) biosynthesis 186 

rat development, RNA biosynthesis, effect of 
malnutrition 4157 

rat, RNA content, effect of space flight 
6244 

oer sesy chromatin structure, effect of Light 

9 
RNA biosynthesis/protein biosynthesis 


determination, cytophotometry 5190 
Neurospora crassa, é 
actinomycin D, mutagenicity 1410 


ehre ued mitochondrial DNA, physical map 
conidia germination, genetics, review 3340 
conidia germination, poly (A)-containing RNA 
biosynthesis 2520 

conidia germination, tRNA Phe 127 
cytoplasmic/mitochondrial ribosomal subunit 
80S/ribosomal subunit 73S protein, 
characterization 5713 

endonuclease, effect on phage phixi74 DNA 


2720 
idan tde ta RNase biosynthesis, control 
histone, isolation/characterization 5484 
mitochondria, endonuclease activity 2769 


mutant, mitochondrial rRNA 
sequence/methylation 4109 

mutant, temperature-sensitive, rRNA 
biosynthesis 2998 

Protein biosynthesis, inhibition-ricin 


5701 
purine base transport 36 


Neurospora crassa(Contd), 
purine nucleotide, effect of histidine 
rRNA 5.8S, characterization 751 
rRNA/ribosomal protein biosynthesis, 
regulation 4639 
thymidine metabolism, control 
uptake-uracil, effect of ammonia 
Neutron, 
effect on cleavage-single-stranded DNA 5296 
effect on double-stranded/single-stranded DNA 
breakage 5850 
irradiation, effect on DNA degradation, 
Escherichia coli 6431 
Hewcastle disease virus, 
infection, effect on nucleotide metabolism 
3395 ; 
infection-L cell, inhibition-DNA replication 
4777 
infection-macrophage/chick embryo cells, 
interferon induction 2016 
infection, RNA biosynthesis, 
cordycepin 631 
interferon induction, effect 
1663 
interferon induction, Friend 
transformed cells 1149 
normal/temperature-sensitive 
polymerase, comparison 1735 
particle, characterization 513 
poly(A)-containina/deficient RNA biosynthesis 
3017 
replication-inhibition-uridine (6-aza), 
effect of adenine derivative/glutamine 
replication, inhibition-uridine (6-aza), 
effect of ATP/uridine kinase 5027 
RNA 18S/RNA 22S, comparison-electrophoresis 
2975 
RNA 50S, properties 2974 
MRNA S*-terminal structure, methylated 
nucleotide deficient 4617 
temperature-sensitive mutant 
characterization, use-RNA biosynthesis 5200 
temperature-sensitive mutant infection-BHK-21 
cell/MDCK cell 243 
Newcastle phage H-17, 
properties 2625 
Newcastle phage H-18, 


88 


2878 
6087 


effect of 
of camptothecin 
leukaemia virus 


mutant, RNA 


5028 


properties 2625 
Newt, 
lens/retina regeneration, use-DNA precursor 
3699 


Nickel ion, 
activation-DNA biosynthesis 4814 
effect on dephosphoryLat jon-ATP/GTP/ITP/CTP 
3392 
effect on-polyribosome, Paramecium aurelia 
169 
Hicoti@ags, 
tRNA methylation, effect of Agrobacter 
tumefaciens 4021 
Wieotiana aleta, 
pollen tube, RNA biosynthesis, effect of 
uracil(2-thio) 46149 
Nicotiana gleuca, 
tumour induction, 
DNA 4324 
Nicotiana langsdorffii, 
DNA, role-Nicotiana glauca tumour induction 
4324 
Nicotiana tabacum, 
acid phosphodiesterase, cleavage-mRNA, 
methylated 5'-terminal 4966 
callus, rate-RNA biosynthesis 5192 
chloroplast DNA, properties 3692 
chromatin conformation, effect of sodium 


role-Nicottana Langsdorff ii 


chloride 6562 
chromatin/DNA structure/chemical properties 
6563 


cytokinin binding protein, 


Nicotiana tabacum(Contd), 
jisolation/purification, 
(affinity) 619 

fate-Agrobacterium tumefaciens DNA 

infected tobacco mosaic virus, RNA 
biosynthesis 3025 

nuclease, binding-NADP=agarose 4396 

protoplast, uptake=phage fd DNA 5947 

RNA polymerase, purification/properties, 
aS of infection-tobacco necrosis virus 

RNase, isolation 548 

senescence, effect of cordycepin 

uridine (5-bromodeoxy)-resistance, 
control-Mendelian factor 635 

Wicotinic aeid, 

effect on tRNA aminoacylation, 
6180 

WIL 8 cell, 

DNA biosynthesis/motility/membrane transport, 


chromatography 


4332 


3566 


rat Liver 


effect of isoleucine deprivation 449 
Nile blue, 

use-DNA staining 3606 
Nisin, 


Streptococcus lactis, effect of 
2833 


biosynthesis, 
purine/pyrimidine 
Witidine chloride, 
inhibit ion-RNA polymerase/reverse 
transcriptase/DNA polymerase/poly 
polymerase 6650 
Witrate reductase, 
activity-Trigonella fuenum graecum, 
light/zeatin 3467 
Nitrite, 
effect on RNA biosynthesis, Bacillus cereus 
792 
p-Nitroacetophenone, 
~ Ynteraction-DNA radical 3633 
interaction-uracil/uracil(dihydro)/ribose/deo 
xyribose irradiation-induced radical 
33:55 
4-Nitrobenzofurazan, 
effect on protein biosynthesis/DNA 
biosynthesis, mouse leukaemia 2693 
4-Nitrobenzofuroxan, 
effect on protein biosynthesis/DNA 
biosynthesis, mouse leukaemia 2693 
Nitrofuran reductase, 
Escherichia coli, activation-nitrofurazone 
2092 
Nitrofurantoin, 
sensitivity-Escherichia coli, 
repair mutation 3176 
Witrofurazone, 
activation-Escherichia coli nitrofuran 
reductase 2092 
inhibit ion-RNA biosynthesis/ribosome 
biosynthesis, Escherichia coli 6325 
Nitrogen, 
effect on DONA repair, X-irradiat ion-CHO 


(A) 


effect of 


effect of 


cell 


ens’, 
Nitrogen fixation, 
gene, Klebsiella aerogenes, 
containing, F factor, properties 
gene, Klebsiella pneumoniae, 
construction-plasmid P containing 
gene, Klebsiella pneumoniae, . 
expression-Azotobacter vinelandii 
Nitrogen mustard, 
induced damage, intestine DNA, repair 
interaction-Yoshida ascites sarcoma DNA 
4-Nitroquinoline 1-oxide, 
effect on alkaline DNase activity 
effect on DNA excision-repair 3748 
effect on DNA fragment formation 6377 
effect on DNA-protein complex, FM3A cell 
2290 
effect on DNA repair, 
induced tumourigenesis, 
3764 


Escherichia coli 


3220 
3221 
3222 


3749 
3651 


4927 


lung/kidney/liver 919 
inhibition-caffeine 
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4-Nitroquinoline t-oxide(Contd), 
induction-unscheduled DNA biosynthesis, 
Hordeum vulgare 1571 
6-Nitroquinoline 1-oxide, 
effect on DNA fragment formation 6377 
4-Nitroquinoline 1-oxide(6-methyl), 
effect on DNA fragment formation 6377 
Nitrosocarbaryl, : 
binding-DNA, ef ect on chemical properties, 
human skin 52 3 
N,N-Nitrosodimethylurea, 
éffect on DNA, Salmonella typhimurium, 
compar ison-N-nitrosomethylurea/N-nitrosoethy 
turea/hydroxylamine/nitrous acid 5407 
N-Nitrosoethylurea, 
effect on DNA, almonella typhimurium, 
compar ison-N-n‘ trosomethylurea/N,N-nitrosodi 
methylurea/hyd-oxylamine/nitrous acid 5407 
Nitrosoguanidine, 
induction-mutation, during DNA replication, 
Micrococcus glutamicus 5404 
inhibition-ONA polymerase, effect on DNA 
biosynthesis, in vitro 4788 
N-Nitrosomethylurea, 
effect on DNA, Salmonella typhimurium, 
compar ison-N-nitrosoethylurea/N,N-nitrosodim 
ethylurea/hydroxylamine/nitrous acid 5407 
reaction-poly (C)/poly (A)/poly (U), product 
identification 6149 
N-Nitrosomethylurethane, 
effect on DNA repair, guinea pig pancreas 
5409 
N-Nitrosomorpholine, 
effect on Liver rRNA 18S/rRNA 28S nucleotide 
content during carcinogensis 2558 
Nitrosourea, 
mechanism-DNA damage, review 6049 
Nitrosyl, 
ferrous, complex-purine/pyrimidine, structure 
2270 
Nitrous acid, 
effect on DNA, Salmonella typhimurium, 
comparison-N-nitrosomethylurea/N-nitrosoethy 
lLurea/N,N-nitrosodimethylurea/hydroxylamine 
5407 
induction-recombination, Saccharomyces 
cerevisiae 476 
interaction-DNA 1419 
Nitroxyl, 
binding-irradiat ion-induced DNA transients, 
repair/repair deficient Escherichia coli 
1395 
NAR, 
acridine dimer-AMP/adenylyl(-3",5'-) adenosine 
2974 
actinomycin D complex-DNA/dGMP 641 
adenine arabinoside 5017 
adenosine (&-aza)/quanosine (8-aza)/inosine 
(8-aza), ribose conformation 3961 
adenosine(8,2°-O-cyclodimethyl) 3369 
adenylyl (-3',5'-)adenosine/adenylyl(-2',5"-)a 
denosine conformation 1855 
AMP/adenine ((9-)2*-hydroxyethyl)/adenine 
((9-)3"-hydroxypropyl)/adenine 
((9-)4'"-hydroxybutyl) phosphate 6106 
AMP/GMP/UMP/CMP/TMP 2888 
AMP interaction-phenylalanine/tryptophan 
6109 
calf thymus DNA, comparison-chromatin 5856 
Carnosine-nucleotie complex 1826 
CMP/GMP complex-platinum 1117 
conformation=-cyt idylyl(-3°,5'-)cytidine/cytid 
ylyl(-2"°,5'-)cytidine 6098 
conformation-uridine (2°-deoxy-2°-fluoro) /UMP 
(2"-deoxy-2°-fluoro)/uridylylt 
(3'-5*)adenosine (2°-deoxy-2"-fluoro) 6099 
cytidine dimethyl sulphoxide complex 2856 
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NMR(Contd), 3 
cytosine arabinoside/cytosine arabinoside 
(O’-methyl)/uracil arabinoside (O"-methyl) 
conformation, effect ot sugar-hydroxyl 
dissociation 2400 
cytosine, platinum/palladium complex 5599 
denatured tRNA Glu, Escherichia coli 5067 
determination-nucleotide conformation 6119 
determination-tRNA secondary 
structure/tertiary structure base-pair 6163 
dinucleotide analogue 3421 
dinucleotide complex, hydrogen bond 3416 
dinucleotide, conformation 652 
dinucleotide conformation, solution 5637 
dinucleotide (deoxy) actinomycin D complex 
5639 
dinucleotide/nucleotide, conformation 101 
DNA complex-proflavine/3,4-benzpyrene &40 
DNA/3,8-dimethyl-N-methyl-phenanthrolinium 
ion complex 5292 
DNA ellLipticine derivative, 
self-association-intercalation 6497 
DNA/RNA 5289 
Escherichia coli/Saccharomyces cerevisi3e 
tRNA 1172 
guanosine (7-methyl) 6097 
hexanucleotide proton 654 655 
histone HS, chicken erythrocyte 6564 
histone phil, role-sperm chromatin 5981 
mechanism-oligonucleotide synthesis 6134 
native/denatured-tRNA Leu, yeast 2445 
nucleoside conformation 1098 
nucleoside diphosphate/nucleoside 
triphosphate, conformation-water/anhydrous 
tetramethylurea 5033 
nucleoside/nucleotide, agqueous solution 5019 
nucleoside(D-ribofuranosyl) conformation 
2855 
oliaonucleotide helix hydrogen bond rina 
proton 3420 
oligo(T) derivative, 
reaction-dicyclohexylcarbodiimide, eff2ct on 
phosphodiester bond 6135 
poly (A), interaction-manganese 5°47 
poly d(A-T) helix-coil transition 2897 
polyribonucleotide 657 
purine/pyrimidine (pyrrolol2,2-d]J) 
tautomerism 29 
Purine tautomerism 24 
pyrimidine (2-formylamine)/pyrimidine 
(2-acetylamino) 5596 
tRNA f Met*1/tRNA f Met*3, comparison, 
Escherichia coli 5670 
tRNA Gly, unfolding, yeast 5069 
tRNA Trp, structure, Escherichia coli 4517 
tRNA Tyr, conformation, Escherichia coli 
5068 
RNase A 1719 
RNase A, interaction-3*-UMP/3*-CMP/2"-CMP/CMP 
4497 
RNase A, role-lysine residue 6595 
substituted pyrimidine 6062 
trinucleotide 653 
uracil/imidazole proton transfer 4989 
uracil incorporation-tRNA, structure, 
Salmonella typhimurium 4518 
uridine (6-methyl-2"-deoxy) conformation 1811 


yeast tRNA Asp, secondary structure/tertiary 
structure 5070 


Wocardioides genus, 
taxonomy 3121 
Nodamura virus, 
RNA, absence-poly(A) 1968 
Noise, 
conductivity-DNA, calf thymus 3690 
effect on RNA biosynthesis, cochlea 774 
Nonhistone protein, 


analysis-chromatin, human colon carcinoma 
4877 


Nonhistone protein(Contd), 
analysis, Stronaylocentrotus droebachiensis, 
sperm/embryo 4866 
associated chromatin, characterization 
biosynthesis, chick oviduct, 
stimulation-oestrogen 4546 
biosynthesis, co-ordination 986 
biosynthesis, Drosophila melanogaster 
salivary gland 987 
biosynthesis, during G1 phase, 
4377 
biosynthesis, erythroblast maturation 
biosynthesis, Triturus vulgaris, 
embryogenesis 3001 
biosynthesis, uterus, effect of 
17beta-oestradiol 989 
characterization, B-lymphocyte/leukaemia 
Lymphocyte 2746 
characterization, mouse 3256 
chromatin, Calliphora stygia salivary gland 
development 2759 
chromatin, fractionation, physical properties 
6556 
chromatin, liver, heterogeneity/biosynthesis, 
rat ontogenesis 2288 
chromatin, phosphorylation, 
normal/regeneration Liver/Novikoff ascites 
hepatoma/heart 2287 
chromosome, activation-histone gene 
transcription, Hela cell 2767 
chromosome, BHK cell, effect of 
carcinogenesis 2762 
chromosome, biosynthesis-interaction-DNA, 
effect of ethylnitrosourea 1711 
chromosome, conformation/interaction-DNA 
2748 
chromosome, interaction-DNA, tissue 
specificity 3265 
chromosome, phosphorylation, 
activation, muscle differentiation 
complex-DNA, specificity 5842 
dephosphorylation, effect on chromatin gene 
transcription pattern 3864 
distribution-colon epithelium tumour 
distribution-rat Liver 
euchromatin/heterochromatin 4359 
DNA-binding, isolation/characterization 
effect of cell differentiation 543 
effect on chromatin conformation 963 
folding, supercoiled DNA 870 
inhibition-histone mRNA transcription, 
cell 5228 
interaction-DNA 
interaction-DNA, 
characterization 4366 
liver, fractionation 510 
nuclear, biosynthesis, during intestine 
development/carcinogenesis 4869 
nuclear, distribution/biosynthesis, 
hypertrophy/hyperplasia-prostate gland 
nucleolus, chromatography (column), 
DNA-cellulose 3257 
nucleus, biosynthesis/accumulation, 
1,2-dimethylhydrazine-induced colon 
carcinogenesis 3865 
phosphorylation, assay, 
3839 
phosphorylation, 
rat uterus 4961 
phosphorylation, 
structure/ function 
properties 509 
regulation-genome activity, eukaryote 
role-chromatin conformation 2254 
S phage, activation-histone gene 
transcription, HeLa cell 5229 
stability-alkaline solution 5474 
testis/prostate, binding-testosterone 
(Salpha-dihydro)-receptor complex 4901 
Zea mays, analysis 3840 


5983 


CHO cells 


4551 


role-gene 
2761 


6572 


964 


HeLa 


6582 
specificity, 


4868 


effect of DNA binding 
effect of 1i7beta-oestradiol, 


regulation-chromosome 
988 


6584 


Nonhistone protein b1, 
localization-Drosophila melanogaster polytene 
chromosome 4867 
Nopaline, 
biosynthesis, control-Tiplasmid, 
Agrobacterium tumefaciens 4828 
Noradrenaline, 
cupric ion catalysis, 
components 611 
effect on DNA biosynthesis/RNA 
biosynthesis/protein biosynthesis, thymocyte 
800 
effect on DNA complex-histone 
Notophthalmus viridescens, 
Lampbrush chromosome, rRNA gene, 
identification 1643 
metaphase chromosome, 
1467 
thymus gland, 
1507 
Novikoff ascites hepatoma, 
characterization-nuclear/chromatin poly(A) 
containing RNA 2994 
CMP kinase activity, 
6685 
DNA polymerase beta, effect of 
N-ethylmaleimide/p-hydroxymercuribenzoate 


oxidation-nucleic acid 


6558 


C banding/hybridization 


DNA biosynthesis 


comparison-liver, rat 


6671 
DNA polymerase beta, purification/properties 
5550 
nonhistone protein phosphorylation 2287 
rRNA 5.88, sequence 1285 
rRNA 18S, comparison-HelL3 cell 1284 
rRNA biosynthesis/maturation, 
uridine(5-fluoro) inhibition 2037 
tRNA methylase, 
interaction-ethionine-modified tRNA 1889 
RNA polymerase I/RNA polymerase II, effect of 


3S*-dATP 2326 
Novikoff ascites tumour cell, 
RNA polymerase II stimulation factor, 
isolation 2327 
RNA polymerase II, 
5539 
Novikoff hepatoma, 
DNA biosynthesis, 


stimulation-protein kinase 


inhibition-endometrium 


extract 392 
nucleus, DNA release/RNA transport, effect of 
ATP 643 
ribonucleoprotein complex RNA U1/RNA U2 959 
mRNA, methylation, 5°-terminus, 
characterization 754 
WRK cell, 
induction-C-type virus, 2-deoxy-D-glucose 
1329 
Wuclear apparatus, 
Drosophila virilis salivary gland 3139 
Nuclear DNA, 
assay, cytophotometry, Didymium iridis 5242 
content-vertebrate, review 4449 


poly d(A.T) content, comparison, 

6427 

relationship-RNA, 

replication, site, Strongylocentrotus 
intermedius embryo 5354 

role-protein biosynthesis, mouse placenta 
trophoblast 6512 

Solanum nigrum Leaf, 
development 4692 

structure, rat/Bos taurus, 
compar ison-Crithidia oncopelti 
DNA 6442 

Wuclear membrane, 

association-DNA polymerase, 
cell, properties 2339 

bound-DNA, hen, erythrocyte, 

868 

electron microscopy, relationship-DNA 
biosynthesis, Drosophila melanogaster 
salivary gland 4250 


eukaryote 


rat? Liverr 5150 


content during 


kinetoplast 


human lymphoid 


characterization 
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Nuclear membrane(Contd), 
Haplopappus gracilis, 
replication 4260 
Hela cell, association-nascent DNA 
interaction-chromatin, effect on DNA 
biosynthesis/chromosome aberration 
Nuclear Overhauser effect, 
RNase complex-3"-CMP/2'-CMP 
Nuclear polyhedrosis virus, 
Heliothis armigera, double-stranded DNA 
Spodoptera litura, properties 821 
Nuclear protein, 
binding-DNA/phosphorylation, Liver 2765 
biosynthesis, during DNA repair, human 
fibroblast 4298 
covalent binding-poly (ADP-ribose) 
fibroblast, effect of trypsin 528 
HeLa cell, isolation/analysis 4896 
pattern, rat brain/tumour 540 
phosphorylation, liver, 
reageneration/premaliagnant 
phosphorylation, rat Liver 
Nuclease, 
see also DNase, 
RNase 
activity, 
3209 
Bacillus subtilis, degradation-phage PBS2 DNA 
5973 
biological activity, review 4980 
biosynthesis, Staphylococcus aureus, 
fermentation control 2768 
diaestion-DNA, nucleosome 6591 
inhibitor, Aspergillus oryzae, 
purification/properties/interaction-nuclease 
(0) EHS! 
muna bean, hydrolysis-DNA 6594 
mung bean, purification/properties 6593 
Nicotiana tabacum, binding-NADP-agarose 
role, review 3341 
Staphylococcus ureus, digestion-RNA, 
chromatin/ribonucleoprotein 5812 
Nuclease B, 
jsolation, 
Nuclease 0, 
interaction-Aspergillus oryzae nuclease 
inhibitor 23873 
Nuclease P1, 
assay 4379 
Nuclease S1, 
Aspergillus oryzae, specificity 1730 
cleavage-SV40 superhelical DNA 2722 
conversion-circular replicative intermediate 
DNA-Linear conformation 6546 
decradation-DNA, Asperaillus oryzae, effect 
of caffeine 2724 
mitochondrial DNA cleavage, Aspergillus 
oryzae 3129 
purification 3872 
purification-rRNA gene, Lytechinus variegatus 
2080 
Nucleocapsid, 
biosynthesis, Sendai virus-infected chick 
embryo 3019 
polypeptide, equine herpesvirus type 3, 
biosynthesis-cell-free system 3457 
Semliki Forest virus, properties 1685 
Nucleocidin, 
activity-antiparasitic agent 2866 
nucleoside antibiotic, synthesis 
Nucleohistone, 
see also Histone 
DNA, conformation 2255 
DONA structure, circular dichroism 6410 
particles, arrangement-chromatin, model 1677 
Pinus pinea cotyledon, characterization 4865 
thymus gland, configuration, effect of ionic 
strength/histone H1 2251 


Localization-ONA 
1524 

1709 
6130 


2495 


3999 


984 
4902 


Endonuclease, Exonuclease, 


control-phage T4 gene 32 protein 


4396 


Streptococcus pyogenes 4402 


5008 


146 


Nucleoid, 


Escherichia coli, distribution-RNA polymerase 
31293 
Escherichia coli, DNA bound RNA 2510 


Escherichia coli, phage T4 mutant-induced 
unfolding 2234 
mitochondria, Physarum ovolycephalum, 
isolation-protein 4893 
Salmonella typhimurium, 
Nucleolar organizer, 
region, mammalian chromosome, 
1380 
transcription dominance, 
Zea mays, localization-rRNA gene 
Nucleologenesis, ; 
Allium cepa, chromatin condensation 
Nucleolus, 
association-heterochromatin, human 
CHO cell, RNA biosynthesis 766 
chromatin, association, thyroid hormone 
receptor 992 
DNA/RNA binding-ethidium bromide, 
dichroism 5829 
DNA/RNA protein complex, conformation, 
circular dichroism 4714 
Ehrlich ascites carcinoma, 
892 
Ehrlich ascites carcinoma, 
isolation/characterisation 
fibrillar centre, Ehrlich ascites tumour 
cell, localization-DNA 5818 
fibrillar structure, L929 cell nucleus, 
interphase, characterization 287 
formation, effect of RNA biosynthesis 
inhibition 791 
Glycine max hypocotyl, 
polymerase I 6642 
HeLa cell, RNA biosynthesis, effect of 
2-Mercapto-1(beta-4-pyridethyl) benzimidazole 
4147 
liver, RNA biosynthesis, effect of 
L-thyroxine/L-triiodothyronine/thyroprotein 
2553 
lymphocyte, effect of 
nonhistone protein, 
DNA-cellulose 3257 
properties/structure, effect of ethidium 
bromide/cordycepin inhibit ion-RNA 
biosynthesis, Allium cepa 6589 
protein, purification/properties 
rat liver, 


structure-DNA 5496 
visualization 


cell culture 2531 


3819 
545 
4278 


circular 


DNA biosynthesis 


482 


localization-RNA 


irradiation 2556 
chromatooraphy (column), 


4894 
RNA polymerase AI/RNA polymerase 


AII, purification 1012 

rat Liver, rRNA precursor, methylation 767 
RNA biosynthesis, human spermatocyte 1316 
RNA polymerase activity, 
stimulation-oestradiol, chicken liver 5535 


RNA, staining-formaldehyde-Schiff's reagent 
4080 


Salmo irideus oocyte, 
4748 
size, effect of methionine 6646 


structure, Pales ferruginea spermatocyte 
5993 


structure, review 4453 
Xenopus laevis oocyte, detection-rRNA 
biosynthesis 4644 
Nucleoplasm, 
Bacillus subtilis, structure 
RNA polymerase activity, 
stimulation-oestradiol, chicken liver 
Nucleoprotein, 
see also Deoxyribonucleoprotein, 
Ribonucleoprotein 
biosynthesis, effect of D-galactosamine, 


rRNA gene amplification 


3116 


55) 


liver 4372 
characterization, red clover mottle virus 
4348 


complex, characterization, gamma-irradiation, 
radiothermoluminescence 315 


complex, SV40, isolation, use-Sarkosyl 6640 


Nucleoprotein(Contd), 
complex, SV40, structural modifications, 
isopycnic centrifugation-metrizamide 1683 
DNA ratio, Xenopus Laevis 2751 
dog kidney nucleus, effect of amphotericin 
B/nystatin 5999 
Escherichia coli, 


stability, effect of EDTA 


2267 

Euglena gracilis, ultracytochemical study 
824 

Hyla chrysoscelis/Hyla versicolor, content 
1250 


occurrence-cerebrospinal fluid during 
multiple sclerosis 6356 
organisation, eukaryote, review 
polyoma virus/SV40, structure 
properties/structure, effect of 
cycloheximide, SV40-infected African green 
monkey kidney cell 4773 
rabies virus, Localization 
RNA polymerase containing, 
infected monkey cell 5498 
Solanum tuberosum 
sensitive/resistant-Synchytrum endobioticum, 
properties 2257 
spermatozoa/somatic cell, structure, 
relationship, Feulgen hydrolysis pattern 
550.531 


3335 
1682 


27,35 
jisolation-Sv40 


structure, effect of potassium cyanate 4216 
structure, Orycetes rhinoceros capsid, 
characterization 1704 
Tomato black ring virus, RNA 
content/biological activity 3247 
Nucleosidase, 
activity, determination 1769 
assay 602 
small intestine, effect of temperature 72 
Nucleoside, 


Cytosine, Guanosine, 
Pyrimidine nucleoside, 


see also Adenosine, 
Purine nucleoside, 
Thymidine, Uridine 


absorbtion spectrum, temperature dependence 


Ags9 
acyclic, synthesis/structure/activity 2387 
analogue, activity-antiviral agent, mechanism 
2859 
analogue, activity-haematology 2830 


analogue, antitumour agent, resistance, 
mechanism, review 2810 

analogue, antiviral agent, review 4977 

analogue, effect on purine nucleotide 
metabolism, review 2805 

analogue, treatment-cancer 2858 

anaiysis, Bacillus subtilis tRNA 5065 

analysis, cadmium ions/copper ions/mercury 
jions/zinc ions probe 1802 


antibiotic, nucleocidin, synthesis 5008 


antigen, tolerance, carrier-induction 504 
benzoylation, benzoyltetrazole 3378 
carbocyclic analogue, synthesis 5009 
complex-osmium (VI) fon, 2389 
conformation-aqueous solution, NMR 5019 
conformation, NMR 1098 
conversion, methods 3377 
derivative, complex-poly (U), stability 6147 
excretion, cancer 1099 
fluorescent analogue, review 2811 
glycosidic bond length 1097 
hexafuranuronic acid, synthesis 3376 
hydroxyl group, phosphorylation-phosphoryl 
chloride, S'-nucleotide synthesis 637 


incorporation-RNA/DNA, effect of uridine 
(S-mercapto-2’-deoxy), lymphocyte, in vitro 
6105 

inelastic electron tunneling spectroscopy 
3963 

interaction-diacyl peroxide 

interaction-peptide 3390 

interact ion-2,4,6-trinitrobenzenesulphonate 
196 


2844 


Nucleoside(Contd), 
membrane transport, review 2359 
metabolism, L929 cells plasma membrane, 
role=nucleoside phosphorylase/adenosine 
deaminase/adenosine kinase 1814 
modification, tRNA biosynthesis in vitro 
2441 
phosphorylation-aryl 
pPhosphorocyclohexylamidochloridate 1083 
phosphorylation-2-(N,N-dimethylamino)-4-nitro 
phenyl phosphate 48 
photosensitization, proflavine 1787 
pool-leukaemia(chronic lymphatic) leukocyte 
3396 
radioactively Labelled, use-RNA 
fractionation, Chlorella pyrenoidosa 
review 2361 
tRNA, Saccharomyces cerevisiae mitochondria, 
characterization 4520 
separation, chromatography (high pressure) 
4459 
separation, 
pyrimidine 
separation, 
chromatography (anion-exchange)-polystyrene 
2893 
separation, 
602 
separation, polyacrylamide gel 
spin labelling, synthesis 1084 
structure/conformation 2398 
structure, relationship-activity, 
2809 
sulphur-35 labelling 2845 
synthesis, effect of silylated uracil 
derivative 6078 


4598 


chromatography (thin Layer) 
1791 


chromatography (cation-exchange) 


33/56 


review 


synthesis, oligonucleotide fragment 1128 
1129 

synthesis, use-trimethylsilyl heterocycle 
2840 


transport, erythrocyte, inhibition-purine 
(9-beta-D-ribofuranosyl) derivatives &5 

transport, role-thiol group 2857 

treatment-infection 1832 


uptake, RNA biosynthesis, sea urchin embryo 
5767 
use-treatment, review 2812 
C-Nucleoside, 
precursor, synthesis 2388 
stability 49 
synthesis 1086 2843 
thiazole, synthesis 18)3 


Nucleoside diphosphate, 
conformation-water/anhydrous tetramethylurea, 
NPR 5033 
spin Labelling, synthesis 1084 
Wucleoside diphosphate kinase, 
Escherichia coli, effect of desdanine 
Nucleoside monophosphate, 
spin labelling, synthesis 
Wucleoside phosphorylase, 
role-nucleoside metabolism, 
membrane 1814 
Nucleoside phosphotransferase, 
Erwinia herbicola, characterization 2937 
induction-herpes simplex virus infection 
3324 
Nucleoside polyphosphate, 
homogeneity, analysis 
Nucleoside @, 
biosynthesis, 
inhibition-methionine starvation 
tRNA, biosynthesis 1812 
stereochemistry 1809 
Nucleoside triphosphate, 
conformation-water/anhydrous tetramethylurea, 
NMR 5033 
content-Hela cell, 
polymerase 4503 
spin labelling, synthesis 


5325 
1084 


L929 cells plasma 


Sa 


Escherichia coli tRNA, 
2446 


determination, use-RNA 


1084 
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Nucleoside Y, ‘ 
biosynthesis, Saccharomyces cerevisiae, tRNA 
Phe 119 
Nucleoside(5*-amino), 
synthesis 6093 
Nucleoside(aminoacyl), 
substrate-ribosome peptidyl transferase 
Nucleoside(cyclo), 
S-anhydro Linkage, cleavage 46 
Nucleoside(deoxy), 
interaction-phosphoryl 
chloroimidazolide/phosphoryl triimidazolide 
5616 
jisolation/properties, RNA chick embryo 
Nucleoside(deoxyimidazole), 
synthesis 1089 
Nucleoside(deoxyribo), 
chromatography (thin Layer) 
Nucleoside (deoxyribo-5 °-azido), 
synthesis 624 
Nucleoside(4°-fluoro), 
synthesis 2386 
Nucleoside(alpha-D-glucopyranosyl), 
synthesis 5010 
Nucleoside(iso), 
synthesis 50 
Nucleoside(ketosugar), 
synthesis 47 
Nucleoside (4°-methoxy), 
synthesis 2386 
Nucleoside(D-ribofuranosyl), 
conformation, NMR 2855 
Nucleoside(1-(beta-D-ribofuranosyl) imidazole), 
synthesis 1088 1088 
Nucleoside(seleno), 
alkylation, use-dialkyl diselenide + 
tri-n-butylphosphine 6094 


3480 


6088 


1785 


synthesis/activity-antitumour agent 2841 
Nucleoside(tetrazole), 
synthesis/activity-antiviral agent 2842 


Nucleoside(thio), 
alkylation, use-dialkyl disulphide + 
tri-n-butylphosphine 6094 
content-tRNA, Bacillus subtilis/Salmonella 
typhimurium 1875 
Nucleoside(trimethylsityl), 
chromatography(qas-liauid) 
Nucleosome, 
chromatin, structure/physical properties 


3550 


5987 
DNA containing, tsolation/characterization, 
HeLa cell 6368 


formation, effect on histone binding 974 
jsolation-chromatin 2253 
Nucleotidase, 
activity-hepatoma/pituitary cell/liver, 
during receneration 5566 
inosine (deoxy) activated, 
distribution/activity, rat tissue 
3°-Nucleotidase, 
purification/kinetics, wheat germ 3941 
rat liver plasma membrane, effect on poly (U) 
degradation 110 
5*°-Nucleotidase, 
activation, concanavalin A 2352 
activity, durina growth, Dictyostelium 
discoideum 6041 
activity, effect of thyroid hormone, rat 
2801 


1770 


activity, faeces/bile/duodenal mucosa 2349 
activity, hepatobiliary disease 1033 
activity, hepatocyte plasma membrane 2347 


activity, human lymphocyte 1034 
activity, uridine(5-fluorodeoxy)-resistant 
glioma 3971 


chicken liver, purification/properties 4965 
comparison, rat Liver/hepatoma 5516 
determination, serum 2350 

Dictyostelium discoideum, properties 2348 


effect of sodium deoxycholate 
148 


2800 


*-Hucleotidase (Contd), 


erythrocyte defficiency, relationship-anaemia 
6042 
human erythrocyte, characterization 697 
human placent3 microsome, characterization 
5567 
kinetics/localization, rat oliome cell 
localization, Uremastix harowickii brain 
3330 
phage TS-infected Escherichia coli, 
control-activity 3329 
plasma membrane, activity-human 
polymorphonuclear Leukocyte 3949 
rat tissue, detection 599 
resistant-UMP 
(3,3-amino-3-carboxylpropyl) /GMP 
(N*2,N*2-dimethyl), snake venom 4499 
translocation, liver membrane 1032 


556® 


Nucleotide, 


see also Purine nucleotide, Pyrimidine 
nucleotide, etc. 
absorbtion spectrum, temperature dependence 
1139 
alkylation-triethyloxonium fluoroborate 2408 
analogues, inhibition-Asperoillus clavatus 
RNase 2774 
analysis, anion-exchange resin 87 
analysis, use-chromatography (microcolumn) 
6118 
antibody, interaction-denatured DNA 872 
biosynthesis, effect of myocardial infarction 
6506 
biosynthesis, small intestine crypt cetl 
differentiation 2412 
biosynthesis, use-adenine/guanine, diet 
biosynthesis, use-endonucleese A226 3874 
biosynthesis, Xenopus Laevis, 
thyroxine-induced metamorphosis 
calculation-conformation 3992 
complex-carnosine, NMR 1826 
composition, tRNA, cotton seed, effect of 
Qammairradiation 1162 
composition, spectrophotometry 6144 
conformation-aaueous solution, NMR 
conformation, determination, NMR 
conformation, NMR 101 
conformation, tRNA tertiary structure 3435 
derivative, complex-poly (U), stability 6147 
DNA sequence, transforming/nontransformina 
Epstein-Barr virus 2673 
effect on Escherichia coli RNA degradation 
1369 
Escherichia coli, isolation/characterization 
4500 
fluorescent analogue, review 
alycosidic bond lenath 1097 
beta-hydroxyethyl ester, synthesis 4591 
hyoermodified, presence-HeLa cell rRNA 
18S/rRNA 17S Saccharomyces carlsberagensis 
753 
incorporation, RNA biosynthesis, molecular 
orbital study 4115 
inelastic electron tunnelina spectroscopy 
3963 
interaction-microtubule protein 
interaction-peptide 3390 
StS SEM inca Sigg bt 
96 
metabolism, cerebral cortex, effect of 
hypothyroidism 2029 
metabolism, effect of Semliki Forest 
virus/Newcastle disease virus/pseudorabies 
virus/fowl plague virus infection 2395 
occurrence-infectious bovine rhinotracheitis 
virus DNA, structure 5316 
phosphorylated, biosynthesis, mammalian cell 
93 
photosensitization, proflavine 1787 
pool-leukaemia(chronic lymphatic) leukocyte 
3396 


4753 


3556 


5019 
6119 


2811 


1833 


Nucleotide(Contd), 
pool, leukaemic cell, effect of dimethyl 


sulphoxide/dimethylacetamide/tetramethylurea 


-induced differentiation 1834 

review 2361 

tRNA, isolation/characterization 1157 

role-Bacillus subtilis sporulation 1831 

role-feeding, Rhodnius prolixus larva 3984 

separation, chromatoaqraphy (high pressure) 
4459 

separation, chromatography (thin Layer) 
Pyrimidine 1791 

separation, 
chromatooraphy(anion-exchange)-polystyrene 
2893 

separation, polyacrylamide gel 3356 

seauence, homologous DNA, paleogenetics, 
Holmquist’s theory 227 

secuence homology, rhodochrous DNA 4729 


sequence homology, tobacco mosaic virus 6276 


sequence, phage $13 DNA 4719 
sequence, tRNA Trp, binding-avian sarcoma 
virus genome 5668 
seouence, tRNA Tyr gene, Escherichia coli 
5874 
structure/conformation 2398 
structure, mRNA methylated 
5'-terminal-deficient, Newcastle disease 
virus 4617 
substitution, relationship-amino acid 
sequence 5645 
synthesis, nucleoside hydroxyl group, 
phosphorylation-phosphoryl chloride 637 
synthesis, phosphate protecting group, 
removal 3973 
terminal phosphate, modification 2895 
turnover, rate, rabbit heart 6129 
uptake, cell 1832 
use-treatment, review 2812 
wobble, mutation, phage T4 tRNA 1170 
Nucleotide deaminase, ; 
assay 602 
Nucleotide-peptide, 
synthesis 3391 
5"-Nucleotide phosphodiesterase, 
hydrolysis-phosphonate ester 1035 
Nucleotide phosphohydrolase, 
activity, associstion-Chilo iridescent virus 
type 6 5569 
properties, AMP (cyclic) inhibition, 
Asplenium nidus 4433 
Nucleotide pyrophosphatase, 
activity 4964 
Nucleotide(deoxy), 
human tumour, separation/assay 43388 
3°-Nucleotide (deoxy), 
separation, chromatography (cation-exchange) 
3389 
Nucleotide(deoxyribo), 
addition, DNA duplex fragment, 
deoxynucleotidyl transferase 1761 
binding-actinomycin, stoichiometry 6120 
initiation-biosynthesis, relationship-phage 
T4 DNA biosynthesis 3148 
interaction-DNase I 3284 
pool-herpes simplex type 1/herpes simplex 
type 2-infected KB cell 2891 
pool, Physarum polycephalum, during, mitosis 
92 
Nucleotide(ribo), 
human tumour, separation/assay 3388 
pool, Physarum polycephalum, during, mitosis 
92 
treatment-amyotrophic sclerosis 4009 
Nucleotide(thito), 
synthesis/characterization 5034 


Nucleus, 


activation, dependence-axolotl oogenesis 
protein biosynthesis 2717 
Ascaris lumbricoides, DNA content, durina 
gametogenesis/embryogenesis 4684 
binding-proagesterone receptor, 
inhibition-o-phenanthroline/rifamycin AF/012 
994 
blastocyst, normal/delayed-implantation, DNA 
content, cytophotometry 1381 
Bos taurus/Ovis aries/Capra hircus, 
comparison-DNA content 6354 
brain, DNA, 
comparison-Feulgen/gallocyanin-chromalium/me 
thylene blue/methylene gqreen-determination 
2074 
brain, ribonucleoprotein, size heterooeneity 
4890 
BSC-1 cells, herpes simplex virus infection, 
DNA biosynthesis 1557 
chick embryo, content-poly(A)-containing RNA 
4083 
Chiroptera, content-DNA 4187 
Chlamydomonas reinhardi genome, complexity 
Zea) 
disruption, induction, phage T4 mutant 
deficient, properties 3152 
distribution-poly A-containing RNA 191 
division, Stylonychia mytilus, concanavalin A 
induction 1574 
DNA biosynthesis, in vitro, analysis 367 
DNA transfer, Sendai virus mediation 2660 
dog kidney, nucleoprotein, effect of 
amphotericin B/nistatin 5999 
Drosophila, RNA sequence, 
comparison-cytoplasm 4112 
epidermis, isolation, DNA cytophotometry 
2073 
epithelium, Lymphoid thyroiditis, size 3069 
erythrocyte x temperature-sensitive Chinese 
hamster cell, reactivation-DNA biosynthesis, 
heterokaryon 4253 
Euglena gracilis, content-rRNA gene/RNA 4S 
gene 6539 
Euglena gracilis, rRNA gene 472 
Euglena gracilis, ultracytochemical study 
824 
fibroblast, rat embryo, infected-herpes 
simplex virus type 1, DNA biosynthesis 4789 
4799 
fowlpox virus-infected cell, 
occurrence-fowlpox virus-specific DNA/RNA 
3167 
heart, occurrence-poly 
(ADP-ribose) /ADP-ribose protein derivative 
5043 
HeLa cell, injection-Xenopus laevis oocyte, 
study-transcription control 2536 
HeLa cell, RNA biosynthesis 2000 
hepatocyte, ribonucleoprotein, visualization, 
cryoultramicrotomy 957 
human Liver, DNA content 4688 
interaction-glucocorticoid receptor comolex, 
hepatoma 2764 
interphase, chromosome distribution, 
UVirradiation, microbeam 1481 
interphase, detection-chromatin chromosome Y 
4356 
L929 cell, interphase, nucleolus-fibrillar 
structure, characterization 287 
Liver/central nervous system, acridine oranae 
fluorescence 6826 
liver, chromatin-bound/free poly (A) 
polymerase, activity 2799 
liver, DNA biosynthesis, effect of 
polyamine/methylglyoxal bis(quanylhydrazone) 
911 
liver, DNA polymerase, properties 5&6 
liver, interaction-glucocorticoid receptor 
complex 1713 


149 


Nucleus(Contd), 
Liver/kidney, binding-triidothyronine 3635 
Liver/Novikoff hepatoma, DNA release/RNA 

transport, effect of ATP 643 
Liver, RNA biosynthesis, effect of 
cytoplasmic factor 1339 
mammalian cell, lLocalization-RNA/DNA, 
use-autoradiography 4691 
mammalian, isolation/characterization, 
protein + chromatin-complex 518 
membrane-denuded, DNA biosynthesis, 
liver/Morris hepatoma 891 
mouse embryo, poly(A) polymerase activity 
1865 
mouse fibroblast, 
identification-glucocorticoid-sensitive 
histone 5487 
mouse, RNA polymerase, 
6640 
mouse sperm, DNA polymerase, characterization 
6664 
nonhistone protein, 
biosynthesis/accumulation, 
1,2-dimethylhydrazine-induced colon 
carcinogenesis 3865 
Pisum sativum, RNA polymerase, 
comparison-chloroplast 2324 
pollen, Tradescantia, DNA biosynthesis, 
association-actinomycin-sensitive 
endonuclease 1733 
poly (A) polymerase, characterization 1021 
post-mitotic, RNA biosynthesis manipulation 
1295 
protein, binding-benzolalpyrene 
rat liver, 
921 
rat liver, poly (A) polymerase, 
regulation-amino acid feeding 
RNA biosynthesis, 


RNA + 


activation-Sarkosyl 


3643 
effect of Lanthanum trichloride 


5564 
rat pituitary tumour cell 


5212 
rRNA cistron, characterization, Polytoma 
obtusum 5459 


RNA, poly (A) addition 
Sargassum thumbergti, 
embryogeny 1298 

sea urchin blastula, 
biosynthesis 4035 


227 
degeneration, 


assay-protein 


transport-mRNA 1981 
Wutrition, 
see also Diet, Feeding 


effect’ on DNA biosynthesis, liver 3142 
effect on DNA content/thymidine kinase 
activity, during cerebellum development, rat 
5249 
shift-down, Escherichia coli, RNA 
biosynthesis/ribosome biosynthesis, control 
1905 
shift-up, effect on protein biosynthesis, 
Escherichia coli 726 
shift-up/shift-down, Escherichia coli, RNA 
polymerase biosynthesis control 1736 
Wystetin, 
effect on kidney deoxyribonucleoprotein 2284 
effect on nucleoprotein, dog kidney nucleus 


5999 
effect on RNA biosynthesis, Kluyveromyces 
lactis 3564 
Obesity, 
effect on acetyl-CoA carboxylase polyribosome 
content, mouse 5121 


Ochotona rufescens, 


mitochondrial DNA, characterization 4239 
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Octanucleot ide, 
interaction-restriction 
endonuclease/modification-DNA methylase 
aaer 
Octopine, 
biosynthesis, 
Agrobacterium. tumefaciens 
Odontophrynus americanus, 
tetraploid, gene activity, 


control-Tiplasmid, 
4838 


reduction 2222 


Oestradiol, 


effect on DNA biosynthesis, 
7,12-dimethylbenz(a) anthracene-induced 
mammary gland tumour 6476 
effect on RNA 
polymerase/hydroxyindole-O-methyltransferase 
activity, rat pineal gland cell culture 
6021 
effect on RNA polymerase I/RNA polymerase II, 
rat uterus 4419 
effect on uterus RNA biosynthesis 
regulation-RNA biosynthesis/protein 
biosynthesis, ewe oviduct/endometrium 


677 


4654 


stimulation-membrane-bound ribosome, rat 
uterus 5126 

stimulation-RNA biosynthesis, mammary gland 
252 


stimulation-RNA polymerase activity, chicken 
Liver nucleolus/nucleoplasm 5535 
17beta-Oestradiol, 
effect on nonhistone protein biosynthesis, 
uterus 989 
effect on protein kinase activity/nonhistone 
protein phosphorylation, rat uterus 4961 
effect on RNA biosynthesis, prostate gland 
hyperplasia 788 
effect on RNA polymerase I/RNA polymerase 
II/RNA polymerase III, rat, ovariectomy 
3907 
induction-vitellogenin mRNA 
biosynthesis/translation, Xenopus laevis 
4138 Fs Ft eer a 
Oestradiol receptor, 


neonatal brain, affinity-DNA 993 


Oestradiol receptor protein, 


interaction-DNA 
Oestriol, 
effect on RNA polymerase I/RNA polymerase II, 
rat uterus 4419 
effect om RNA polymerase I/RNA polymerase 
II/RNA polymerase III, rat, ovariectomy 
3907 
Oestrogen, 
activity, 
biochemistry/relationship-cancerogenesis, 
review 3342 
effect on chromatin protein, 
regulat{fon-ovalbumin mRNA transcription, 
chick oviduct 5786 
effect on Cuturnix coturnix japonica, 


2289 


Oviduct, DNA polymerase 583 
effect on DNA centent, rat bone 4782 
effect on gene expression 1257 
effect on gene expression, chick oviduct 786 
effect on alpha-globulin mRNA, rat Liver 
6653 
effect on initiation-chromatin transcription, 
oviduct 2027 
effect on initiation-RNA biosynthesis, chick 
oviduct 3031 


effect on ovalbumin mRNA translation, Kenopus 
laevis oocyte 3592 

effect on poly(A)-containing RNA, gene 
expression, hen oviduct 4652 

effect on polyamine/S-adenosylmethionine 
SAA le biosynthesis, chick embryo 
effect on RNA biosynthesis/ovalbumin mRNA 
content/chromatin, chick oviduct 5205 
effect on RNA biosynthesis, oviduct 3558 


Oestrogen(Contd), 
effect on RNA incorporation-nuclear 
ribonucleoprotein 3871 
effect on mRNA transcription 2552 
effect on thymidine incorporation, mammary 
carcinoma 4812 
induced poly (A)-containing RNA, physical 
Properties, content 6286 
induced RNA biosynthesis, uterus, effect of 
intra-uterine device 2557 
induction-ovalbumin mRNA biosynthesit#s 251 
induction-phosvitin biosynthesis, effect on 
tRNA Ser 668 
induction-uterus protein biosynthesis, effect 
of RNA biosynthesis 1332 
induction-vitellogenic protein mRNA, Xenopus 
laevis Liver 812 
induction-vitellogenin biosynthesis, avian 
liver 4170 
regulation-mRNA biosynthesis/protein 
biosynthesis 811 
stimulation-DNA biosynthesis, uterus 425 
stimuiation-nonhistone protein biosynthesis, 
chick oviduct 4546 
treated, rooster liver, 
characterization-vitellogenin polyribosome 
4564 
treated rooster liver, isolation-vitellogenin 
polyribosome 4563 
Oestrogen receptor, 
chromat in-bound, 
fractionation/characterization 
distribution-hen oviduct chromatin 
relationship-RNA initiation site 
Oestrogen receptor complex, 
interaction-DNA, inhibition-ethidium 
bromide/9-hydroxyellipticine 5282 
stimulation-RNA biosynthesis, oviduct 
Olefin, 
bond, cycloaddition, pyrimidine 
(4,6-dihydroxy) 2381 
OLigolA), 
alkylated, specific alkylation-DNA 
amidate, conformation/complex-poly(U) 
circular dichroism 2423 
complex-DEAE-cellulose, 
synthesis/application-chromatography 
complex-poly (U), ESR 5660 
interaction-oligo(dT), induction-netropsin 


6565 
4375 
2763 


3559 


2090 
1140 


1837 


3997 
interaction-oligo(U), effect of RNA ligase, 
phage T4 4010 


interaction-tryptophan 106 
poly(U) complex, stability 
recognition-peptide 3417 
replication, use-poly(U) template 
OLigo(dA)pyrophosphate, 


2905 
3419 


complex-poly (U) 5051 
OLigo(AU), 

helix-coil transition 1858 
Oligo(C), 

interaction, poly(G) 1143 


Oligodendrogl ia, 
RNA biosynthesis/protein biosynthesis, spinal 
cord 5227 
Oligodeoxyribonucleotide, 
nucleotide composition, analysis-snake venom 
phosphodiesterase 2424 
synthesis 94 
synthesis, 
transformation-gamma-phosphoramidate 
Oligo(dI), 
interaction-peptide 1859 
poly(C) complex, stability 
Oligonucleotide, : 
binding-Escherichia coli RNA polymerase, 
specificity 3901 
binding-RNA 16S/ribosomal protein 159 
binding-RNA polymerase, Escherichia coli, 
effect on RNA biosynthesis 5215 


2420 


2905 


Oligonucleotide (Contd), 


biosynthesis, Escherichia coli polynucleotide 
phosphorylase 3428 

complementary, specific fragmentation-DNA 
2091 

composition, tRNA Cys spectrophotometry 

condensation, polynucleotide synthesis 

desaltina, Dowex 50 column 1125 

formation-phosphorylation/polycondensation-pu 
rine (9-(1,5-dioxypentyl-3)) 6089 

fragment, synthesis-polynucleotide 1128 1129 

guanine containing, sequence determination, 


6144 
1130 


use-kethoxal + RNase U2 5049 
helix, NMR-hydrogen bond ring proton 3420 
homogeneity, analysis 1137 

hydroxyalkyl analogue, synthesis 1127 
isolation, snake venom RNase 2434 

liauid phase synthesis 96 
methylated mRNA sequence, Hela cell 2517 


occurrence-cerebrospinal fluid during 
multiple sclerosis 6356 
pyrimidine content-DONA, effect of irradiation 
(ionizing) 5847 
reaction-RNA Ligase, phage T4 
review 2361 
tRNA Val 1 gene, Saccharomyces cerevisiae, 
synthesis 2421 
separation, 
chromatography (anion-exchange)-polystyrene 
2893 
sequence, effect on tRNA Phe/tRNA Met 
binding-ribosome, Escherichia coli 
sequence, rRNA 18S 3*°=-terminal 6265 
sequence, 5'=-terminal, identificat ion-phage 
phix174 DNA, transcription in vitro 4837 
synthesis, apparatus 95 
synthesis, complementary sequence-tRNA Val 
6133 
synthesis, mechanism 2419 3421 
synthesis, mechanism, NMR 6134 
synthesis, phosphate protection, 
8-hydroxyauinoline 649 
synthesis, phosphoramidate protection 
synthesis, phosphotriester method 1853 
synthesis, phosphotriester method, 
intermediate 2894 
synthesis, polynucleotide phosphorylase, 
use-CDP (2°-(3')-0-dihydrocinnamoyl) /UDP 
(2° (3"')-O-dihydrocininnamoyl)/GDP 
(2° (3')-0-dihydrocinnamoyl), substrate 6155 
synthesis, relationship=tRNA, double-stranded 
region 5655 
synthesis, tRNA sequence 2896 
Synthesis, use-triphenyl phosphite + 
2,2*-dipyridyl diselemide 3408 
synthetic, reconstituted, use-yeast tRNA 
5675 
terminal phosphate, modification 
treatment-amyotrophic sclerosis 


6680 


5724 


2418 


2895 
4009 


Oligonucleotide (lalanyl), 


interation-elongation factor Tu-GTP-complex 
160 , 


Oligopeptide, 


interaction-DNA, calorimetry 4703 


Oligo(dT), 


cellulose chromatography, 
use-isolation-poly(A) containing RNA 
derivative, 
reaction-dicyclohexylcarbodiimide, effect on 
phosphodiester bond, NMR 6135 
interaction-oligo(dA), induction-netropsin 
3997 
isolation, mRNA 1258 
prebiosis synthesis 
synthesis 5046 
synthesis, use-internucleotide phosphate bond 
6136 
synthesis, use-2,2,2-trichloroethyl 
2-chlorophenyl phosphochloridate 


4587 


2417 


3407 


151 


Oligotu), ’ 
interaction-oligo(A), effect of RNA Ligase, 
phage T4 4010 


OlLigo(U) (cyclo), 
synthesis/hybridization-poly A (cyclo) 
Omega particle, 
infection-Paramecium caudatum micronucleus, 
effect on chromatin 2270 
Omega protein, 
calf thymus, purification 
Oncogenesis, 
C3H cell, 
transformation, 
(5-f Luoro-2’-deoxy) 
Oncegenicity, 
BK virus DNA 3214 
Oncopeltus fasciatus, 
follicle cell maturation, 
biosynthesis 161 
ovary, rRNA gene amplification, 
Oncornavirus, 
see also specific types 
DNA polymerase, inhibition-pyridoxal 
5*=-phosphate 5541 
electrophoresis 744 
exogenous, bovine leukaemia virus 
gene, transfer-tumour DNA 3795 
guinea pig, DNA sequence 3113 
interaction-DNA, model 3796 
like particles, skin cancer 1251 
murine myeloma, relationship-A-type particle 
2959 
origin, review 22 
producing cells, purification-RNA 70S 
reverse transcriptase, 
inhibition-fluoranthene/tilorone 
hydrochloride derivatives 2673 
reverse transcriptase, RNase activity, 
elimination 1750 
RNA characterization, guinea pig-leukaemia 
CEZE) 2 S162) ae ; ? 
RNA, homology-avian DNA 745 
RNA, relationship-Mason-Pfizer virus 2978 
RNA subunit, analysis-electron microscopy 
1272 
transcription, review 
Ondatra zibethica, 
Pancreas, RNase, primary structure 
Oocyte, 
abnormal mutation, Drosophila melanogaster, 
gene interaction 1642 
Acipenser ruthenus, thymidine incorporation, 
during prophase 5896 
Arcabia punctulata, RNA sequence 
determination 6285 
chick, RNA biosynthesis during meiosis, 
autoradiography 5771 
Cordulfia aenea, nematosome, accumulat jon-gene 
product 275 
Coturnix coturnix japonica, 
pachytene/diplotene, RNA biosynthesis 
Creophilus maxillosus, RNA 
biosynthesis/extrachromosomal DNA 
transcription activity 3003 
DNA biosynthesis, unscheduled 3706 
Drosophila melanogaster, DNA biosynthesis, 
es MIN tac dt complex formation 
5358 
Drosophila melanogaster, 
caffeine 3742 
Ephestia kuehniella, chromosome, 
transcription activity 762 
extract, Xenopus laevis, effect on SV40 
supercoiled DNA 2170 
formicidae, development 2198 
insect, mRNA 5-terminal, occurrence-guanosine 


3406 


1687 


relationship-cell cycle 438 


C3H cell, uridine 
2404 


polyribosome 


absence 948 


3492 


1256 


18 


6611 


1991 


repair, effect of 


5174 
loach, RNA content, effect of 
dimethylsulphate 5795 


152 


Oocyte(Contd), 


Marthasterias glacialis/Asteri2s rubens, 
protein kinase activity, effect of adenine 
(1-methyl) 1675 

maturation/RNA biosynthesis, effect of-AMP 
(dibutyryl cyclic)/theophylline 263 

meiosis, prophase, lLocalization-rRNA gene 
3229 

mouse, RNA biosynthesis, development 

mouse, RNA biosynthesis, preceeding 

ovaulation 5187 

Rana pipiens, RNA biosynthesis/protein 
biosynthesis, effect of progesterone 2551 

Rana pipiens, RNA polymerase, fate during 
maturation 6638 

tRNA, Xenopus laevis 122 

Salmo irideus nucleolus, 
amplification 4748 

silkmoth, mRNA, physical properties 


4122 


rRNA gene 


6283 


Triturus, chromosome, RNA gene, transcription 
4643 

Xenopus laevis, detection-rRNA biosynthesis 
4644 


Xenopus Laevis, DNA polymerase, 


characterization 582 

Xenopus Laevis, gene amplification, rolling 
circle, review 1776 
Xenopus laevis, globin mRNA, poly(A)-Lackinga, 


degradation 1270 
Xenopus laevis, injection-Hela cell nucleus, 
study-transcription control 2576 
Xenopus Laevis, maturation, rRNA gene 
localization 3066 
Xenopus lLaevis, ovalbumin mRNA translation, 
effect of oestrogen 3592 
Xenopus Laevis, poly (A) containing mRNA 
translation, cell-free system 5810 
Xenopus laevis, RNA biosynthesis, effect of 
HCG/progesterone 2550 
Xenopus lLaevis, tRNA f Met seauence 
Xenopus Laevis, translation-avian 
myeloblastosis virus RNA 2053 
Xenopus lLaevis, translation-rabbit 
uteroglobin mRNA 813 
Xenopus, lLocalization-nuclear protein pool 
5995 
Xenopus, 
1364 
Oogenesis, 
axolotl, protein biosynthesis, 
dependence-nucleus activation 
biochemistry 122 
Brachydanio rerio, 
structure 3534 
Chrysopa perla, DNA biosynthesis, 
cytophotometry 5357 
Triturus alpestris, rRNA gene, 
regulation-transcription 5464 
Xenopus laevis ovary, rRNA biosynthesis, 
association=-nuage 4121 
Operator, 
DNA, binding-repressor (lac), effect of 
denaturation 6391 
phage Lambda, SV40 genome containing, 
formation 3719 
Operator(lac), 


1887 


translation, interferon activity 


ew V7, 


RNA biosynthesis/nucleolus 


repressor binding site, seauence 3680 
structure 3681 

Operator(Llambda), 
repressor binding site, sequence 3680 


Operon, 

see also Cistron, Gene 

L-arabinose, Escherichia coli, electron 
microscopy 4329 

IS-element, DNA, Escherichia coli, 
isolation/characterization 4726 

phage phi 80, template-RNA polymerase 
biosynthesis 5446 


Operon(argECBH), Orthophosphate, 
Escherichia coli, expression, effect of repression-extracellular RNase, Cryptococcus 
arginine 3589 Laurentii/Tremella foliacea 3273 


Orycetes rhinoceros, 
capsid, nucleoprotein structure, 
characterization 1704 

Osmium bispyridine, 
complex-thymine, 

Osmium ion, 
complex-adenylyl 
(3",5")adenosine 


Escherichia coli K12, gene expression, 
translation, control 273 
Operon(arginine), 
Escherichia coli k12, 
Operon(histidine), 
derepression/repression 1586 
DNA, binding-phosphoribosyltransferase 491 
Escherichia coli, transcription, dinucleotide 
primer 1292 Osmium (VI) ion, 
Salmonella typhimurium, regulation 1628 complex-nucleoside, 
Structure, effect of transduction, Salmonella Osmometry, 


transcription 215 


structure 1793 


(3",5")uridine/uridylyt 
2414 


interaction 2389 


typhimurium 6435 
Operon(Llac), 

directed protein biosynthesis, interference 
factor jialpha control 1231 

Escherichia coli, synthesis, binding-lactose 
repressor 2211 

homologous-RNA, isolation 492 

promoter, binding-catabolite gene activator 
protein 1588 

repressor, protection, non-operator DNA, 
dimethyl sulphate methylation 1429 

Operon(trp), 

DNA sequence, 
Coli: 52:28 
Escherichia coli, site-transcription 
termination 4636 4627 
expression, control-tRNA 
(tryptophanyl)synthetase 
expression, Escherichia coli, 
polarity suppressor 4845 
regulation, review 1 

mRNA, binding-ribosome, 


role-transcription, Escherichia 


4539 
effect of 


Escherichia coli 


45214 
transcription, analysis-mRNA, Escherichia 
cola Ki2.. S052 


transcription, effect of 
chloramphenicol/tetracycline/erythromycin/pu 
romycin, promoter reaulation 4140 
transcription, regulation-termination, 
Escherichia coli 4638 
transcription, relationship-translation, 
Escherichia coli 5809 
transcription, termination 
translocation-phage lambda, 
mechanism 4133 
Optic nerve, 
Carassius auratus, 
regeneration 5676 
Optical Kerr effect, 
biopolymer solution 
Organ culture, 
hamster trachea, infection-Mycoplasma 
pneumoniae, effect on RNA 
biosynthesis/protein biosynthesis 
Organic solvent, 
effect on tRNA Phe acylation-isoleucine, 
‘ Escherichia coli 4529 
Organopalladium, 
intermediate, 
nucleoside derivative 
Ornithogalum virens, 
chromosome G-banding/heterochromatin 
Orotic acid, 
incorporation-RNA biosynthesis, 


3820 
transcription, 


tRNA 4S transport, during 


1453 


5226 


use-synthesis-pyrimidine 
4476 


1705 


brain 


topography 4123 
precursor efficiency, kidney hypertrophy 
1993 


Orotic acid phosphoribosyltransferase, 
activity-mammal erythrocyte 5551 
Orotic acid (tritiated), 
incorporation, RNA 1109 
Orotidine-5"-monophosphate decarboxylase, 
activity-mammal erythrocyte 5551 


uracil derivative, self-association 3954 


Osteosarcoma, 


growth, effect of tRNA 6175 


Quabain, 


stimulation-DNA biosynthesis, neural retina 
cell 6500 
treatment, human lymphocyte, effect on DNA 
biosynthesis/RNA biosynthesis/protein 
biosynthesis 4827 
Ovalbumin, 
biosynthesis, polyribosomes, 
cell-free system 5091 
biosynthesis, stimulation-tRNA, 
ascites carcinoma 5072 
gene, purification 5240 
MRNA biosynthesis, 
induct ion-oestrogen/progesterone 
mRNA, content, effect of 
progesterone/oestroqen, 


hen oviduct 


Ehrlich 


251 


chick oviduct 5205 


mRNA, purification/fractionation 195 
mRNA, secondary structure 46C2 
mRNA, transcription, requlation-chromatin 
protein, chick oviduct, effect of oestrogen 
5786 
MRNA, translation, effect of oestrogen, 
Xenopus laevis oocyte %3592 


Ovarian cancer, 
RNA content 
Ovariectomy, 
rat, RNA polymerase I/RNA polymerase II/RNA 
polymerase III activity, effect of 
17beta-oestradiol/oestriol 3937 
Ovary, 
Calliphora erythrocephala/Drosophila 
hydei/Sarcophaga barbata, gene amplification 
1638 
Chrysopa perla/Laspeyresia pomonella/Columbea 
Livia/Fringilla coelebs, rRNA aene 
amplification 2220 
DNA biosynthesis, effect of X-irradiation 
3752 
human, single-stranded DNA, 
menopause 352 
Musca domestica, 
764 
Oncopeltus fasciatus, follicle cell 
maturation, polyribosome biosynthesis 
Oncopeltus fasciatus, rRNA gene 
amplification, absence 948 
RNA + DNA content, alkaline phosnhatase 
activity, effect of oestradiol 253 
Tenebrio molitor, rate-RNA hiosynthesis 
Xenopus laevis, rRNA biosynthesis, 
association-nuage, oogenesis 4121 
Oviduct, 
oh irc'k 7 
chick, 


6249 


effect of 


rRNA biosynthesis/maturation 


161 


SEE) 


biological activity 6585 
fractionation 970 


fractionation/physical 


chromatin, 
chromatin, 
chick, chromatin, 
properties 6566 
chick, effect of oestroaen + 
coli/homologous RNA 
polymerase-initiation-RNA biosynthesis 3931 
chick, gene expression, effect of oestrogen 
786 


Escherichia 


153 


Oviduct (Contd), 
chick, initiation-RNA biosynthesis, effect of 
progesterone-receptor complex, in vitro 
6326 6327 
chick, nonhistone protein biosynthesis, 
stimulation-oestrogen 4546 
chick, ovalbumin mRNA, transcription, 
regulation-chromatin protein, effect of 
oestrogen 5786 
chick, RNA biosynthesis/ovalbumin mRNA 
content/chromatin, effect of 
progesterone/oestrogen 5205 
chicken, purification-avidin mRNA 6253 
Coturnix coturnix japonica, DNA polymerase, 
effect of oestrogen 583 
ewe, RNA biosynthesis/protein biosynthesis, 
regulation-oestradiol/orogesterone 4654 
hen, cell-free system, polyribosomes, 
biosynthesis-ovalbumin 5091 
hen, chromatin, distribut ion-oestrogen 
receptor 4375 
hen, initiation factor IF-A2A/initiation 
factor IF-A2B, isolation/characterization 
5729 
hen, nucleus, RNA biosynthesis 2529 
hen, progesterone binding-receptor protein 
4905 
hen, progesterone interaction-chromatin 
binding site 4906 
hen, RNA polymerase B, purification/structure 
2330 
initiation-chromatin transcription, effect of 
oestrogen 2027 
auail, poly (ADP-ribose) biosynthesis, during 


progesterone-induced DNA biosynthesis 5663 
Rana esculenta, RNA biosynthesis 3560 
RNA biosynthesis, effect of oestrogen 3558 


RNA biosynthesis, stimulation-oestrogen 
receptor complex 3559 
Ovis aries, 
nucleus, content-DNA, comparison-Bos 
taurus/Capra hircus 6354 
Ovulation, 
effect om RNA content, human erythrocyte 
6248 
Ovum, 
see Egg 
Oxamicetin, 
effect on ribosome-peptidyl transferase 705 
nucleoside, synthesis 23373 
Oxolinic acid, 
inhibition-DNA biosynthesis, Escherichia coli 
2675 
Oxygen, 
consumption, HEp No.2 cells, effect of 
Escherichia coli + Coxsackie B3 virus 
infection 999 
dependent UV-irradiation inactivation, 
Escherichia coli, effect on DNA repair 
effect on DNA, thymocyte 319 
bevel on X-irradiation, Escherichia coli DNA 
effect on lymphocyte mitogen response 4317 
interaction-free radical, gamma-irradiation, 
DNA 322 
toxicity, effect on DNA biosynthesis, neonate 
lung 3777 
Oxytetracycline, 
binding-Escherichia coli ribosome 708 
effect on protein biosynthesis/ribosome 
function, Escherichia coli 6222 
production, relationship-RNase/DNase 


3740 


activity, Actinomycetes rimosus 5512 
Oxytrichia, 
growth, DNA content 2580 
Oxy-urea, 


effect on, DNA biosynthesis 429 


154 


Pachytene, 
Coturnix coturnix japonica oocyte, RNA 
biosynthesis 1991 
Pactesyein, 
inhibition-DNA biosynthesis, epidermis 430 
inhibition-polypeptide initiation 2486 
Palaemon serratus, 
hepatopancreas, DNase/RNase/alkaline 
phosphatase/phosphodiesterase, 
purification/properties, circadian rhythm 
4926 
Paleogenetics, 
Holmauist's theory, nucleotide seauence, 
homologous DNA 327 
Pales ferruginea, 
ribonucleoprotein/nucleolus structure, 
spermatocyte 5993 
Palindrome, 
DNA sequence, evidence, adenovirus tyne 2 
4224 
Palladium, 


complex, binding-DNA 6387 
complex-cytosine, NMR 5599 
use-uracil synthesis 6079 


Palladium salt, 
effect on thymidine incorporation, rat tissue 
DNA 5938 
Palmitate, 
metabolism, human skeletal muscle, 
relationshin-RNA content/enzyme activity 
2533 
Palmoplantar pustulosis, 
epidermis, DNA biosynthesis/mitosis 
Pancreas, 
beef, tRNA (tryptophanyl) synthetase 
kinetics, model 6188 
Bison bison, RNase, primary structure 
bovine, DNase, circular dichroism 4929 
bovine, tRNA(tryptophanyl) synthetase, 
proteolysis 1893 
bovine, role of lysine-RNase A active site 
2773 
camel, RNase primary structure, heterogeneity 
4910 
cancer, serum RNase content 
cattle, RNase, immunoloay, 
comparison-Actinomyces rimosus 6606 
DNA biosynthesis, effect of chrysotile 
guinea pia, DNA repair, effect of 
4-hydroxyaminoquinoline 1-oxide 
guinea pig, DNA repair, effect of 
N-nitrosomethylurethane 5499 
carcasitee, 4 degradation-double-stranded RNA 
hypoxic rat, effect of poly(A.U) 108 
isolation-RNA 5141 
neonatal, effect of trypsin inhibitor 2039 
ei zibethica, RNase, primary structure 
66 
rat, alkaline RNase, effect of burn 
rat, run-off ribosome 2473 
mRNA, isolation 2061 
RNase, amino acid sequence, Balaenoptera 
acutorostrata 5517 
Wehh interaction-alkaline/acid poly(A) 
Taurotragus oryx, RNase structure 
Pancreatic fibrosis, 
human, diagnosis 
Papovavirus BK 
DNA, polynucleotide sequence, 
comparison-SV40/papovavirus JC 6423 


nee is 2 homology-papovavirus JC/SV40 


Papovavirus JC, 
DNA, polynucleotide seauence, 
comparison-SV40/papovavirus BK 6423 


DNA sequence, homology-SV40/papovavirus BK 
5870 


5940 


6612 


5518 


3041 


3747 


6610 


4399 
7881 


Parabanic acid, 
adenine (9-ethyl) complex, X-ray diffraction 
5592 
Paracentrotus Lividus, 
development, chromatin protein, 


hydroxyapatite chromatography 3268 
egg, DNA polymerase 
isolation/characterization 3313 


embryo chromatin, DNA-histone interaction 
3857 
embryo, DNA biosynthesis enzyme activity 
1505 
Paramecium, 
ultrastructure, effect of 
DNase/RNase/perchloric acid/pronase 
Paramecium aurelia, 
DNA biosynthesis/RNA biosynthesis/DNA 
template activity, effect of age 4816 
macronucleus DNA, characterization 1463 


5513 


polyribosome, effect of divalent cation 169 
tRNA methylase activity, effect of ionic 
strength/pH/temperature 2914 
Paramecium caudatua, 
micronucleus, infection-omega particle, 
effect on chromatin 2270 
Pararosaniline, 
staining, DNA 3608 


Parathyroid gland, 
MRNA, direction-pre-pro-PTH/pro-PTH 
biosynthesis, Krebs II ascites cell 
cell-free system 1368 


mRNA, translation fidelity 2062 
Parathyreid hormone, 
control-lLiver regeneration 6273 


mRWA, effect of periodate + aniline, 
compar ison-haemoglobin mRNA/satellite 
tobacco necrosis virus mRNA 5747 

Parenchyma cell, 
DNA biosyathesis, rat, 
biosynthesis 6785 
Parkinsonisa desentia, 
reverse transcriptase, activity, human-brain 
593 
Parososycin, 
binding-Escherichia coli 
Parotid gland, 

DNA biosynthesis, induction, 
dichloroisoproterenol, effect on AMP 
Ceyeltc) 15772 

Parvovirus H-1, 

DNA biosynthesis, mechanism 2165 

replication, ultrastructure, effect on host 
ribonucleoprotein/deoxyribonucleoprotein 

1681 
Parvovirus LulIIlI, 


induct ion-DNA 


ribosome 6221 


DONA replication 3161 
Parvovirus X14, 

DNA replication 3160 
PBV virus, 

Penicillium brevicompactum, origin 822 
Pea, 

FRNA, 3'-terminal nucleoside, 

comparisen-wheat germ RNA 4632 
Pea enation mosgic virus, 

double-stranded RNA, lecalization 3023 
Peer, 

fire blight, protectfon-Erwinia amylovora DNA 

2199 

PEK cell, 

RNase, effect of interferon induction 4345 
Penicillin, 


resistance gene, association-tetracycline 
resistance plasmid, Staphylococcus aureus 
3800 

Penicillinase, 

plasmid DNA, Staphylococcus aureus, 
determination-reassociation kinetics 1377 

plasmid, Staphylococcus aureus-containing, 
analysis, DNA hybridization 1632 


Penicillium brevicompactum, 


mycelium, occurrence-phage PBV-1 genome 5956 

PBV virus, origin 822 

RNase, active site, probe, use-modified 

substrate 6004 

RNase, characterization 6003 

RNase, complex-adenine nucleotide 3274 

RNase kinetics, effect of pH 4385 
Penicillium chrysogenunm, 

double-stranded RNA, buoyant density 5171 


double-stranded RNA, 
TI/RNase III 2301 
RNase, active site, probe, 
substrate 6004 
Penicillium claviforme, 
RNase activity, fsoenzyme composition 
Penicillium expansum, 


effect of RNase A/RNase 


use-modified 


3275 


DNA, effect of temperature + irradiation 
2612 
Pentobarbital, 
activity-mouse, effect of thymine + cytosine 
(S-hydroxymethyl) + vitamins 2383 
Pepsin, 
use-RNase BS-1 structure probe 6599 
Peptichemio, 
effect on DNA biosynthesis, L cell 2695 
Peptide, 
acceptor properties, dinucleotide amino acid 
ester 1839 
binding-DNA, salmon spermatozoa 2285 2286 


chain initiation, inhibition, 
reticulocyte lysate 1934 

chain initiation, inhibition, 
Coxidized)/haemin depletion 

chain initiation, inhibition, 
translLation-repressor, Friend Leukaemia cell 

185 

chain termination mutant, herpes simplex 
virus thymidine kinase tene 724 

donor acivity-5"-AMP(formylmethionyl), 
ribosome peptidyltransferase, dinucleotide 
Stimulatien 1928 


ATP depleted 


ATP/glutathione 
1239 


fiateraction-nucleotide/nucleostde 3390 
interactien-eligo(dI) 1859 
recognition-eligo (dA) 3417 

synthesis, phage T4D, DNA, template 459 


Peptide bond, 
formation, eukaryote ribosome, 
inhibition-narciclasine 182 
Peptide factor, 


calf thymus, control-DNA transcription 234 
Peptidoglycan, 
biosynthesis, Streptococcus mutans 2518 
Peptidyl-puromycin, 
synthesis, polyribosome assay, Eschertchia 
coli 165 


Peptidyl transferase, 
activity-ribosome, effect of puromycin 
aminonucleoside 1902 
ribosome, 5°-AMP(formylmethionyl) peptide 
donor acivity, dinucleotide stimulation 
1928 
ribosome, 
ribosome, 
$20 active centre 


effect of oxamicetin/amicetin 705 
Escherichia coli, ribosomal protein 
2477 


ribosome, nucleoside(aminoacyl), substrate 
3480 
riboseme, substrate specificity 1230 


Peptidyl transferase centre, 


bacterial ribosome 714 

location, rRNA 23S 734 
Perichrematin, 

fibril, component-RNA 1995 
Periodate, 


aniline, effect gn parathyroid hormone mRNA, 
compar ison-haemoglobin mRNA/satellite 
tobacco necrosis wirus mRNA 5747 
induction-DNA biosyathesis, lymphocyte, 
kinetics 4315 


-155 


Periplaneta americana, 
prothoracic aland, RNA biosynthesis, effect 
of activation factor I 2024 
RNA biosynthesis, durina vitellogenesis 5769 
Peritoneal exudate cell, 
interaction-lymphocyte 450 
Permanganate ion, : 
oxidation-uracil (6-methyl)/thymine/uracil 
6084 
Petroselinum hortense, 
phenylalanine ammonie-lyase biosynthesis, 
jinduction-illumination 6198 
mRNA, isolation, properties 286 
Petunia hybrida, : 
gene expression, incompatibility reaction 
1651 
zygote, DNA biosynthesis 1535 
pH, ’ 
effect on amino group activity-chromatin 
histone 6580 
effect on competence development/DNA uptake, 
Streptococcus sanguis 3801 
effect on DNA biosynthesis 380 
effect on DNA density, 
role-fractionation-heterogeneity 3096 
effect on polynucleotide conformation 1141 
effect on rate-rRNA biosynthesis, 
Saccharomyces cerevisiae, during sporulation 
Sn 
effect on RNA biosynthesis, Escherichia coli 
RNA polymerase 216 
effect on tRNA methylase activity, Paramecium 
aurelia 2914 
effect on rRNA/mRNA/rRNA biosynthesis, 
Saccharomyces cerevisiae 5218 
effect on RNase kinetics, Penicillium 
brevicompactum 4385 
Phage, 
Bacillus medusa, RNA structure, sporulation 
5169 
development, control mechanism, review 10 
DNA-replication, control, review 16 
double-stranded DNA, structure determination 
1439 
RNA, initiation complex formation, 
role-ribosomal protein S1 4065 
RNA translation, control mechanism 2564 
Shigella, DNA homoloay, relationship-phage T4 
4223 
Phage 1P+f, 
DNA, methylation 1536 
Phage 2C, 
replication-Bacillus subtilis, recombination 
transfer-DNA 3146 
Phage 186, 
hybrid, phage P2, chromosome, mapping 333 
Phage AP50, 
phospholipid containing, RNA structure, 
characterization 5156 
Phage AS-1Mm, 
assembly, infection-Synechococcus cedrorum 
3712 
DNA, isolation/characterization 5864 
infection-Synechococcus cedrorum, DNA 
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purification, properties 562 o-Phenanthroline, 
exonuclease, role-recombination 2777 inhibition-DNA biosynthesis, mammalian cell 
gene regulation, review 1059 3200 
growth, inhibition, F factor 237 inhibition-progesterone receptor 
infected cell, replication fork, binding-nucleus 994 
discontinuous DNA biosynthesis 5373 Phenethyl alcohol, 
infection, Escherichia coli, inhibit ion-adenine incorporation, 
F-factor-inhibition protein biosynthesis Schizopyrnus russelli 4288 
932 933 Phenobarbital, 
inhibitor protein, complex formation, pretreatment, effect on RNA biosynthesis, 
Escherichia coli RNA polymerase 567 aflatoxin B1-induced inhibition, liver, 
mutant, effect of prophage lambda 1600 rat/mouse 1342 
protein biosynthesis, F-factor containing Phenobarbitone, ; - ; 
cells 1355 effect on Liver DNA/RNA binding-aflatoxin B1 
mRNA fragment, RNase III cleavage 1420 ; 
site-containing, isolation/characterization effect on RNA transport, rat liver 4160 
6251 
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Phenol, 


admixture, effect on DNA/RNA physical 


properties 4713 
effect on DNA/RNA physical properties 4713 
Phenosafranine, 
interaction-DNA 6384 
Phenotype, 
DNA, effect of amber mutation, phage P22 
4832 
killer, Ustilago maydis, inheritance 1971 


Phenylalanine, 
effect on tRNA (phenylalanyl) 
synthetase-affinity labelling 134 
induced cerebrum polyribosome dissociation, 
role-RNase 2938 
interaction-AMP, NMR 6109 
radical binding-phage PM2 DNA 
Phenylalanine ammonia-lyase, 
biosynthesis, induction-illumination, 
Petroselinum hortense 6198 
Phenylazomalonic acid, 
use-adenine/xanthine/guanine synthesis 
Phenylethylaemine, 
binding-poly (A), 


4204 


6059 


effect on conformation 


5048 
Phenytoin, 
effect on immune competence 454 
Phleomycin, 
cleavage-DNA, mechanism 3087 
effect on DNA biosynthesis 429 


effect on DNA excision-repair, 
COUiE Sarr 
effect on physical properties-DNA, phage T4 
infected Escherichia col4 5306 
Escherichia coli, effect of 
purine(6',8',9'-trimethyl)2*-ylthio 
acetamide 1790 
solubilization-DNA, Escherichia coli, 
inhibition-phage 74 4262 
Phorbol-12,13-ditetradecanoate, 
stimulation-DNA biosynthesis, 
Phorbol ester, 
calcium fon-dependent stimulation-DNA 
biosynthesis, BALB/c3T3 cell 3189 
inhibition-DNA repair 3188 
stimulation-DNA biosynthesis/ornithine 
decarboxylase, mouse epidermis cell culture 


Escherichia 


epidermis 3765 


5941 
Phosphatase, 
see also Acid phosphatase, Alkaline 
phosphatase, etc. 
distribution stratum corneum/psoriasis, human 
2776 
epidermis, effect on DNA degradation 2725 
Phosphate, : 


acceptor, uracil (3-ribosyl-6-methyl), 
phosphodiester bond synthesis 2883 
adenine ((9-)2*-hydroxyethyl)/adenine 
((9-)3"-hydroxypropyl)/adenine 
((9-)4*-hydroxybutyl), NMR 6106 
effect on reverse transcriptase 
activity/stability, avian myeloblastosis 
virus 6655 
interaction-adenine nucleotide, effect of 
reduction 6197 
internucleotide bond, 
6136 
terminal, oligonucleotide/nucleotide, 
modification 2895 
Phosphatidylcholine, 
biosynthesis, effect of 
chick Liver microsome 
Phosphatidylethanolamine, 
biosynthesis, effect of 
chick Liver microsome 
Phosphodiester bond, 
conformation 328 
effect of oligo (T) derivative 
reaction-dicyclohexylcarbodiimide, NMR 


use-oligo (T) synthesis 


uracil(propylthio), 
4470 


uracil(propylthio), 
4470 


6135 
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Phosphodiester bond(Contd), 
formation-RNA polymerase, 
Escherichia coli 6631 
synthesis, uracil(3-ribosyl-46-methyl) 
phosphate acceptor 2883 
Phosphodiesterase; 


stereochemistry, 


acid, Nicotiana tabacum, cleavage-mRNA, 
methylated S'-terminal 4966 

activity, Brassica napus pollen 5545 
isolation, Brassica napus pollen 5514 


Palaemon serratus hepatopancreas, 
purification/properties, circadian rhythm 
4926 
removal-RNA S*-terminal, effect on biological 
activity/assembly-tobacco mosaic virus 6255 
snake venom, analysis-nucleotide composition, 
oliaodeoxyribonucleotide 2424 
spleen/snake venom, effect on syn 
conformation-uridine 
(46-methyldeoxy)/inosine-containing 
dinucleotide 2351 
Phosphodiesterase (decyclizing), 
activity, Brassica napus pollen 
isolation, Brassica napus pollen 
Phosphodiesterase I, 
purification/characterization, 
4436 
Phosphodiesterase II, 
purification, activity, 
intestinal mucosa 4437 
Phosphoenolpyruvate carboxykinase, 
mRNA, isolation 4175 
6-Phosphogluconate dehydrogenase, 


S515 
5514 


Bothrops atrox 


rat/quinea pic 


synthesis, Escherichia coli, 1620 
Phospholipase, 
effect on RNA biosynthesis, mouse mammary 
gland 4655 
Phospholipid, 


biosynthesis, Escherichia coli 
eneray-uncoupled mutant 3135 

biosynthesis, neonatal pancreas, 
trypsin inhibitor 2039 

biosynthesis, uterus, effect of pregnancy 
37C5 

containina phage APSO, 


effect of 


RNA structure, 


characterization 5156 

dearadation, Pseudomonas aeruginosa, effect 
of polymyxin B 255 

effect on DNA histone H1 complex 4367 


effect on Escherichia coli DNA polymerase I 
activity 4426 
membrane, association-RNA polymerase complex, 
poliovirus 6018 
role-ribosome-endoplasmic reticulum membrane 
interaction 2466 
Phosphonate ester, 
hydrolysis, S*-nucleotide phosphodiesterase 
1035 
Phosphonoacetate, 
inhibition-DNA polymerase, herpes simplex 
virus 1748 
mechanism-herpesvirus induced DNA polymerase 
inhibition 2784 
Phosphonoacetic acid, 
effect on DNA biosynthesis, Epstein-Barr 
virus 4280 
effect on herpes simplex virus/vaccinia 
virus/adenovirus, DNA biosynthesis 996 
inhibition-cytomegalovirus DNA polymerase 
activity/DNA biosynthesis 1016 
inhibition-DNA biosynthesis, 
cytomegalovirus/Epstein-Rarr 
virus/Herpesvirus saimiri 6491 
inhibition-DNA biosynthesis/late gene 
expression, Epstein-Barr virus 3166 
inhibit ion-DNA replication, Epstein-Barr 
virus infected Raji cells 3727 
resistant herpes simplex virus mutant, DNA 
polymerase activity 3915 


Phosphoprotein phosphatase, 
chromatin-associated, liver nucleus, 
purification/properties 2343 
rabbit reticulocyte, 
dephosphorylation-ribosomal subunit 40S 
Phosphoramidate, 
protection-oligoribonucleotide synthesis 
2418 
gamma-Phosphoramidate, 
oligodeoxyribonucleotide, synthesis 
Phosphoremidate bond, 
circular double-stranded DNA containing, 
Phage phix174, biosynthesis 3159 
Phosphoribosylpyrophosphate, 
biosynthesis, effect of 
adenosine/ inosine/gquanos ine/6-mercaptopurine 
riboside 6100 
metabolism, bone marrow, 
X-irradiation 2412 
metabolism, human Leukaemia 2379 
Phosphoribosylpyrophosphate synthetase, 
activity during reticulosis 6036 
mutant, fibroblast, purine metabolism/gout 
616 
Phosphoribosyltransferase, 
binding-operon Chistidine)-DNA 
Phosphoric acid, 
hydrolysis, Feulgen staining-DNA 
Phosphorus, 
serine histone H1 derivative complex=DNA, 
structure 4346 
Phosphorus-32, 
decay, effect on phage T4D DNA 
Phosphoryl chloride, 
phosphorylation, nucleoside hydroxyl group, 
5'=-nucleotide synthesis 637 
Phosphoryl chloroimidazolide, 
interaction-nucleoside (deoxy)/dinucleoside 
phosphate 5616 
Phosphoryl triimidazolide, 
“§InteractTfon-nucleoside (deoxy)/dinucleoside 
phosphate 5616 
Phosphorylation, 
during Liver regeneration, sssociation-RNA 
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2420 


effect of 


491 


3610 


1421 


biosynthesis histone 4900 
Phosphotriester, 
formation, assay-DNA alkylation, phage 17 


5273 
Phosphotriester method, 
oligonucleotide synthesis, intermediate 
synthesis, thymidylylthymidines 97 
Phosphotungstic acid, 
stseining-ribonucleoprotein complex, 
Drosophila hydei chromosome puff 
Phosvitin, 
biosynthesis, oestrogen industion, effect on 
tRWA Ser 668 
Phetoreactivating enzyse, 
effect of UV-irradiation DWA-repsir yeast 
2688 
Photereactivation, 
UV-irradiation-Escherichia colf 
 peasurement, use-RNA biosypthesis 
Phetosensitivity, 
aitechondrial PNA, L cell, fthysidine 
kinese-deficient, effect of uridine 
_ (bromodeoxy) incorporation 324 325 
mitochendrial DNA nicking, 


2894 


3846 


3737 
3573 


uridine(bromodeoxy) ineovporation 2088 
Photosensitizetion, 
poly(A), EPR, effect of proflavine binding 
3986 


purine/pyrimidine/nucleoside/nucleotide, 

proflavine 1787 
Phototherepy, 

Light, effect on DNA repair 
Phthelieido-thiazole, 

synthesis/inhibition-RWA polymerase 
Phycomyces blakesleeanus, 

biosynthesis-high-solecular weight rRNA 


5424 
3349 
6301 


Phycomyces blakesleeanus(Contd), 
chromatin, characterization 4353 
spore development, effect of uracil 
(S-fluoro)/cycloheximide 5613 
Phyllosticta maydis, 
mitochondrial DNA, analysis, use-restriction 


endonuclease 5889 
Phylogeny, 

ONA polymerase beta 3927 
Physarum, 

DNA, cleavage-S phase, restriction 


endonuclease 2237 
Physarum polycephalum, 
chromatin, histone structure/composition 
1697 
chromatin subunit, structure 
chromosome subunit structure, 
pattern 5984 
DNA, breakage/repair, 
dimethylmercury 447 
DNA replication 2646 
histone H1, phosphorylation-histone kinase, 
control-mitosis 4962 
histone kinase, isolation/properties 
metaphase nucleus, 
mitochondria, 


3258 
DNA digestion 


effect of 


6040 
repetitive chromatin 4352 
nucleoid, isolation-protein 


4893 
mitosis, effect of UVirradiation 1501 
mitosis, rRNA biosynthesis 2521 


nucleotide (ribo)/nucleotide (deoxyribo) 
pool, during, mitosis 92 
RNA polymerase content, mitosis 3294 
RNA polymerase I/RNA polymerase II structure, 
comparison 2780 
Phytochrome, 
induced polyribosome association, Phaseolus 
vulgaris 4572 
Phytohaemagglutinin, 
activation-mouse thymocyte chromatin, 
comparison-concanavalin A 4820 
effect on chromatin activation, 
4907 
effect on 
content, 
effect on 


Lymphocyte 


DNA biosynthesis/AMP (cyclic) 

thymocyte 5438 

DNA polymerase alpha/ODNA polymerase 
beta/DNA polymerase gamma activity, human 
lymphocyte 3321 

effect on induction-DWA biosynthesis, 
T-Lymphocyte 3830 

effect on precursor DNA biosynthesis, 
Lymphocyte 6685 

effect on pyrimidine metabolism, 
636 

induced DNA biosynthesis, 
stimulation-monocyte/macrophage 3243 

stimulated human Lymphocyte, DNA polymerase 
alpha/DNA polymerase beta activity 3320 

stimulated lymphocyte, cytidine(deoxy) 
uptake/dTMP/dTTP metabolism 1821 

stimulated, lymphocyte, rRNA biosynthesis 


Lymphocyte 


1310 
stisulation-cell proliferation, lymphocyte, 
assay 4826 


stimulation-human lymphocyte, effect on DNA 
sedimentation 6449 
stimulation-human lymphocyte, 
characterization 4689 
treated Lymphocyte, mitomycin inhibition-DNA 
biosynthesis, effect on mitogenic factor 
biosynthesis 64864 y 
treated Lymphocyte, RNA biosynthesis, effect 
of dexamethasone 6316 
Phytohormone, 
effect on DNA replication, 
Bag dat eaiihy infestans, : 
nfection, Solanum tuberosum, role-DNA, 


release-DNA, 


Cymbidium 5910 


resistance 1585 
Picea, 
DNA content 2586 
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Pichinde virus, 

infected BHK 21/318 cell Line, 
defective-interfering particle biosynthesis, 
RNA characterization 5164 

Picornavirus, 
RNA, mapping, use-two-dimensional 
electrophoresis 4612 
Picryl chloride, 
effect on DNA biosynthesis, in vitro 3778 
Pieris brassicae, 

wina disk, poly (A)-containing mRNA, 

purification/characterization 732 
Pig, 

DNA, C-type virus sequence 860 

liver, elongation factor EF-1beta 
purification/properties 2957 

protein biosynthesis, relationship-RNA 
content 5693 

thyroid, DNA, seauence organization 6448 

Pigeon, 

erythrocyte, GTP binding site-adenylyl 
cyclase, analysis 6127 

globin gene, isolation 4192 

histone HS, N-terminal amino acid sequence, 
compar ison-chicken/quail/duck/goose 5486 

Pineal gland, 

N-acetyltransferase induction, 
reaquirement-RNA biosynthesis, circadian 
rhythm 4124 

cell culture, rat, RNA 
polymerase/hydroxyindole-O-methyltransferase 
activity, effect of oestradiol 6021 

Pinus, 
DNA content 2586 
Pinus banksiana, 

callus development, relationship-DNA 
biosynthesis/RNA biosynthesis/tRNA 
Caminoacyl) synthetase activity 5193 

Pinus pinea, 

cotyledon, histone/nucleohistone, 
characterization 4865 

seed, RNase, purification/properties 3280 

Pinus thunbergii, ‘ 

seed, polyribosome formation, effect of far 

red light 6218 
Pisum arvense, 

embryo axis tissue, ribosome, poly 
(phenylalanine) biosynthesis, effect of 
viability 5129 

ribosome activity/DNA biosynthesis/RNA 
biosynthesis, effect of water inhibition 

5128 
Pisum sativum, 

chloroplast, closed circular DNA, physical 
properties 6451 

chloroplast DNA, isolation 1394 

chloroplast DNA, properties 3692 

chloroplast, initiation-protein biosynthesis 

6240 

chloroplast membrane, 
association-polyribosome, during grana 
formation 1201 

chloroplast, RNA biosynthesis, localization 

2006 

chromosomal protein, properties 977 

chromosome, DNA replication 409 

ESC IAG! Bh auoei im -oaes coli endonuclease 

DNA/RNA content, relationship-cell/seed 
weight 6359 

epicotyl, DNA replication, 
relationship-endomitosis 4766 

etiolation, chromatin, effect of indoleacetic 
acid’ 539 ’ 

germination, DNA biosynthesis/RNA 
biosynthesis 2151 

germination, DNA polymerase activity 2152 

initiation complex formation, mRNA 
independent 188 
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Pisum sativum(Contd), 
meristem, DNA biosynthesis, 
induct ion-aamma-irradiation, during 
germination 6599 
nucleus/chloroplast, DNA hiosynthesis/RNA 
biosynthesis, effect of red light STG 
nucleus/chloroptast RNA polymerase, 
comparison 2324 
polyploidy, level/DNA biosynthesis/RNA 
biosynthesis, effect of light 408 
ribosomal protein, conformation/activity, 
effect of ammonium chloride 699 
rRNA gene, content 1386 
tRNA Leu/tRNACLeucyl) synthetase, 
purification/characterization, comparison, 
seed/cotyledon 4012 
tRNA Phe, sequence 2912 
root cell, DNA replication, during 
termination-proliferation 4765 
root, DNA/RNA, bindinag-saluminium 4716 
root, RNase, purification/properties 1723 
seed, content-DNA/RNA/protein/amino acid, 
during development 6357 
seed development, rRNA content 192 
seedling, chloroplast membrane ribosome 
isolation/structure 4048 
Pituitary gland, 
see also Hypophysectomy 
cell, activity-nucleotidase, comparison-liver 
during regeneration/hepatoma 5566 
cell, rat, prolactin mRNA biosynthesis, 
stimulation-thyropin-releasing hormone 4656 
rat, tumour cell nucleus, RNA biosynth2sis 
5212 
mRNA, cell-free system biosynthesis-prolactin 
precursor 36063 
tumour, protein biosynthesis/RNA 
biosynthesis, effect of diethystilboestrol 
3032 
Placenta, 
human, DNA-binding protein, 
purification/characterization 4371 
human, DNA repair exonuclease, 
purification/characterization 6013 
human microsome, 5*-nucleotidase 
characterization 5567 
human, purification-tRNA 1158 
human, RNA interaction-sodium nitrite, 
role-antiviral agent 6338 
human, tRNA Phe, seauence, 
comparison-calf/rabbit liver 123 
human, tRNA/tRNA nucleotidyltransferase, 
Properties 5664 
lactogen mRNA translation, 3058 
rat, DNA biosynthesis, inhibition-chloridine 
5430 
Planaria, 
RNA biosynthesis, during regeneration 5182 
Plankton, 
freshwater, DNA determination 1378 
Planococcus halophilus, 
taxonomy 2122 
Planorbis exustus, 
DNA biosynthesis, during early cleavage 3697 
Plant, 
see also various species 
chromatin, fractionation, immobilized RNA 
polymerase 972 
DNA, base composition, determination 2622 
DNA biosynthesis, effect of gibberellin 2669 
DONA, isolation, use-cetyltrimethylammonium 
bromide 6369 
DNA/rRNA/RNA, purification 4088 
ONA, staining-uranyl ion 3609 
elongation factor complex 723 
gene activation, regulation 2719 
higher, chloroplast, covalent closed circular 
DNA, displacement loop 1472 


transcription factor, activity, mechanism 
4132 


Plasma, Plasmid(Contd), 


detection-uracil (5-fluoro)/ftorafur, DNA-protein relaxation complex, 
use-chromatography (gas) 4998 occurrence-Staphylococcus aureus 6560 
goat, content-DNA/RNA, during Lactation 6247 DNA, Pseudomonas putida, isolation 3625 
human, RNA, characterization 1950 DNA recombination, bacteria, preparation 
Plasma cell tumour, 4190 
mouse, RNA binding protein 160, purification DNA, relaxation complex-protein 1688 1689 
506 1690 
Plasma factor, DNA replication, characterization 6454 
RNA-containing, effect on lymphocyte surface Escherichia coli, DNA sequence, 
immunoglobulin, myeloma 2241 translocation, mediation-ampicillin 
Plasma membrane, resistance 1611 
Bacillus subtilis, DNA protein complex, Escherichia coli, 
characterization 4349 integration-mRNA~complementary DNA duplex 
Gynura aurantiaca, effect of citrus exocortis 5963 
viroid infection 3554 Escherichia coli, isolation-inverted 
hepatocyte, 5"-nucleotidase activity 2347 repetitive DNA sequence 5258 
inosine transport, SV40-transformed 373 cells Escherichia coli, mediation-tetracycline 
2402 resistance/hydrogen sulphide synthesis, 
L929 cells, nucleoside metabolism, physical properties 336 
role-nucleoside phosphorylase/adenos ine Escherichia coli, rabbit beta-globin gene 
deaminase/adenosine kinase 1814 seaguence, insertion 943 
5'-nucleotidase, activity-human Escherichia coli replicative form, DNA 
polymorphonuclear Leukocyte 3940 intermediate structure 4226 4227 
rat Liver, RNase/3'=-nucleotidase, effect on genome, structure analysis, use-restriction 
poly (U)-degradation 110 endonuclease 6412 
Plasmacytoma, hybrid, construction 942 
cell, cytoplasm, mRNA-containing hybrid, gene excision 455 
ribonucleoprotein, characterization 958 interaction-plasmid, Staphylococcus aureus, 
immunoglobulin IaG synthesis, effect of extrachromosomal DNA non-additivity 1631 
inhibition-initiation 4069 beta-lactamase specific, Haemophilus 
murine, RNA, effect on Lymphocyte influenzae, characterization 3683 
immunoglobulin SIg 6339 Neisseria gonorrhoeae, DNA structure/physical 
ribosome-associated protein kinase, activity properties 5311 
1916 nucleoid complex, Salmonella typhimurium, 
mRNA, fractionation 2498 structure-DNA 5496 
Plasmacytoma MOPC 315, penicillinase, Staphylococcus 
murine, RNA polymerase III, aureus~containing, analysis, DNA 
purification/subunit structure 2328 hybridization 1632 
Plasmid, protein, tetracycline resistant, 
see also Colicinogenic factor, Episome, R control-biosynthesis 4264 : i 3 
factor, Sex factor recombination, Escherichia coli K12 amber 
bacterial, structure, role-agene mutation, DNA Ligase-defective 1614 
translocation, review 6052 Staphylococcus aureus, tetracycline 
chimaera, eukaryote x prokaryote, structure resistance gene, recombination-phage $1 
464 5957 
complex-chromosome, Escherichia coli 6396 Streptococcus faecalis, tetracycline 
composite, Escherichia coli, DNA resistance 4330 
biosynthesis, control 1483 tetracycline resistance, 
composite, Proteus mirabilis, DNA association-penicillin resistance gene, 
biosynthesis, origin 1482 Staphylococcus aureus 3800 
containing rabbit globin gene, cloning 3233 transduction-Streptococcus lactis C2 mutant, 
determination-lLactose/sucrose fermentation evidence-DNA structure 6436 
activity, Salmonella tennessee 2632 Plasmid Clo DF13, 
DNA, Agrobacterium tumefaciens, cleavage-cloacin DF13, role-DNA replication 
occurrence-crown gall tumour 5253 6472 
DNA, analysis/physical properties, antibiotic DNA, role-template, cell-free system, 
resistant Staphylococcus aureus 5308 characterization-immunity protein 5456 
DNA, Bacillus subtilis/Bacillus pumilus, replication-Escherichia coli 5365 
characterization 335 Plasmid Col 1b, 
DNA, characterization, Escherichia coli segregation-plasmid drd7, Escherichia coli 
mutant 3117 minicell 3528 
DNA, cleavage-restriction endonuclease EcoRI Plasmid Col E1, 
1728 hybrid, construction, phage Lambda repressor 
DNA, deletion-restriction endonuclease site gene containing 6524 
4717 hybrid-plasmid R6K, preparation, DNA 
DNA, detection-Streptococcus mutans 4681 structure 5309 
DNA, hybrid, transformation-Escherichia coli replication-Escherichia coli 5365 
genome 1613 Plasmid drd7, 
DNA, identification/characterization, segregation-plasmid Col 1b, Escherichia coli 
use-electrophoresis 6348 minicell 3528 
DNA, isolation/properties, Bacteroides 337 ‘Plasmid F°, 
DNA, isolation-tetracycline resistant replication-Escherichia coli mutant 2153 
Escherichia coli, homologous-R factor R12 Plasmid lLambdadv, 
5257 recombination-Escherichia coli DNA, gene 
DNA, mutagenesis-hydroxylamine 5269 cloning 6533 
DNA, Neisseria gonorrhoeae, occurrence 2065 Plasmid-like, 
DNA, penicillinase, Staphylococcus aureus, DNA, relationship-talose (6-deoxy) antiaqen, 
determination-reassociation kinetics 1377 Actinomyces viscosus/Actinomyces naeslundii 
4839 
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Plaspid NR1, 
DNA, mapping-restriction endonuclease 
Plasaid P, 
containing Klebsiella pneumoniae nitrogen 
fixation gene, construction 3221 
Plasmid pkri01, 
effect on DNA repair, 
5372 
Plasmid R, 
DONA replication initiation site 357 
Plasmid R6K, 
Escherichia coli, DNA replication, 
bidirectional 360 
hybrid-plasmid Col E1, preparation, DNA 
structure 5309 
Plesmid R483, 
DNA sequence coding-trimethoprim/streptomycin 
resistance, transposition 3217 
Plasmid R538-1, 
DNA, transcription, 
Plasmid RK2, 
DNA, cheracterization 
Plasmid RrP4, 
mutant, use in cloning, genetic engineering 
2207 
Plasmid rsF1040, 
replication, Escherichia coli 
Plasmid RSU2, 
drug resistance, transfer, Pseudomonas 
aeruginosa-Escherichia coli 468 
Plasmid T1, 
Agrobacterium tumefaciens, 
control-octopine/nopaline biosynthesis 
4838 
Agrobacterium tumefaciens, 
Plasmodium berghei, 
infection, spleen, DNA biosynthesis 879 
Plasmodium cynomolgi, 
infection-Anopheles balabacensis, DNA 
biosynthesis/RNA biosynthesis 378 
Plassodium knowlesi, oe 
ribosome, isolation/characterization 
rRNA, adenine/uracil distribution, 
relationship-evolution 4111 
RNA biosynthesis, in vivo/in vitro 223 
Pleseodium lophurae, 


5310 


Escherichia coli mutant 


Escherichia coli 2993 


1438 


3694 


isolation 2079 


1199 


cell-free system, protein biosynthesis 3474 
Platelet, 
aggregation, inhibition-adenosine (2-adizo) 
5006 


human, DNA biosynthesis, Micrococcus 
infection 366 

human, mitochondria, RNA biosynthesis/DNA 
biosynthesis 2145 


incorporation-purine nucleoside analogue 
2860 


thrombocythaemia, reverse 
transcriptase/C-type virus particle 
Triton X-100-treated, 
1121 
Platinua, 
binding-poly (A-U) phosphorothtoate/AMP 
phosphorothfioate/UMP phosphorothioate 


2787 
incorporat ion-ATP/UTP 


5642 


complex, binding-DNA 6387 
complex-CMP/GMP, NMR 1417 
complex-cytosine, NMR 5599 


age I ARAL SAR CA AM, X-ray diffraction 

5 
DNA complex, atomic absorption 
spectrophotometry 5835 

Platinum ethylenediamine dichloride, 
complex formatton-cytosine arabinoside 
(1-beta-0-furanosyl) 50146 

cis-Blatinum (II) diaminodichloride, 
binding-DNA, effect on molecular weight/DNA 
biosynthesis, Chinese hamster cell 3766 
Si ece on Chinese hamster cell DNA repair 


interaction-DNA 1409 
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cis-Platinum (II) diaminodichloride(Contd),— 
use-separation-DNA, Saccharomyces cerevisiae 
5827 
trans-Platinum (11) diaminodichloride, 
interaction-DNA 1409 
Platinum salt, : 
effect on thymidine incorporation, 
DNA 5938 
Plectonema boryanum, 
infection-phage SPI, kinetics-protein 
biosynthesis 4545 
Pletotropisa, 
Bacillus subtilis-mutant, 
hyperproduction-alpha amylase/protease 463 
phage phix174 gene A mutant 3156 
role-tRNA, mammalian cell 3441 
Plethodon, 
chromosome, hybridization, 
Pleurodeles waltii, 
egg, activation, pronucleus, DNA 
biosynthesis/evolution 3700 
lung, mitosis, effect of actinomycin 
D/adenosine(3'-deoxy)/ethidium 
bromide/acridine orange/proflavine 
Ploidy, 
Didymium iridis plasmodia 3064 
effect on rRNA gene transcription, Misgurnus 
fossilis embryo 2526 
Helianthus annuus, normal/crown gall tumour 
2581 
Pneumococcus, 
competent, release-DNA-binding protein 983 
DNA-membrane fraction, poly (A), 
role-enhancement-DNA biosynthesis 5052 
sulphonamide-resistant, merodiploid, aenetics 
1626 1627 
transformation, mismatch correction 
Pedophyllotoxin, 
effect on cell cycle, Lymphoblast 925 
effect on induced DNA biosynthesis/RNA 
biosynthesis, rat lymphocyte 464825 
Pokeweed mitogen, 
effect on DNA biosynthesis/mitosis, human 
Leukocyte 5942 
effect on induction-DNA biosynthesis, 
T-Lymphocyte 3830 
Polerography, 
DNA, hypothesis-electrode activity 
Poltovirus, 
defective-interfering particle, review 2360 
infected HeLa cell, RNA biosynthesis, effect 
of guanidine 5197 
infected HeLa cell, mRNA S*-terminal 
structure, effect on protein biosynthesis 
3508 
inhibition-protein biosynthesis initiation, 
HeLa cell polyribosome, in vitro 4585 
isolation-high density component 728 
OF Seine association-replication complex 
2263 
replication, comparison~-alphavirus 
RWA, S*-terminal sequence 1963 
MRNA, S*-terminal sequence 1964 
RNA biosynthesis, effect of anaerobic 
digestion 4666 
RNA biosynthesis, 
inhibition-2,3-bis-quinoxaline 
(acetylmercaptomethyl) 5213 
RNAI OS NDE Deas ay poly (A), genetic coding 
RNA, complementary DNA biosynthesis, avian 
Beceem virus reverse transcriptase 
RNA polymerase complex, 
association-phospholid membrane 
RNA, secondary structure 198 
RNA, sequence analysis 4613 
RNA translation, effect of temperature 6193 


eae ee eukaryote cell-free system 


rat tissue 


rRNA gene 2634 


3936 


2712 


3637 


1326 


6018 


Poliovirus(Contd), 


RNA translation, initiation site 
vaccine, infected mouse, RNA, 


1359 


isolation/hybridization-mouse DNA 5137 
Pollen, 
Brassica napus, 
isolation-RNase/phosphodiesterase 
(decyclizing)/phosphodiesterase 5544 


Brassica napus, RNase/phosphodiesterase 
eerie g ta rere soavesterase activity 
5515 
nucleus, Tradescantia, DNA biosynthesis, 
association-actinomycin-sensitive 
endonuclease 1733 


Poly-L-arginine, 


effect on DNA condensation, polyethylene 
glycolt/salt solution 1422 


Poly-L-histidine, 


complex-DNA, circular dichroism 3098 
complex-DNA, helix-coli 
transition/conformation 2600 
complex-DNA/poly (dA).poly (dT)/poly 
(dA-dT).poly (dA-dT), circular dichroism 


2601 


Poly-L-Llysine, 


carboxymethylcellulose, modification-poly 
(1.C), use-adjuvant 5054 

complex-DNA/poly (A), Raman spectra 

condensation-DNA 844 

effect on DNA condensation, polyethylene 
alycol/salt solution 1422 
interaction-calf thymus DNA, 


5290 


circular 


dichroism, effect of denaturation 5280 
interaction-DNA 299 
Poly (lysine-Leucine), 
complex-DNA, circular dichroism 2740 
complex-DNA, thermal denaturation 2741 
Poly(A), 
absence, Nodamura virus RNA 1968 


addition-globin mRNA, 
1312 

addition-phage MS2 RNA 3°-terminal 

addition-rhinovirus RNA, human cells 

addition-RNA, chromatin/nucleus 227 

affinity, protein, cytoplasmic/soluble 


effect on stability 


2537 
2539 


nuclear 1702 
alkaline/acid, interaction-pancreas RNase 
1722 


antibody, detection-systemic lupus 
erythematosus 6550 

antibody, systemic Lupus erythematosus, 
isoletion/characterization 1667 

attachment-methylene dianiline derivative, 


use-poly (U) isolation, HeLa cell 5653 
binding-DNA 3082 3083 
binding-proflavine, mechanism 2595 
binding, ribosomal subunit, liver 1147 


binding-tryptamine/serotonin/phenylethylamine 
/histamine, effect on conformation 5048 
biosynthesis, effect of phage T4 gene 32 
protein 2702 
biosynthesis, Liver regeneration, effect of 
cordycepin 2034 
biosynthesis, phage T2L infection, 
Escherichia coli 109 $73 
complex-cystamine, < 
characterization-interaction 3998 
complex-polylysine, Raman spectra 
complex-xanthine analogues 1857 
conformation, effect of pH/sodium chloride 
1141 
containing, 
structure 
containing, influenza virus mRNA translation, 
wheat germ cell-free system 3485 
containing, methylated mRNA, decay kinetics, 
mouse kidney 5803 
containing, muclear RNA, sequence, 
compar 4son-mRNA, cytoplasm, Drosophila 
containing, ribonucleoprotein, Ehrlich 
ascites carcinoma, purification 4891 


5290 


globin mRNA, 5°-terminal 


4100 


4626 


containing, RNA 26S, distribution-myoblast 
cytoplasm, during growth/development 4596 
containing, mRNA, accumulation, effect of 
ribosome content, 376 cell 4055 
containing, RNA, analysis, rat brain 
mitochondria 5143 
containing, RNA, assay 727 
containing, mRNA, biosynthesis during cell 
cycle, Saccharomyces cerevisiae 6299 
containing, mRNA, biosynthesis, during 
germination, Blastocladiella emersonii 
zoospore 4640 
containing, RNA biosynthesis, effect of 
2-allyl-2-isopropylacetamide, rat liver 
5224 
containing, RNA biosynthesis, effect of 
3-methylcholanthrene, rat Liver 3571 
containina, RNA biosynthesis, Ehrlich ascites 
cell mitochondria 4129 
containing, RNA biosynthesis, 
mitochondria 4646 
containing, RNA biosynthesis, seauence 
analysis, herpes simplex virus 5196 
containing, rRNA, complementary DNA 
biosynthesis, in vitro 5361 
containing, RNA, content-chick embryo 
cytoplasm/nucleus 4083 
containing, RNA, effect of aldosterone, Bufo 
marinus 6312 
containing, RNA, effect of dehydration, 
Polytrichum commune 5802 
containing, RNA, gene expression, effect of 
oestrogen, hen oviduct 4652 
containing, RNA, 
identification/characterization, 
Blastocladiella emersonii zoospore 
containing, RNA, isolation 1947 
containing RNA, isolation/characterization, 
Rauscher leukaemia virus infected BALB/c 
cell 5741 
containing, mRNA, 
isolation/translation-casein/alpha-lactalbum 
in, guinea pig mammary gland 6347 
containing, RNA, isolation, use-oligo(d.T) 
cellulose chromatography 4587 
containing, RNA, isolation-Zea mays 
chloroplast 5764 
containing, mRNA, methylation, Saccharomyces 
cerevisiae 2987 
containing, RNA, oestrogen-induced, physical 
properties/content 6286 
containing, mRNA, Pieris brassicae wing disk, 
purification, characterization 732 
containing, RNA, polyribosome, specificity, 
base composition 4605 
containing, RNA, properties, hamster cell 
mitochondria 5176 
containing, RNA, size-Drosophila melanogaster 
embryo 4591 
containing, mRNA, stability, mouse kidney 
5186 
containing, RNA, structure, 
role-encephalomyocarditis virus infection 
5161 
containing, RNA, translation-protein S-100, 
cell-free system 5698 
containing mRNA translation, Xenopus laevis 
oocyte cell-free system 5810 
containing RNA, turnover, Saccharomyces 
cerevisiae 2999 
containing, RNA, yeast mitochondria, 


rat liver 


5139 


translation, Escherichia coli ribosome 807 
content, adeno-associated virus RNA, infected 
KB cell 6266 
content-casein mRNA 5155 
content, effect on globin mRNA stability 
3599 
content, RNA, biological activity, 
encephalomyocarditis virus 5753 
content, RNA, HeLa cell polyribosome 6295 
f@ontent, Rous sarcoma virus RNA subunit 1278 


content, Saccharomyces cerevisiae 167 


physical properties 6138 
3"-terminal structure, foot and mouth disease 
virus RNA 3509 
transcription, reverse transcriptase 1154 
Vicia faba root meristem poly(A)-containing 
RNA, size/Llocalization 1288 
Poly A(2-amino), 


Poly(A) (Contd), 
mitochondrial RNA 205 f 
deficient, RNA, isolation-frog virus 3 
infected BHK-21 cell! 6267 J ; 
deficient mRNA, translation, characterization 
6346 : 
effect of DNA antibody 166 
; interaction-poly (U) 5661 
Ea ceepenta stymtaasens hoods Poly ACat-a7tdom2"-deony) 
emission spectra 658 synthesis/properties 5654 


Fh aseentiNii-r oy) Gry stalvoarat hye e506 Poly A(N6-benzyl), 


genetic coding, RNA biosynthesis, poliovirus inhibit ion-DNA polymerase/deoxynucleotidyl 

778 ane crepe uae a T1535 

: . oly cyclo), 

geen eects 4500 despreeeietre ene hybridization-oliagi U (cyclo) 3406 
helix, hydrolysis stability 3410 Poly A(3-deaza),— 

helix, spatial configuration 102 biological activity 4005 

hydrogen-deuterium exchange 1115 Poly A(N6~isopentenyl), 

jnduction-experimental allergic inhibit ion-DNA polymerase/deoxynucleotidyl 
encephalomyelitis, guinea piq 2726 transferase(terminal) 1153 

inhibition-DNA polymerase/deoxynuc leotidyl Poly AC9-vinyl), ar 

Rinne Mewes ceChermins ll meets S effect on mRNA template activity 2432 
inhibit ion-Moloney murine leukaemia virus inhibition-mammalian DNA polymerase, template 
biosynthesis, JLS-V9 cell 4C06 specitic. 2794 

inhibition-RNA biosynthesis, phage Qbeta RNA Poly(A) hydrolase, 

replicase 3540 chick embryo fibroblast, f 
inhibition-RNase, human liver 6613 characterization/localization 6043 
interaction-arginine/lysine 1146 Poly(A) polymerase, 

interaction-1, : activity, cytoplasm/nucleus-mouse embryo 
3-bis(2-chloroethyl)-1-nitrosourea 1132 1865 ’ 
interaction-distamycin A 3655 activity-RNA polymerase I, Brassica oleracea 
interaction-manganese, NMR 5047 3938 P af. - 
interaction-poly(vinylbenzo-18-crown-6) 2901 chromatin-bound/free, activity-liver nucleus 
UV-irradiation, effect of metal ions 4504 2799 ! ' 

lacking, mRNA, characterization, Ehrlich distribution, rat Liver 6675 

ascites cell mitochondria polyribosome 5177 effect on-RNA polymerase assay 6625 
lacking, mRNA, isolation, L cell 5743 inhibition-ATP (2-aza-1,N*6-etheno) 6125 
lacking, mRNA, translation-Lytechinus voictus inhibition-coralyne acetosulphate/fagaronine 
embryo 2059 chloride/nitidine chloride 6650 

Liver, effect of tryptophan 3057 inhibition-polyamine, in vitro 6674 
NMR 657 jsolation/characterization, rat Liver 
nuclear/chromatin RNA, characterization, mitochondria 5536 

Novikoff ascites hepatoma 2991 mechanism 1022 
nuclear/cytoplasmic, relationship, L-cell nuclear, properties, comparison-hepatoma/rat 

1152 liver 5662 
photosensitization, EPR, effect of proflavine nucleus, charachterization 1021 

binding 3986 regulation-amino acid starvation, rat liver 
presence-Escherichia coli RNA 218 nucleus/mitochondria ‘5564 
reaction-N-nitroso-N-methylurea, product Poly(A.1I), 

identification 6149 structure, effect of ribosomal protein S1 
region, mouse globin mRNA, fate 6287 4508 
mRNA, association-protein, role-transport, Polyd(A-I-C)n.d(I-C-I)n, 

HeLa cell 5153 synthesis/properties 1840 


MRNA, germination, cotton seed, 
metabolism/germination 772 
RNase inhibition, effect on RNA stability 


Polyd(A-T), 
analogue, binding-repressor/catabolite 


4011 protein 4(C02 
bi h 
role-enhancement-DNA biosynthesis, eR oe sia Stab Aon abo Lan? civaee iene 
DNA-membrane fraction, Pneumococcus 5052 : . 
sequence, brain RNA, characterization 1979 bane pa by Pr Seabi tity res tices ar tou gce ac ear 
sequence, DNA biosynthesis, reverse helix-coil transition, NMR 2897 
. 3 

transcriptase 2123 — insertion, SV40, DNA 460 
sequence, fowlplague virus complementary RNA phovosddiitonstiunrocoumannn 

2015 ; 5 Z 
sequence homologous-ribonucleoprotein 305 eta pene e ma A li duedAL IN KL, 
RNA, mouse ascites cell 5761 
sequence, Length, determination 1952 OTe tte eens eetaoteciaes at oneuoouac 
> Fetiaeecinae 35S, mehgavirus-intectedrsnK=29 template acejetes Thermus thermophilus RNA 
ce 8 4 MH 
sequence, RNA, function-virus, review 5586 Rolymenasensc2 39 
sequence, RNA, influenza virus 200 Poly(A.T), 


sequence, role-globin mRNA stability 814 
sequence, 


size/localization-encephalomyocarditis virus 


binding-netropsin, 
use-determination-chromatin structure 5479 


Riete core a ge) -L-histidine, circular dichroism 
Sindbis virus RNA, size/function 5167 content-nuclear DNA, 


single-stranded, conformation, effect of 6427 SOMp a ota any ave 


electric field 6139 hypochromici 
e t 
single-stranded, copper crosslinking, j saat are 


168 


Physical properties, effect of mercuric 
jion/silver ion 2898 
template activity, Thermus thermophilus RNA 
polymerase 2319 
Polyd(A-T) .d(A-T), 
complex-poly -L-histidine, 
2601 
conformation, effect of furocoumarin 
Polyd(A-T-T) .polyd(A-T-T), 
conformation 103 
Poly(A-U), 
effect on DNA biosynthesis/RNA biosynthesis 
1476 
Poly(A.U), 
biosynthesis-Escherichia coli 


circular dichroism 


1265 


RNA polymerase 


Il, mechanism 3908 

effect on DNA antibody production, rabbit 
3823 

effect on hypoxic, rat pancreas 108 


effect on CAKR) 
3422 
effect on Lymphoma EL-4 2433 
effect on synthetic polypeptide 
mouse 4004 
induction~experimental atleraic 
encephalomyelitis, guinea pig 2726 
interferon induction, effect of poly 
(dU) (2"-fluoro) complex formation 6150 
rat hypoxia, effect on epiphyseal plate 6152 
structure-reaquirement-immunospecificity/inter 
feron induction 659 
Poly(A-U) phosphorothioate, 
binding-platinum 5642 
Poly (ADP-ribose), 
assay, liver 3402 
biosynthesis, during progesterone-induced DNA) 
biosynthesis, quail oviduct 5663 
biosynthesis, in vivo/in vitro, effect of 
formycin B 2435 
content-HeLa cell 3426 
covalent binding-nuclear protein 
Occurrence-heart nucleus 5043 
'Poly(ADP-ribose) polymerase, 
activity, differentiation, 
2346 
activity-HeLa cell 3426 
calf thymus, purification/properties 3327 
detection-Allium cepa embryo/meristem 4968 
HeLa cell, cytoplasm, activity, cell cycle 
595 
Poly (ADP-ribose) synthetase, 


leukaemia chemotherapy, mouse 


immunity, 


3999 


cardiac muscle 


activity, normal/leukaemia-leukocyte 1028 
Poly(C), 
activity-Semliki forest 
virus/encephalomyocarditis virus 1864 


Aa effect of pH/sodium chloride 

4 
effect on tubulin assembly 1353 
helix-coil transition, relaxation analysis 

3996 

‘ 4nhibition-Moloney murine Leukaemia virus 
biosynthesis, JLS-V9 cell 4006 
inhibition-murine Leukaemia virus reverse 
transcriptase 1017 
interaction, arginine/lysine 
interaction-1, 
3-bis(2-chloroethyl)-1-nitrosourea 
interaction-distamycin A 3655 


1146 


1132 


interaction-poly G(8-amino) 1144 
interaction-polyd(G.c) 4001 

NMR 657 

oligo(I) complex, stability 2935 
pK 3412 


poly (1), antiviral agent, 
, encephalomyocarditis virus/Semliki Forest 
' wirus, mouse 5056 
protection-encephalomyocarditis virus 
infection-mouse 5057 
reaction-N-nitroso-N-methylurea, product 
identification 6149 


RNA replicase-dependent, phage Qbeta, 
initiation-specificity 576 
sequence, lLocalization-5'-terminal, 
encephalomyocarditis virus RNA 6270 
sinale-stranded, conformation, effect of 
electric field 6139 
single-stranded, copper crosslinking, 
physical properties 6138 
structure, effect of ribosomal protein S1 
4508 
transcription, reverse transcriptase 
Poly C(2°-0-ethyl), - 
inhibition-reverse transcriptase, avian 
myeloblastosis virus 4007 
synthesis/properties 2437 
Poly C(S-mercapto), 
inhibition-Friend leukaemia virus-reverse 
transcriptase 592 
Poly C(2°-O-methyl), P 
inhibition, murine leukaemia virus reverse 
transcriptase 1017 
Poly C(1-vinyl).poly( (I), 
enhancement-protein transport, mammalian cell 
3423 
PolydC(2°-chloro), 
anti complement, 
Polyd(CA) .d(TG), 
melting curve, 
5299 
Poly (d-CpG(pCpG)), s A 
helix-coil transition/complex-actinomycin D 
3995 
Poly(C) polymerase, 
effect on-RNA polymerase assay 
Poly(G6), 
anti complement, activity 
benzo(alpha)pyrene complex, 


1154 


activity 664 


relationship-DNA stability 


6625 


661 
characterization 


4000 
binding-benzola)pyrene 3418 
binding, ribosomal subunit, liver 1147 


biosynthesis, cauliflower inflorescence 
chromatin 1717 
biosynthesis, polynucleotide phosphorylase, 
Escherichia coli 3427 
effect on tubulin assembly 
inhibition-RNase, human Liver 6613 
interaction-arginine/lysine 1146 
interaction-benzolLaJpyrene 4,5-oxide 
interaction-distamycin A 3655 
interaction-oligo(C) 1143 
NMR 657 
preparation, structure, 
4507 
structure/interaction 
transcription, 
Poly G(8-amino), 


1353 


3987 


characterization 


2425 


reverse transcriptase 1154 


interaction, poly(C) 1144 
Poly 6(6-thiod, 
synthesis/properties 6132 


Poly(G) polymerase, 


activity-RNA polymerase I, Brassica oleracea 


3938 
effect on-RNA polymerase assay 6625 
Pely(6-2C), 
helix structure 2899 
Pelyd(G-C), 
circular dichroism, conformation 660 


circular dichroism, effect of temperature 
5050 
delocalized electron, interaction 6142 
physical properties, effect of mercuric 
jion/silver jon 2898 2898 
solution, polymorphism 3411 
Poly(6.C), 
autolysis, extract-Pseudomonas putrefaciens 
5659 
circular dichroism, 
effect on interferon 
biosynthesis/development-cell 


conformation 660 


169 


resistance-chick embryo 5058 
hypochromicity 1145 
interaction-poly(cC) 4001 
structure/interaction 2425 
Polyd(G-C) .polyd(G-C), : 
complex, actinomycin D (7-amino), 
fluorescence characteristics 1411 
Poly(1), 
activity-Semliki forest 
virus/encephalomyocarditis virus 1864 
circular dichroism 1856 
conformation, effect of pH/sodium chloride 
41 
Tani eighehe Codey murine Leukaemia virus 
biosynthesis, JLS-V9 cell 4C€06 
inhibition, murine leukaemia virus reverse 
transcriptase 1017 
interaction-arginine/lysine/histone 
Hi/histone H2a 1146 
poly (C), antiviral agent, 
encephalomyocarditis virus/Semliki Forest 
virus, mouse 5956 
protection-encephalomyocarditis virus 
infection-mouse 5057 
transcription, reverse transcriptase 1154 
Poly I(3-deaza), 
biological activity 4005 
Poly 1(2°-O-methyl), 
inhibition, murine Leukaemia virus reverse 
transcriptase 1017 
Poly I(1-methyl-6-thio), 
synthesis/properties 4505 
Poly I(2-methylthio), 
effect on reverse transcriptase activity, 
oncornavirus 662 
Poly I(6-thio), 
synthesis/biosynthesis 3988 
Poly(1.C), 
activity-interferon induction, 
relationshio-molecular weight 2425 
antiviral aoent activity-encephslomyocarditis 
virus infection 5959 
antiviral agent/interferon induction 
activity, effect of diethylpyrocarbonate 
3424 
binding-human embryo fibroblast, 
induction-interferon biosynthesis 4599 
binding-membrane, embryo/kidney, antiviral 
activity 115C 
biological activity, relationship-size 615% 
effect on bone marrow colony formation 4008 
effect on interferon 
biosynthesis/development-cell 
resistance-chick embryo 558 
effect on interferon biosynthesis-mouse, 
kinetics $053 
induction-interferon, 
enhancement-amphotericin B 3236 
induction, interferon, rat x mouse, 
specificity 495 
induction-viral resistance, effect of 
polycation glutamic acid derivative 5055 
inhibition-rRNA methylation/ribosome 
biosynthesis/tumour 262 
interaction-membrane, interferon 
producinag/non-producina human cell/t cell 
664 
interaction-trichomonas vaginalis membrane 
663 
interferon induction, effect cf camptothecin 
1663 
interferon induction, Friend leukaemia virus 
transformed cells 1149 
interferon induction, primates 1662 
modification-poly (lysine) + 
carboxymethylcellulose, use-adjuvant 5054 
molecule size, relationship-interferon 
induction 1862 
pK 2412 
structure-reauirement-immunospecificity/inter 


170 


feron induction 659 
toxicity, interferon-treated cells 1861 
use-double-stranded RNA antibody detection 
3228 
CT. CEG) rr. 
 escaaea oe agent activity-enceph3lomyocarditis 
virus infection 5059 
(1.(CU)) 
Sy eayEat agent activity-encephalomyocardit is 
virus infection 5059 
Poly(dT), 
binding-silver (1) jon 1133 
jnteraction-distamycin A 3655 
specificity, DNase, rat hepatoma 2395 
Poly(u), 
affinity, protein, cytoplasmic/soluble 
nuclear 1702 
alkylation-carcinogen, site, product 
stability 6137 
binding-DNA 3082 3083 
binding-HeLa cell DNA-binding protein, 
specificity 5499 
chromatocraohy (affinity), isol2tion-brain 
RNA-bindina protein 2738 
complex-adenosine, stability, effect of 
sodium chloride/sodium sulohate/sodium 
chlorate 1142 
complex-nucleoside/nucleotide derivative, 
stability 6147 
complex-oligo (dA), ESR 5660 
complex-oligo (dA) pyrophosphate 5051 
complex-oligo(A) amidate 1140 
conformation, effect of pH/sodium chloride 
1141 
degradation, effect of rat Liver plasma 
membrane RNase/2?"=nucleotidese 110 
dependent polyphenylalanine biosynthesis, 
effect of toxin T-2/trichodermin 4576 
effect on tubulin assembly 1752 
hybridization-Phaseolus 3ureus DNA 2994 
induction-experimental allergic 
encephalomyelitis, auinea nia 2726 
inhibition-DNA polymerase/deoxynucleotidyl 
transferase(terminal) 1152 
inhibition-murine leukaemia virus reverse 
transcriptase 1017 
interaction, arginine/lysine 1146 
interaction-1, 
3-bis(2-chloroethyl)-1-nitrosourea 1132 
interaction-poly (A)(2-amino) 5661 
interaction-ribosomal protein $1, Escherichia 
coli e164 
interaction-tryptophan 106 
isolation-Hela cell, use-poly (A) + methylene 
dianiline derivative 5653 
NMR 657 
oligo(A) complex, stability 2905 
polyamine comolex, X-ray diffraction 2900 
reaction-N-nitroso-N-methylurea, product 
identification 6149 
structure, effect of ribosomal protein S1 
4508 
template, 
use-adenosine(2*-amino-2'-deoxy)5'-phosphori 
midazolide synthesis/polymerization 3985 
template, use-oligo(A) replication 3419 
transcription, reverse transcriptase 1154 
translation, Escherichia coli ribosome, 
effect of elongation factor EF-Tu/elonaation 
factor EF-G 2952 
Poly U(2*-O-methyl), 
inhibition-murine leukzemia virus reverse 
transcriptase 1°17 
Poly U(9-vinyl), 
complex-acrylic acid/maleic acid, 
synthesis/bioloagical activity 659 650 
effect on mRNA template activity 2432 
Poly (dU) (2"-azido), 
anti complement, activity 661 
PolyduU(2*-fluoro), 
complex formation-poly (A) .poly (U), effect 


on interferon induction 6150 
inhibition-DNA polymerase/deoxynucleotidyl 
transferase(terminal) 1153 
inhibition-vesicular stomatitis virus 
replication 107 
Poly(U) polymerase, 
effect on RNA polymerase assay 
Poly(U) .poly(A).poly(U), 
properties 2428 
Polyacrylamide gel, 
separation-purine/pyrimidine/nucleoside/nucle 
otide 2356 
stabilization-tRNA Caminoacyl)synthetase 
Polyadenylation, 
RNA 35S, myeloma fraction 
Polyamine, 
see also Spermine, etc. 
accumulation, inhibition-1,3-diaminopropane, 
rat liver, during regeneration 5433 
binding-RNase, Enterobacter 4391 
biosynthesis, chick embryo, effect of 
oestrogen 1331 
biosynthesis, effect of myocardial infarction 
6506 
content-brain/heart, bird/mammal 
content, rat brain 397 
content, rat brain/spinal cord 394 
content-wheat germ, effect of age 3497 
effect on Drosophila melanooaster RNA 
biosynthesis 1345 
effect on initiation factor, 
1935 
effect on Liver nucleus DNA biosynthesis 
effect on polynucleotide lLiaase, phage T4 
2356 
effect on protein biosynthesis, Thermus 
thermophilus cell-free system 1930 
effect on ribosomal subunit 30S biosynthesis, 
Escherichia coli 1208 
effect on tRNA methyltransferase activity 
4524 
effect on RN3se substrate specificity 1718 
inhibition-poly (A) polymerase, in vitro 
6674 
metabolism, density~inhibition 3T3 cell 
poly(U) complex, X-ray diffraction 290° 
Polyanion, 
dialysis, use-DNA assay 
Polycation, 
glutamic acid, derivative, effect on poly 
(I1:C) induction-viral resistance 5055 
Polycelis nigra, 
regeneration, ultrastructure 1299 
Polycythaemia vera, 
bone marrow, reverse transcriptase, 
properties 1758 
Polydeoxyribonucleotide, 
double-stranded, synthesis, RNase A-S-peptide 


6625 


3538 


3619 


reticulocyte 


911 


PIS JE)e 


4178 


2-14-gene 99 
synthesis, complementary-yeast tRNA Val 5044 
synthesis, homologous-yeast tRNA Val 5045 


Polyethylene glycol, 
containing solution-DNA, X-ray 
diffraction/circular dichroism 
effect on, conformation-phage f2 
double-stranded RNA 4093 J 
salt solution, DNA condensation, effect of 
poly-L-lysine/poly-L-arginine 1422 
solution-DNA, secondary structure/physical 
properties 5285 
Poly(ethylene oxide), 
condensation-DNA 844 
Polyethylene sulphonate, 
inhibition-vesicular stomatitis virus, 
biosynthesis 241 
Polyethyleneimine cellulose, 
chromatography(thin Layer), 
separation-AMP(cyclic)/GMP(cyclic)/adenos 
/quanosine 1828 


6404 


RNA 


679 


Poly(lysyl-alanyl), 
interaction-DNA, 
Polymerization, 
imidazole nucleoside (5"-phospho), 
interaction-uridine (2'-amino-2'-deoxy) 


circular dichroism 4219 


5620 
tubulin interaction-GTP/ATP/GDP 6110 
Polymin P, 
purification-Escherichia coli RNA polymerase 
1008 


Polymorphism, 
chromosome, DNA-Feulgen, determination 
human heterochromatin 4879 

Polymorphonuclear Leukocyte, 
human, activity-plasma membrane 

5*"-nucleotidase 3940 

Polymyxin B, 

effect on RNA biosynthesis/protein 
biosynthesis/phospholipid degradation, 
Pseudomonas seruginosa 255 

Polynucleotidase, 

Tenebrio molitor, properties 

Polynucleotide, — 7 Z 

see also Polydeoxyribonucleotide, 
Polyribonucleot ide 
absorbtion spectrum, 
Taso 
adriamycin complex, effect of DNase 6617 
backbone, folding, yeast tRNA Phe 6171 
binding-cis-dichlorodiamine platinum (II) 
1407 
binding-7,12-dimethylbenzCalanthracene/benzol 
alpyrene/3-methylcholanthrene, effect of 
microsome 2098 
binding, Krebs II ascites 
carcinoma/Escherichia coli ribosome, 
of deacylated tRNA 1227 
calculation-conformation 


1376 


2770, 


temperature dependence 


effect 


3992 


codon, complementarity, amino acid sequence 
2563 

conformation, effect of base pair interaction 
105 


conformation, relationship-DNA/RNA helix-coil 
transition 5640 
crosslinkage-protein, phage MS2, 


jnduction-UV-irradiation/bisulphite 1148 
displacement interaction, effect on 

interferon induction 2430 
double-stranded, conformation 2427 3415 


double-stranded, conformation, effect of 


adsorption-mercury electrode 3414 
double-stranded, conformation model 6145 
effect on protein structure 4002 
fragment, complementary-yeast tRNA Val 

fragment 5657 
helix formation, base conformation 3993 
helix structure, analysis 2616 
interaction-formaldehyde, unwinding 4215 


interaction-manganese ion/cadmium 
jion/magnesium jion/zinc ion, carcinogenicity 
2431 

intercalation-diacridine 

physical structure 1138 

pyrimidine (thio)-containina, 
induction-interferon 6154 

Raman spectra transition 2426 

renaturation, analysis 656 

review 2361 

sequence, DNA, comparison-SV40/papovavirus 
JC/papovavirua BK 6423 

seauence, DNA, Salmonella, 
relationship-taxonomy 5875 

single-stranded/double-stranded, 
interaction-Tobacco mosaic virus protein 
6151 

spatial configuration 

spin-labelling 3981 


2094 


102 
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st2ining-aene 32 protein, use aene mappine 
925 ; Ne 
synthesis, oligonucleotide condensation 11 2 
synthesis, oligonucleotide fragment 112° 
UZ 
synthesis, use-arylsulphonyltetrazole 3990 
template, association-avian myelcblastosis 
virus reverse transcriptase, durino 
catalysis 6033 
thermal denaturation 3413 
transition, effect of sodium ion 4214 
triple-stranded, model 6146 
dTTP (S'-amino) incorporation, role-DN&A 
polymerase I/phace phix174 DNA template 
4519 ? ; ; 
uracil-2-aminopurine/uracil-2,6-diaminopurine 
interaction, effect of thioketo substitution 
3989 


Polynucleotide adenylyltransferase, 
assay, 7ea mays 6644 


Polynucleotide kinase, 


phage 14, phosphorylation-double-stranded DNF 
5553 
properties, phage T4-infected Escherichie 
coli 2342 


Polynucleotide ligase, 


effect on DNA repair 1726 

effect on SV40 DNA, cleavage-restriction 
endonuclease 4972 

phage T4-infected Escherichia coli, 
cross-Linking-DNA 4933 

phage 14, kinetics/effect of salt/polyamine 

2356 
rat liver, properties 1923 


Polynucleotide phosphorylase, 


activity, phage PM2 598 
catalysis, Escherichia coli, RNA biosynthesis 
219 

degradation, liver RNA 1372 

Escherichia coli, oligoribonucleotide 
biosynthesis 3428 

Escherichia coli, poly(G) biosynthesis 3427 

host, activation-phaoe Qbeta 
poly(A)-containing RNA 329 

immobilized, properties 5552 

synthesis-oligonucleotide, use-CDP 
(2'=(3")=-0-dihydrocinnamoyl) /UDP 
(2° (2")-O-dihydrocininnamoyl)/GDP 
(2° (3")-O-dihydrocinnamoyl), substrate 6155 

Thermus aguaticus/Bacillus 
stearothermophilus, purification 1766 


Polyoma virus, 
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defective DNA, transformation-hamster embryo 
cell 3789 

DNA cleavage-restriction 
endonuclease-Klebsiella 
pneumoniae/Providencia stusrtii 5313 

DNA, mapping~Haemophilus gallinarum 
restriction endonuclease cleavage site 2671 
DNA, strand orientation 1550 

DNA transcription, infected/transftormed cells 

13:25 

endonuclease activity 1725 

heteroduplex DNA, gene segregation 6529 
hybrid genome, biosynthesis 2209 

infected L cell temperature-sens itive mutant, 
DNA biosynthesis 3162 

infected mouse cell, induct ion-DNA 
polymerase, 
dependence-transcription/translation 6027 
infected 3173 cell, DNA-binding protein, 
purification/properties 2250 

infected 3T2 cell, DNA polymerase activity 

3204 

infection, DNA biosynthesis 2166 2167 
infection-mouse kidney cell, DNA 
polymerase,properties 578 


mutant, decapsidation 1551 1552 
mutant, mapping, use-restriction endonucle3se 
She 
mutant temperature-sensitive-transformed 213 
cell, DNA, properties 3108 
nucleoprotein, structure 1682 
poly (A)-conrtainina mRNA, 
isolation/characterization 2593 
mRNA, mapping-Haemophilus parainfluenzae 
restriction endonuclease 4097 
RNA, poly(A)-containina, 
isolation/characterization 3505 
transformed BHK-21 cell, virus-specific RNA, 
distribution/properties 7491 
transformed cell aenome analysis, role-DNA 
assay 4184 
transformed mouse cell, DNA 
content/tumourigenicity 3788 
transformed rat cell, nonintegrated DNA 3612 
Polyoxamic acid, 
Streptomyces cacaoi, biosynthesis 1813 
Polypeptide, 
biosynthesis, effect of primaquine 707 
biosynthesis, Rauscher murine Leukaemia 
virus, in vitro 1895 
biosynthesis, vaccinia virus induced, effect 
of uridine (S-bromodeoxy) 5083 
histone model, interaction-DNA 6394 
induction-biosynthesis, effect of 
cycloheximide, adenovirus type 2 5081 
initiation, inhibition-pactamycin 2486 
nucleocapsid, equine herpesvirus type 3, 
biosynthesis-cell-free system 3457 
Raman spectra transition 2426 
reletionship-~elongation factor EF1, function, 
wheat embryo 4077 
reovirus-infected cell, RNA binding 3245 
stoichiometry-chain elongation, Escherichia 
coli 2949 
SvV4C-specific, SV40 x adenovirus type 
2-infected KB cell 3487 
synthetic, mouse immunity, effect of 
poly(A).poly(U) 4004 
termination-synthesis, encephalomyocarditis 
virus RNA translation, mouse ascites cell 
2484 
PolyphenyLlalanine, 
biosynthesis, cell-free system, effect of 
puromycin/chloramphenicol analogues 166 
hae dis PT inhibition-adenosine derivative 
biosynthesis, poly(U) dependent, effect of 
toxin T-2/trichodermin 4576 
biosynthesis, ribosome, effect of viability, 
Pisum arvense embryo axis tissue 5129 
Polyphosphate, 
comolex, netropsin/ethidium bromide, 
properties 1413 
stimulation-chromatin template activity 5506 
Polyploidy, 
cyrrinidae, relationship-rRNA gene content 
3230 
DNA content, Vicia hajastana seed 4188 
DNA endoreplication, relat ionship-content, 
evolution 4761 
level, Pisum sativum, effect of light 408 


Polypyrimidine, 
sequences, DNA-repetitive, Strongylocentrotus 
Purpuratus 349 
Polyribonucleotide, 
modification, effect on RNase T2 specificity 
998 
S'-terminal structure/base composition, 
effect on binding-ribosome 80S/ribosomal 
subunit 40S 5726 


translation, inhibition, interferon, effect 
of tRNA 2596 


Polyribonucleotide-synthesizing enzyme, 
purification/characterization, Escherichia 
coli 6156 
Polyribosome, 
acetyl-CoA carboxylase biosynthesis, content, 
effect of obesity, mouse 5121 
activity-human placental lLactogen/human 
chorionic gonadotrophin biosynthesis, 
gestation 4036 
albumin biosynthesis specific 5716 
association, phytochrome induced, Phaseolus 
vulgaris 4572 
binding, fatty acid synthetase antibody 713 
bindina-protein body, Zea mays endosperm, 
zein biosynthesis 1920 
biosynthesis-delta-aminolaevulinate 
synthetase, chick embryo Liver 5090 
biosynthesis, Oncopeltus fasciatus, follicle 
cell maturation 161 
biosynthesis-ovalbumin, hen oviduct cell-free 
system 5091 
biosynthesis, Trigonella fuenum aqraecum, 
effect of lLight/zeatin 3467 
Blakeslea trispora, stabilization-stimulation 
carotenoid biosynthesis=beta-ionone 3476 
cerebrum, phenylalanine-induced dissociation, 
role-RNese 2938 
chick embryo brain, cell-free system, tubulin 
1/tubulin 2 biosynthesis 1218 
chick embryo, collagen biosynthesis, effect 
of proline (L-3,4-dehydro) 2457 
content, mouse, anaemia 4392 
content, regulation during acetyl coenzyme A 
carboxylase biosynthesis 5118 
content, Tortula ruralis, effect of water 
stress 5101 
degradation, induction-chlorel hydrate, 
Chlamydomonas reinhardi 3475 
degradation-2-N-methyl propionamide 
(4-methyl-2,6-dinitroanilino), wheat root 
Cin Are 
density gradient fractionation, 
use-metrizamide 4049 
disagareaation, brain, 
induction-L-dopa/serotonin 174 
disaggregation, sucrose gradient 
centrifugation, Acheta domesticus 4569 
Epstein-Barr virus, analysis, lymphoblastoid 
Pell 3507 
Escherichia coli, assay, peptidyl-puromycin 
synthesis 165 
Escherichia coli, association, nascent rRNA 
1209 
eukaryote, translocation, 
inhibition-tubulosine 3473 
fibrinogen biosynthesis, identification 712 
formation, Pinus thunbergii seed, effect of 
far red light 6218 
formation, protein biosynthesis, Sendai virus 
infected fibroblast 5(84 
HeLa cell, protein biosynthesis, initiation, 
inhibition-poliovirus, in vitro 4585 
HeLa cell, RNA, poly (A) content 6295 
helix conformation, effect of aflatoxin B1 
4565 
induction, Semliki Forest virus RNA 42S/RNA 
26S 1234 
isolation/characterization, Ehrlich ascites 
cell mitochondria 511C ; 
isolation, Sepharose chromatography (column) 
1200 
liver, binding-membrane, characterization 
2480 
liver, degradation in vitro 2474 
liver, proteinase 1219 
liver, regeneration, preferential structural 
ribosomal protein biosynthesis 1211 


Polyribosome(Contd), 


lymphocyte, assay, urine 2825 
membrane-bound, biosynthesis-A-type particle 
protein, in vitro 5122 
membrane-bound, mRNA incorporation, effect of 
cycloheximide 2479 
membrane, Escherichia coli, specific 
Lippprotein biosynthesis 1913 
Paramecium aurelia, effect of calcium ion 
169 
pattern, muscle/liver, effect of diet protein 
deficiency 1220 
phage T4 mRNA distribution 4081 
Pisum sativum, association-chloroplast 
membrane, during grana formation 1201 
poly (A)-lLacking mRNA, characterization, 
Ehrlich ascites cell mitochondria 5177 
rat liver, effect of Amanita 
phalloides/phalloidin 711 
rat liver, isolation-free/membrane-bound 
4050 
Rhynchosciara americana salivary gland, 
isolation/characterization 1202 
ribonucleoprotein (messenger), ewe mammary 
aland, isolation/characterization 4888 
ribonucleoprotein (messenger), mitochondria, 
rat liver, properties 512 
RNA, poly(A) containing, specificity, base 
composition 4605 
role-albumin biosynthesis, localization, 
review 4452 
Saccharomyces cerevisiae mitochondria, 
protein bicsynthesis, regulation 1216 
skeletal muscle, degradation, post-mortem 
162 
specific, identification, antibody binding 
method 1214 
stability, effect of beta-ionone, Blakeslea 
trisporathaxter 5720 
thyroid gland, thyroglobulin biosynthesis 
en 
Tortula ruralis, effect of desiccation 2472 
translation, liver, regulation-fatty acid 
synthetase synthesis 1212 
vitellogenin biosynthesis, Xenopus laevis 
liver, characterization 1903 
vitellogenin, isolation-oestrogen-treated 
rooster liver 4563 
vitellogenin, oestrogen-treated rooster 
liver, characterization 4564 
vitellogenin, properties 2569 
zein biosynthesis, Zea mays mutant 3477 


Polysaccharide, 


acidic, synthesis, melanoma B16, uridine 
(S-bromodeoxy)-treatment 81 

content-Xenodon merremii gastric epithelium 
3494 


Polystyrene, 


chromatography (anion-exchange), 
separation-oligonucleotide/nucleotide/nucleo 
side 2893 


Polytene, 


chromosome-banding, relationship, gene, 
review 13 

chromosome, Chironomus tentans, 
replication-rRNA gene/Balbiana ring 6540 

chromosome, DNA biosynthesis pattern, 
Anopheles atroparvus/Anopheles labranchiae 
hybrid 5355 

chromosome, Drosophila melanogaster, PNA 
biosynthesis 3532 

chromosome, Drosophila nasutoides, 
localization-satellite DNA, physical 
properties 6443 

chromosome, pattern-DNA biosynthesis, 
Drosophila 5359 

chromosome, template-RNA biosynthesis, RNA 
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polymerase 4940 
‘Polytoma obtusuam, 
DNA/rRNA, characterization 5333 
leucoplast/nucleus, rRNA cistron, 
characterization 5459 
Pelytrichum commune, 
poly (A) containing RNA, effect of 
dehydration 5802 
Polyvaline, 
interaction-calf thymus DNA, circular 
dichroism, effect ef denaturation 5280 
Poly(viny lbenzo-18-crewn-6), 
interaction-poly(A), effect on reverse 


transcriptase activity 2901 
Pongidae, 
Localization-RNA 5S gene 5465 


Position-effect variegation, 
Drosophila melanogaster 995 
Potassium, 
salt, DNA, 
6288 
Potassium chloride, 
effect on DNA biosynthesis, 
myeloblastosis virus 4312 
effect on-phage 14, transcription, RNA 
polymerase 236 
treatment-ribosome 80S/ribosomal subunit 60S, 


binding-water, IR spectroscopy 


avian 


release-ribosomal protein, rat liver 5120 
Potassium cyanate, 
effect on DNA/nucleoprotein structure 4216 


Potassium hydrogen sulphite, 
addition-purine 6058 
Potassium fodide, 
gradtent, isolation-DNA/RNA 
Potato, 
tuber meristem, RNA biosynthesis/protein 
biosynthesis, during growth 5775 
Potato leafrel! virus, 
double-stranded DNA 3115 
Potato spindle tuber vireid, 


1253 


complementary DNA sequence, occurrence 5323 
RNA, fingerprinting 1980 

Potato spindle tuber virus, 
RNA, fractionation/purification, infected 


Scopolia sinensis 
Potato virus X, 
reconstitution in vitro 
RNA, infectivity, 
2970 
X-body function, effect of actinomycin 
D-ribosome biosynthesis 5113 
Potorus tridactylis, 
DNA repair, effect of caffeine 
Pre-proparathyroid hormone, 
biosynthesis, Krebs II ascites 
system, direction-parathyroid 
1368 
precursor, 


5759 


2265 2266 
effect of gamma-irradiation 


4292 


cell cell-free 
Gland mRNA 


identification, 


translation-parathyroid gland mRNA 816 
synthesis 2062 
Prebiosis, 
oligo (dT) synthesis 2417 
Prednisolone, 
effect on collagen biosynthesis/RNA 
biosynthesis/DNA biosynthesis, aorta, injury 


7&5 
Prednisolone metasulphobenzoate, 
induction-DNase II, Hela cell 
Pregnancy, 
DNA biosynthesis/RNA biosynthesis, uterus 
epithelium/stroma 233 
effect on DNA biosynthesis/phospholipid 
biosynthesis, uterus 3705 


induction-DNA biosynthesis, rat parenchyma 
cell 4785 


mouse, tRNA His 


6621 


isoaccepting species 1869 
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Primaquine, 
effect on polypeptide 
biosynthesis/ribosome/rRNA, Bacillus 
megaterium 707 
effect on RNase activity 
Primate, 
cell, infected-dengue virus, double-stranded 
RNA, determination 2493 
interferon inductien, poly(1.C) 
Primer, 
activity-RNA (spot 1), relationship-RNA 4S 
content, Rous sarcoma virus/Avian 
myeloblastosis virus 6275 
Procainamide, 
treatment, 
development during 
Procaine, 


2297 


1863 


ribonucleoprotein antibody 
2736 


effect on DNA repair, Escherichia coli 446 
Procaine hydrochloride, 

effect on DNA biosynthesis, sea urchin eag 

2698 

Procarbacine, F 

effect on DNA repair/DNA biosynthesis, 

Yoshida ascites cell 916 
Procollagen, 

termination-biosynthesis, effect of 

puromycin, chick embryo fibroblast 2955 
Procollagen alpha 1, 

mRNA, chick embryo bone, determination 1363 
Procollagen alpha 2, 

mRNA, chick embryo bone, determination 1362 
Procytoxid, 


effect on uracil 
cancer chemotherapy 


Saccharomyces cerevisiae, 
(5-fluoro) toxicity, 


623 
Prodigiosin, 
biosynthesis, Serratia marcescens, RNA 
biosynthesis/DNA biosynthesis 2130 
Proflavine, 
binding-phage T2 DNA 2597 
binding-poly (A)/DNA, mechanism 2595 
binding-poly(A), effect on 
photosensitization-poly(A), EPR 3986 
complex-DNA, circular dichroism 5855 


complex-DNA, kinetics 
complex-DNA, NMR 840 
effect on mitosis, Pleurodeles waltii 
3036 
effect on RNase activity 2297 
inactivation-transforming DNA, Haemophilus 
influenzae 845 
interaction-DNA 2594 
interaction-DNA, electron migration 
mutagenicity, Saccharomyces cerevisiae, 
effect of irradiation 3763 
photosensitization-DNA/RNA 4197 
photosensitization-purine/pyrimidine/nucleosi 
de/nucleotide 1787 
Proflavine sulphate, 
inhibition-tRNA nucleotidyltransferase, 
Ehrlich ascites tumour cell 4513 
Progeria ceil, 
DNA repair, effect of qamma-irradiation 
Progesterone, 
binding-receptor protein, kinetics, hen 
Oviduct 4905 
effect on DNA biosynthesis, 
7,12-dimethylbenz (3) anthracene-induced 
mammary gland tumour 6476 
effect on DNA biosynthesis, 
pregnancy-dependent mammary gland tumour 
6477 
effect on prolactin stimulation-casein mRNA 
biosynthesis 6314 
effect on protein biosynthesis/RNA 
biosynthesis, chick embryo Liver 2025 
effect on RNA biosynthesis/ovalbumin mRNA 
content/chromatin, chick oviduct 5205 


2596 


lung 


1423 


4808 


Promoter(lac), 


Progesterone(Contd), 
effect on RNA biosynthesis/protein 
biosynthesis/acetylcholinesterase 
Bufo melanostictus 5204 
effect on RNA biosynthesis/protein 
biosynthesis, Rana pipiens oocyte 2551 
effect on RNA biosynthesis, Xenopus Laevis 
oocyte 2550 
induction-ovalbumin mRNA biosynthesis 251 
interaction-chromatin binding site, assay, 
hen oviduct 4906 
nuclear hinding site, 
polymerase II 4904 
receptor complex, effect on initiation-RNA 
biosynthesis, chick oviduct, in vitro 6326 
6327 
regulation-mRNA biosynthesis/protein 
biosynthesis &11 
regulation-RNA biosynthesis/protein 
biosynthesis, ewe oviduct/endometrium 
Progesterone receptor, 
binding-nucleus, inhibition, 
o-phenanthroline/rifamycin AF/013 
Progressive pneumonia, 
sheep luna, DNA, virus-related seauences 
1450 
Progressive pneumonia virus, 
RNA genome sequence, comparison-maedi 
virus/visna virus 4618 
Proinsulin, 
precursor, 
characterization 
Prokaryote, 
plasmid-chimaera, eukaryote, 
RNA polymerase gene, nomenclature 
starvation, survival, review 2815 
Prolactin, 
effect on DNA biosynthesis, 
4271 
effect on DNA biosynthesis, 
7,12-dimet hylbenz(a)anthracene- induced 
mammary gland tumour 6476 
effect on prostate gland RNA biosynthesis/DNA 
biosynthesis/protein biosynthesis 2181 
effect on RNA biosynthesis, mouse mammary 
aland 4655 
precursor, biosynthesis-cell-free system, 
pituitary gland mRNA 3603 
mRNA biosynthesis, 
stimulation-thyropin-releasing hormone, 
pituitary cell 4656 
mRNA, translation-cell-free system 
stimulation-casein mRNA biosynthesis, 
of progesterone 6314 
Proline (L-3,4-dehydro), 
effect on collagen biosynthesis, 
polyribosome 2457 
Promelittin, 
mRNA, Apis mellifera, 
mRNA, characterization, 
gland 6284 
Promoter, 
coat protein gene, phage fd, sequence 3660 
DNA, phage T7, interaction-RNA polymerase, 
effect of temperature/ionic strength 5522 
Escherichia coli, fusion/transposit ion-gene 
(lac), use-phage lambda/phage Mu 5901 
requlation-operon trp transcription, effect 


activity, 


RNA polymerase I/RNA 


4654 


994 


biosynthesis, stimulation-mRNA, 


4549 


structure 464 


3810 


corpus Luteum 


rat 


3602 
effect 


translation 1362 
Apis mellifera venom 


t 


of 
chloramphenicol/tetracycline/erythromycin/pu 
romycin 4140 


binding-phage T7? DNA, 
Escherichia coli 


site-RNA polymerase, 
effect of temperature, 
6623 
Promoter(gal), 
transcription initiation, effect of magnesium 
chloride/temperature 484 


initiation-mRNA biosynthesis 759 


chick embryo 


Promoter(lac) (Contd), 
transcription initiation, effect of magnesium 
chloride/temperature 4&4 
Promoter(lambda), 
transcription initiation, effect of magnesium 
chloride/temperature 4&4 
Pronucleus, 
DNA biosynthesis/evolution, 
activation-Pleurodeles waltii eag 
2-Propanol, 
interaction-adenosine nucleotide/uridine 
nucleotide/uridylyl 
(-2',5'-)adenosine/uridylyl 
(-3",5"-)uridine/adenylyl (-3',5'-)uridine 
4494 
iso-Propanol, 
dextran biphasic system, partition-RNA 
DL-Propanolol, 
effect on RNA biosynthesis, 
uterus/blastocyst 4156 
Proparathyroid hormone, 
biosynthesis, Krebs II ascites cell cell-free 


3700 


6263 


rat 


system, direction-parathyroid gland mRNA 
1368 . 
Prophage, 
induction, Bacillus subtilis, gene control 
1484 
induction, Escherichia coli K12 421 
infected Actinomyces lividans, DNA 


biosynthesis, effect of temperature 5366 
isolation, phage Lambda genome, 
integration-host 5367 
use-assay-Escherichia coli DNA biological 
properties 5443 
Prophage Lambda, 
derepression, induced direction-DNA 
biosynthesis, Escherichia coli 6464 
DNA insertion sequence, location 6413 
effect of inhibitor-DNA degradation after 
irradiation 318 
effect on phage T7 mutant 
Prophage Mu, 
induction-Escherichia coli, 
analysis-heterogeneous DNA biosynthesis 
5899 
Prophage SP02, 


1600 


induction, Bacillus subtilis 2104 
Prophase, 
Acipenser ruthenus oocyte, thymidine 


incorporation 5896 
meiosis, oocyte, localization-rRNA aene 3229 
Propidium jodide, 
staining, analysis, mammalian cell cycle 291 
beta-Propiolactone, 
alkylation-DNA, damage detection, 
use-correction endonuclease 5915 
Propyl methanesulphonate, 
effect on DNA repair, mouse spermatid 5411 


Propylgallate, 
effect on irradiated DNA 
Proserine, 
effect on tRNA aminoacylation, 
6180 
Prostaglandin E1, 
effect on DNA biosynthesis/RNA biosynthesis 
2549 
Prostaglandin E2, 
effect on DNA biosynthesis, rat thymus 3170 
effect on DNA biosynthesis/RNA biosynthesis 
2549 
effect on RNA biosynthesis/DNA biosynthesis, 
aastric mucosa/duodenal mucosa 3171 
Prostaglandin F2, 
effect on DNA biosynthesis/RNA biosynthesis 
2549 


Prostate gland, 
chromatin, transcription, RNA polymerase, 


5267 


rat liver 
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effect of androgen receptor complex 1715 
DNA unwinding, stimulation-androgen 4895 
human, detection-endogenous DNA polymerase, 

relationship-C-type virus virus-like 

particle 6654 
hyperplasia, RNA biosynthesis, effect of 

steroid hormone 788 
nonhistone protein, binding-testosterone 

(Salpha-dihydro)-receptor complex 4901 
nuclear nonhistone protein 

biosynthesis/distribution, 

hypertrophy/hyperplasia 4868 ‘ 
rat, transcription active/inactive chromatin, 

separation 546 
ribosome, initiation, protein biosynthesis, 

effect of dihydrotestosterone 718 
RNA biosynthesis/DNA biosynthesis/protein 

biosynthesis, effect of 

testosterone/insulin/prolactin 
Prosthecomicrobium, 
DNA sequence homology 
Protamine, e 
analysis, compar ison-mouse/rat/rabbit/guinea 

pig/human spermatozoa 4861 

binding-DNA, Escherichia coli sphaeroplast 
4860 
binding-histone, effect of acetic anhydride 

4864 
characterization, heterogeneity, human 

spermatozoa 4862 
complex-DNA, structure 3084 
mRNA, Salmo gairdneri testis, assay 
MRNA, Salmo gairdneri testis, 

purification/properties 2967 
sequence, relationship-evolut ion-genetic code 

4831 
Protamine(deoxyribo), 
sturgeon, sperm head, properties 515 
Protease, 
association, Bacillus cereus spore 565 
biosynthesis, role-mRNA, Bacillus brevis 
5085 
chromatin, degradation-chromosome protein 
2294 
hyperproduction, Bacillus subtilis-mutant, 

pleiotropism 463 

rat Liver chromatin, characterization 
Protein, 
A-type particle, biosynthesis in vitro, 

membrane bound polyribosome 5122 
activation-tRNA, characterization 5683 
alphavirus specific, processing 1356 
Artemia salina, bindina-mRNA 5°- terminal 

4072 
association, chromatin, DNA site 5473 
association-rabbit reticulocyte ribosomal 
subunit 1204 
association-mRNA, characterization 5996 
association-mRNA poly (A), role-transport, 
HeLa cell 5153 
Bacillus stearothermophilus, stability 1293 
binding-DNA, effect of hepatocyte activation, 
chromatin 5277 
binding-DNA, Escherichia coli/Ehrlich ascites 
cell, effect of mutagen/carcinogen 6389 
binding-DNA filter, analysis 310 
binding-DNA, isolation, structure, Yoshida 
ascites carcinoma 4884 
binding-tRNA f Met, 
regulation-phosphorylation, role-protein 
kinase, reticulocyte 6196 
bound iodine, circadian rhythm 784 
brain, effect of riboflavin 266 
capsid, binding-ribosomal subunit, Semliki 
Forest virus 5112 
characterization, foot-and-mouth disease 
virus RNA translation-cell-free system 
chromatin, control-RNA biosynthesis 6672 
chromatin, Paracentrotus lividus development, 
hydroxyapatite chromatography 3268 


2181 


5329 


3054 


4361 


6343 
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Protein(Contd), 


chromosome, biosynthesis, isolation, 
relationship-DNA biosynthesis 4872 
chromosome, degradation-chromatin protease 
2294 
chromosome, distribution 2249 
chromosome phosphorylation, effect on 
chromatin template activity 6202 
chromosome, Pisum sativum, properties 977 
chromosome structure, rat spermatozoa 4357 
coat, conformation, change-phage #1 assembly 
1689 
complex-DNA, characterization, Bacillus 
subtilis plasma membrane 4349 
complex-DNA, colicinogenic factor DF13, 
isolation/characterization 23841 
complex-DNA, FM3A cell, effect of 
4-nitroauinoline-1-oxide 2290 
complex-DNA, induction-UV-irradiation, 
Chinese hamster cell chromatin 4378 
complLex-DNA/RNA, conformation, circular 
dichroism, nucleolus 4714 
complex-DNA, spleen, release, X-irradiation 
2086 
complex, isolation, DNA biosynthesis, phage 
phix174 5902 
complex, RNA + chromatin, isolation + 
characterization, mammalian nucleus 518 
content-brain, effect of age 2149 
content-chromatin, effect of growth/heterotic 
response 4687 
content, effect of cytosine arabinoside, 
mouse 5024 
content-hepatitis virus-infected human 
content-human tonsil 43070 
content-Solanum tuberosum, effect of Lithium 
1348 
content-testis/Lliver, 
chloride 4316 
content-Xenodon merremii gastric epithelium 
3494 
core, bindina-RNA, C-type virus, specificity 
5746 
cross-lLinking-DNA, induction-formaldehyde, 
Escherichia coli 4791 
cross-Linking-DNA, UV-irradiation 
cross-Linking-DNA, model 2377 
cross-lLinkinag-DNA, normal/xeroderma 
pigmentosum human fibroblast 4709 
cross-linking-polynucleotide, phage MS2, 
induction, UV-irradiation/bisulphite 1148 
cytoplasmic/soluble nuclear, affinity, 
poly(aA)/poly(u) 1702 
deficiency, diet, effect on ribosome 
Sos neae aU tage tiaeoel pattern, muscle/Lliver 
deficiency, effect on cathepsin/RNase (acid), 
rat liver 550 
deficiency, effect on protein biosynthesis, 
rat muscle/liver 144 
degradation, effect of chloramphenicol/casein 
acid hydrolysate, Bacillus subtilis mutant 
3034 
degradation, regulation, HTC cell, 
requirement-protein biosynthesis 1191 
he Sk effect on RNA content, Liver/brain 
i) 
deprivation, effect on RNA content, rat 
muscle, comparison-kidney 6245 
DNA complex, detection-simian adenovirus 
SA7-infected hamster cell 4880 
DNA complex, isolation-Bacillus subtilis, 
phage phi29 infected 6465 
ONA complex, stability, characterization, 
SV40 3246 
DONA relaxation complex, 
occurrence-Staphylococcus aureus plasmid 
6560 
effect on RNA polymerase I stimulation, 
mechanism, Ehrlich ascites carcinoma 


2578 


effect of cadmium 


3263 


6645 


Protein(Contd), 


elongation factor, Escherichia coli, 
isolation 720 
Encephalomyocarditis virus infected Krebs II 
ascites carcinoma, relationship-ribosome 
6199 
entropy, genetic code 928 
error hypothesis, senescence 3131 
Escherichia coli, relaxation-circular DNA, 
purification/properties 4885 
factor, activation-ribosomal subunit 30S, 
Escherichia coli 5718 
factor, stimulation-phage lambda DNA 
infectivity, isolation 2204 
factor Y, Escherichia coli, association-phage 
phi X 174 ATPase (DNA-dependent) activity 
1540 
frog virus 3, effect on KB cell transcription 
3013 
gene(32), affinity, DNA 934 
gene(32), phage T4, binding-phage T2 DNA 
4704 
BBM veges phage 14, control-nuclease activity 
iy) 
gene(32), phage T4, effect on RNA 
biosynthesis/poly (A) biosynthesis 2702 
gene(32), phage T4, interaction-DNA, 
UV-irradiation, effect on thymine dimer 
sere 
gene(B), mutant, effect on replicative form 
DNA biosynthesis, phage $13 4833 
gene(c1), phage P22, 
sensitivity-UV-irradiation 3207 
gene(D), phage phixi74, 
purification/properties 3154 
gene(dnaZ), Escherichia coli, role-DNA 
biosynthesis 3714 
gene(V), phage f1, role-DNA biosynthesis 
2157 
host, association-herpes simplex virus DNA 
3792 = 
identification, electron microscopy 2069 
inhibitor-acid DNase, purification/properties 
1731 
inhibitor, phage 17, complex formation, 
Escherichia coli RNA polymerase 567 
integrity, reconstituted chromatin 2259 
interaction-RNA, Alfalfa mosaic virus 3262 
interaction-RNA, virus(RNA), effect of sodium 
dodecyl sulphate 3860 
isolation-mitochondria nucleoid, Physarum 
polycephalum 4893 
Kirsten sarcoma virus-murine Leukaemia virus 
complex-infected rat/duck 3552 
labelled precursor incorporation 1109 
major internal, bovine leulaemia virus, 
characterization 1752 
membrane, arginine transfer-tRNA Arg, 
erythrocyte 5677 
membrane, phage 15, biosynthesis, 
identification-gene control 3786 
membrane, role-ribosome-endoplasmic reticulum 
membrane interaction 2466 
metabolism, Sendai virus-infected fibroblast 
2928 
microtubule, interaction-nucleotide 1833 
mitochondria, metabolism, regulation-thyroid 
hormone 423 
myeloma mRNA translation, characterization, 
control 4675 
nonstructural, translation sequence, Semliki 
Forest virus temperature-sensit ive 
mutant-infected cell 4579 
nuclear, pool, localization-Xenopus oocyte 
5995 
nucleolus, purification/properties 4894 
nucleus/microsome, binding-benzolaJpyrene 
3643 
P16, phage P22, characterization 930 
phage fd gene(5), binding-DNA, evidence 4202 


Protein(Contd), 
phage T2 DNA complex formation, infected 
Escherichia coli 8B 3842 
phosphorylation, effect of double-stranded 
RNA + interferon, Ehrlich ascites carcinoma 
6340 
phosphorylation Liver chromatin, effect of 
growth hormone 1714 
poliovirus, association-replication complex 
2263 
Rauscher Leukaemia virus, 
binding-single-stranded RNA/DNA 3836 
receptor, binding-progesterone, kinetics, hen 
oviduct 4905 
recognition, DNA/RNA, code 678 
relaxation complex-plasmid DNA 1688 1689 
1690 
repressor/catabolite binding-poly(dA-dT) 
analogue 4003 
repressor, interaction-DNA, mechanism, 
Escherichia col? 4206 
ribosomal subunit 70S, 
isolation/characterization, Escherichia coli 
4560 
ribosomal subunit 80S/ribosomal subunit 73S, 
cytoplasmic/mitochondrial, characterization, 
Neurospora crassa 5713 
RNA, complex, reovirus, 
detectfion/characterization, infected cell 
6271 
Sendai virus, virion assembly, kinetics 2017 
serum, interaction-double-stranded RNA 1266 
stimulation-thymidine (tritiated) uptake, 
Trypanosoma cruzi, characterization 1498 
structural, gene, alphavirus, translation 
1357 
structure, effect of polynucleotide 4002 
structure, maize rough dwarf virus 1248 
SV40, complex-nicked circular DNA, 
characterization 4721 
Tobacco mosaic virus, 
interaction-single-stranded/double-stranded 
polynucleotide 6151 
transport, mammalian cell, enhancement-poly 
C(1-vinyl): poly I 3423 
transport, membrane 1917 1918 
turnover, Clostridium perfringens sporulation 
3136 
turnover, liver 2923 
vaccinia virus-induced, effect on L-M cell 
density 1325 
virus, transport, infected cell, review 5 
zinc-RNA polymerase B, isolation, 
Saccharomyces cerevisiae 4941 
Protein A, 
phage R17, integration-host, effect of RNase 
sya 
Protein btosynthesis, 
Achlya ambisexualis, effect of antheridiol 
6310 
activity-muscle ribosome, effet of nerve 
1919 
adenosine treated Ehrlich ascites carcinoma, 
mouse 4306 
adenovirus type 2 x SV40 hybrid mutant 5695 
Agrostemm3a githago embryo, effect of Light 
770 
Amoeba proteus, effect of exogenous cytoplasm 
557.0 
aorta, relationship-DNA biosynthesis 3459 
Artemia salina, initiation factor 1932 
assay 581 
axolotl oogenesis, dependence-nucleus 
activation 2717 
bacteria cell, model, effect of growth rate 
5704 
Bombyx mori pupa, control-mRNA 1942 
brain ribosome, effect of ethanol 2478 
cell-free system, effect of cytidine(5-aza) 
treated hamster fibrosarcoma tRNA 4060 
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Protein biosynthesis(Contd), 
chick embryo connective tissue cell-free 
system 1922 
chick embryo, effect of delta 
9-tetrahydrocannabinol/ethanol 3576 
chick embryo fibroblast, effect of magnesium 


fons 1307 
chick embryo liver, effect of progesterone 
2025 


Chinese hamster cells, effect of 
lucanthone/actinomycin D 1337 

control, herpes simplex virus type I infected 
cell Line 5082 

control-tRNA (Leucyl)synthetase/tRNA 


(phenylalanyl)synthetase biosynthesis 4532 
defective, ribosomal subunit 30S, rat, 
anaemia 4575 
dependence, HCG-induct jon-steroidogenesis, 
testis 1333 


determination-cytophotometry, 
neuron/neuroglia 5190 

direction, phage f1 RNA 2045 
Drosophila melanogaster/Drosophila hydei 
salivary aland 1641 

Drosophila melanogaster egg development 

during cell cycle, Amoeba proteus 5088 

during development, Agrostemma githago embryo 

4762 

during dormancy/ripening, Melandrium 
noctiflorum seed 5774 

during germination, Dictyostelium discoideum 
spore 5181 

during growth, potato tuber meristem 5775 

during inhibition, Agrostemma githago embryo 

5773 

early, adenovirus type 2 2927 

effect of age, rat liver 4570 

effect of antibiotic, Lucilia cuprina muscle 
mitochondria 5125 

effect of butyl-biguanide/tolbutamide, rat 
liver ribosome 2945 2 

effect of cadmium, rat liver 4417 6502 

effect of cycloheximide/edeine, Saccharomyces 
cerevisiae 4661 

effect of cytosine-containing DNA 
biosynthesis, phage 74 2162 

effect of alpha-ecdysone/beta-ecdysone, 
Drosophila melanogaster leg disc 6311 

effect of erythropoietin, rat marrow 3735 

effect of initiation factor IF-15/initiation 
factor IF-2/initiation factor IFf-25, 
reticulocyte cell-free system 4070 

effect of UV-irradiation, analysis, phage 
Lambdadrif*d 18/phage lLambdadfus-3 infected 
Escherichia coli 4578 

effect of UV-irradiation, Escherichia coli 


4118 


2676 
effect of UV-irradiation-treated tryptophan 
5394 
effect of ischaemia, aerbil brain 5225 
effect of 


N-methyl-N-beta~chloroethylhydrazine, 
Saccharomyces cerevisiae, during growth 
5794 
effect of muscular dystrophy, mouse 5092 
effect of nalidixic acid, review 6048 
effect of ouabain treatment, human Lymphocyte 
42827 
effect of oxytetracycline, Escherichia coli 
6222 
effect of progesterone, Bufo melanostictus 
5204 
effect of recovery-energy starvation, 
Escherichia cok’ Sete 
effect of tRNA, reticulocyte 6174 
effect of tcluene, Escherichia coli 
effect of valinomycin 172 
Ehrlich ascites carcinoma, effect of uracil 
(S-fluoro) /uracil 
(N1-(2'-tetrahydrofuryl)-5-fluoro) 


4153 


2384 
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Protein biosynthesis(Contd), 


Ehrlich ascites carcinoma, 
inhibition-adenosine 5629 

Electrophorus electricus, effect of electric 
organ denervation 1305 

elongation rate, Escherichia coli, effect of 
streptomycin-resistance mutation 5732 

elongation, stimulation-thyroxine 4973 

Escherichia coli cell-free system, 
Saccharomyces cerevisiae mitochondrial RNA 
direction 1361 

Escherichia coli, effect of growth rate 

Escherichia coli, effect of 
9-hydroxyellipticine 3570 

Escherichia coli, effect of nutrition 
shift-up 726 

Escherichia coli, initiation complex 

Escherichia coli, 
relationship-mRNA-degradation 1432 

eukaryote, role-tRNA thymidine(ribo) 

ewe oviduct/endometrium, 
regulation-oestradiol/progesterone 4654 

F-factor inhibition, phage T7, infection, 
Eschecichtapcolie 9327933 

gastric mucosa, effect of carbenoxolone 

Geodia cydonium, effect of aggregation 

Glycera dibranchiata erythrocyte 3002 

hamster trachea organ culture, effect of 
infection-Mycoplasma pneumoniae 5226 

HeLa cell cell-free system, initiation 
activity 1238 

HeLa cell, effect of Amaryllidaceae alkaloid 
32046 

HeLa cell, effect of DEAE-dextran 187 


4634 


1236 


4018 


4548 
1989 


Hela cell, effect of Liver extract 2041 
HeLa cell, inhibition 175 
HeLa cell, inhibition-lead chloride 3202 


herpes simplex virus, tilorone hydrochloride 
inhibition 2184 

HTC cell, requirement-protein degradation 
regulation 1191 

human lymphocyte, effect of 
5-Sdiphenylhydantoin 452 

human skin, effect of acetone/kerosene 2197 
in vitro, dependence-tRNA methylation 4522 
in vitro, inhibition-Shiagella dysenteriae 
toxin 6195 

inhibition-D-amphetamine, mechanism, rat 
brain smo 

inhibition-bruceantin, mechanism 3489 
inhibition-1,3-bis(2-chloroethyl)-1-nitrosour 
ea, Hela cell, 4076 

inhibition-chloroquine, retina 6501 
inhibition-double-stranded RNA + interferon, 
encephalomyocarditis virus 62342 
inhibition, effect on repair, 
Schizoseccharomyces pombe 4544 

inhibition, effect on rRNA biosynthesis 
control 769 

inhibition, elonastion factor EF2 
interaction-glutathione(selenodi) 1241 
inhibition-fluoride ion, initiation complex 
structure/function 2491 
inhibition-aougerotin, mechanism 2492 

TAB on Pages eR Rey owe” HeLa cell 
4158 


inhibition-pyrocatechol violet, reticulocyte 
4584 

inhibition, recovery, beta-galactosidase mRNA 
activity during 3598 

inhibition-ricin, yeast/Neurospora crassa 
5701 

inhibition-Sindbis virus, infected cell 

inhibition-termination-negamycin 57233 

inhibition-translation inhibitor, 
relationship-initiation factor LES MP re iiabont 
reticulocyte 5702 

inhibit ion-urethane, relationship-microsphere 
formation 6318 


4776 


Protein biosynthesis(Contd), 


inhibition-viomycin, Escherichia coli 
cell-free system 6222 
inhibitor, effect on tRNA biosynthesis 
initiation complex, regulation-formation 
1924 
initiation-harrinatonine 725 
initiation, Hela cell polyribosome, 
inhibition-poliovirus, in vitro 4585 
initiation, inhibition-GMP (7-methyl) 1925 
initiation, Pisum sativum chloroplast 6240 
initiation, prostate gland ribosome, effect 
of dihydrotestosterone 718 
initiation, vesicular stomatitis virus, 
inhibition-hypertonicity 1233 
initiation, wheat germ cell-free system, 
temperature sensitivity 2485 
L cell mitochondria, effect of mitochondrial 
DNA nicking 2089 
lens, epithelium, cell culture 394 395 
liver cell, effect of toluene treatment 
liver, effect of X-irradiation 116 
lymphocyte, inhibition-arsenic 924 
T-Lymphocyte, rosette formation 499 
mechanism, evolution, relstionship-error 
catastrophe hypothesis 2461 
mechanism-ricin inhibition, effect on 
ribosomal protein, eukaryote 6225 
membrane, gene regulation, phage BF23 
infected Escherichia coli 5954 
mitochondria 2225 
mitochondria, CHO cell temperature-sensitive 
mutant tRNA (Leucyl) synthetase 687 
mitochondria, inhibition-interferon 
mitochondrial fractien, rat liver 
mouse Leukaemia, effect of 
4-nitrobenzofurazan/4-nitrobenzofuroxan 
2693 
mouse mammary tumour virus, initiation site 
6231 
murine leukaemia virus, persistence-mRRA 
3583 
muscle, translation control, 
ribonucleoprotein (messenger), mechanism 
282 
neonatal pancreas, effect of trypsin 
inhibitor 2039 
neuron, relationship-aspartate (N-acetyl) 
biosynthesis 186 
oligodendroglia/ependyma spinal cord 5227 
operon(lactose)-directed, interference factor 
jalpha control 1231 
phage T4 amber mutant 2008 
phage T4 ghost-infected Escherichia coli 
2926 


6162 


6503 


3595 
6459 


phage 17, F-factor containing cells 1355 
pituitary gland tumour, effect of 
diethystilboestrol 3032 

Plasmodium lophurae cell-free system 3474 


Plectonema boryanum, infection-phage SPI, 
kinetics 4545 

poliovirus-infected HeLa cell, effect of mRNA 
S'=terminal structure 3508 

polyribosome fermation, Sendai virus infected 
fibroblast 5084 

potato tuber meristem, effect of growth 
regulator 1338 

prostate gland, effect of 


testosterone/insulin/prolactin 2181 


Protein btosynthesis (Contd), 


regulation, chick embryo Liver culture, model 
2 We, 
regulation, oestrogen/progesterone 811 
regulation, repressor 490 
relationship-guanosine tetraphosphate 
content, Escherichia coli 4635 
relationship-NAD/NADP content, 373 cell 6458 
relationship-RNA biosynthesis/RNA polymerase 
activity, Saccharomyces cerevisiae 4660 
relationship-RNA content, pig 5693 
relationship-mRNA metabolism, rat Liver 
relationship-valine pool 5094 
reticulocyte, inhibition, effect of AMP 
(cyclic)/ATP/GTP 3486 
reticulocyte, trichodermin inhibition 1232 
tRNA Leucyl incorporation/binding-ribosome, 
effect of ischaemia, Liver 5093 
tRNACpeptidyl), dissociation-ribosome during, 
Escherichfa coli 4078 
role-Blastocladiella emersonii 
growth/differentiation 1053 
role-cell cyele control, review 6057 
role-nerve growth factor-mediated neurite 


5763 


outgrewth 6647 
role-nuclear DMA, mouse placenta trophoblast 
6512 


role-tRWNA (glycyl)synthetase, kinetics, 
Escherichia coli 4527 

S phase spleen cell, effect of bovine 
parvovirus replication 6473 

Saccharomyces cerevisiae mitochondria 
polyribosome, regulation 1216 

Saccharomyces cerevisiae sporulation, effect 
of caffeine 3184 

Saccharomyces cerevisiae 
temperature-sensitive mutant, 
characterization 5089 

Saccharomyces cytophotometry/iapulse 
cytophotometry 2132 2133 

Sargassum thumberg{i embryogeny, nucleus | 
degeneration 1298 

sea urchin blastula nucleus, assay 4035 

Semlik4 forest virus infect iom-BAHX-21 cell 
1190 

Sendai virus-infected chick embryo 3019 

small intestine crypt cell differentiation 
2613 

stimulation-spermidine, dependence-uracil 
content-—mRNA 806 

Streptococcus mutans 2518 

Streptomyces antibioticus 142 

Thermus thermophilus cell-free system, effect 
of polyamine 1930 

thymocyte, activation-concanavalin A, 
role-membrane-bound ribosome 4352 

thymocyte, effect of 
theophylline/noradrenaline/AMP (dibutyryl 
cyclic)/cortisol/cycloheximide 800 

Tortula ruralis, effect of water stress 
translation, control, review 12 

uterus, oestrogen induction, effect of RNA 
biosynthesis 1332 

Vero cell, regulation-serum 4037 

vesicular stomatitis virus, control 

vesicular stomatitis virus 
temperature-sensitive mutant-infected L 
cell, inhibition 3455 

WI-38 cell, translation control 


5101 


3456 


2460 


Pseudomonas aeruginosa, effect of polymyxin B Protein D, 


255 

Rana catesbeiana tadpole liver/tail, 

triiodothyronine induct ion-metamorphosis 
246 

Rana pipiens oocyte, effect of progesterone 
2551 

rat liver/kidney, effect of age 5705 

rat muscle/liver, effect of protein 

deficiency 144 


rate, effect of tRNA, tumour 6173 


membrane, role-DNA biosynthesis, Escherichia 
coli 4249 


Protein 6G, 


Escherichia coli, membrane, role DNA 
biosynthesis/cell elongation 875 


Protein kinase, 


activity, effect of 17beta-oestradiol, rat 
uterus 4961 

binding-chromatin, isolation, activity, 
effect of concanavalin A 4960 
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Protein kinase(Contd), Providencia stuartii, 


characterization, relationship-hemin restriction endonuclease, cleavage-polyoma 
repressor, rabbit reticulocyte 6679 virus DNA 5313 
nucleus, Ehrlich ascites carcinoma/L restriction endonuclease, 7” 
cell/glioma cell, properties 1772 isolation/charattertzat ion 2214 
phosphorylation-ribosomal protein, Provirus, 2 
Saccharomyces cerevisiae 4052 DNA, avian myeloblastosis virus, ; 
phosphorylation-RNA polymerase I, rat liver integratten-chi cken myeloblast leukaemia 
6647 4269 4 ‘ 
ribosome-associated, plasmocytoma, activity DNA biosynthesis, mechanism/hypothesis 5374 
1916 DNA, murine Leukaemia virus, 
role-phosphorylation-tRNA f Met binding inteoration-mouse cell, effect of gene Fv-1 
protein, regulation, reticulocyte 6196 5375: ‘ 
stimulation-RNA polymerase II, Novikoff DNA, transformation-defective RD-114 
ascites cell 5539 virus-infected rhabdomyosarcoma 3234 
Protein kinase(ATP-dependent), Prunus necrotic ringspot vitgee 
specificity, Escherichia coli, ribosomal physical properties 1281 
protein 703 Pseudomonas, 
Protein kinase(cyclic AMP-dependent), cross-reactivity, Escherichia coli 
phosphorylation-histone, assay 5565 tRNA(phenylalanyl) synthetase 11&5 
Protein kinase(GTP-dependent), rRNA cistron, homoloay 2711 
specificity, Escherichia coli, ribosomal Pseudomonas aeruginosa, 
protein 7C3 DNA methylation 5274 
Protein L4, DNase, purification/properties 6620 
cross-Linking-rRNA, UV irradiation, Escherichia coli, drug resistance, transfer, 
Escherichia coli ribosomal subunit 1263 plasmid RSU2 468 
Protein methy lase( DNA-dependent), RNA biosynthesis/protein 
semen, activity 1037 biosynthesis/phospholipid-degradation, 
Protein omega, effect of-polymyxin B 255 
Escherichia coli, treatment-phage fd Pseudomonas alboprecipitans, 
sinale-stranded DNA, effect on physical taxonomy 2629 
properties 6432 Pseudomonas avenae, 
Protein P1 ban, taxonomy 2629 
requirement-phage phix174 DNA biosynthesis Pseudomonas pertucinogena, 
962 taxonomy 1459 
Protein S7, Pseudomonas putida, 
cross-linking, rRNA, UV irradiation, arginine/pyrimidine biosynthesis, regulation 
Escherichia coli ribosomal subunit 1263 2389 
Protein S-100, ATP: RNA adenylyltransferase, 
translation-poly (A)-containing RNA, kinetics/structure 1768 
cell-free system 5698 identification-phage Qbeta RNA biosynthesis 
Protein X, host factor 1541 
induction, relationship-DONA repair, plasmid DNA, isolation 3625 
Escherichia coli mutant 5917 RNA biosynthesis, effect of amino acid 
induction, relationship-~inhibition-DNA Supplementation 4154 
biosynthesis, Escherichia coli 3133 transformation, plasmid-linked drug 
Protein(acidic), resistance factor DNA 1625 
Artemia salina. ribosomal subunit 60S, Pseudomonas putrefaciens, 
isolation/characterization 1203 human, characterization 3123 
nuclear, Tetrahymena pyriformis, effect of poly (6.C) extract, autolysis 5659 


starvation 541 Pseudopleuronectes americanus, 


Proteinase, roe, tRNA methylase activity 2916 
activity, liver polyribosome 1219 Pseudorabies virus, 
distribution-stratum corneum + psoriasis, assembly, effect of arainine deprivation 
human 2776 3725 

Proteus, 


y ; J f defective, DNA, characterization 5821 
strains, incompatibility, DNase release 2302 DNA, fate-rabbit kidney cell 4775 


Proteus mirabilis, DNA replication, detection-single-stranded 


composite plasmid, DNA biosynthesis, origin complementary sequence 5&92 

1482 : : infected-BHK 21/C€13 cells, DNA polymerase 
DNA repair, dimer excision, effect of activity 2334 
UVirradiation 1490 


: infection, effect on nucleotide metabolism 
RNA polymerase, amino acid sequence, 3395 


comparison-Escherichia coli/Serratia 
Marcescens 6634 
Prothoracic gland, 
Periplaneta americana/Galleria mellonella, 
RNA biosynthesis, effect of activation 
factor I 2024 


UVirradiation + herpes simplex virus, effect 
on thymidine kinase induction 1765 
nascent DNA, properties 3724 
Pseudotsuga menziesii, 
DNA content, clinal variability 3622 


aoe Psoralen, 
oton, i 
complex-adenyl 5'-yl imidodiphosphate, prety eine Stk eae 
fermation constant 6108 interaction-DNA 3649 
transfer-uracil, NMR, comparison-imidazole interaction-DNA, mechanism 305 
4989 Psoralen(8-methoxy), 
Protoplast, 


t 2 cross-linking-DNA, Escherichia coli/ph 
Nicotiana tabacum, uptake-phage fd DNA 5947 Lambda 6381 ¢ ets 


Vigna sinensis, infection-cowpea mosaic virus Psoralen(trimethyl), 


PS ee effect of temperature/pH 5784 cross-linking-single-stranded DNA, 
otozoa, use-secondar 
meiosis, review 3339 5865  iaougl aes na ek ea wens 
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Psoralen(trimethyl) (Contd), 


Purine(Contd), 


use-cross-linking, electron microscopy-DNA uptake/metabolism, Liver 


1799 


secondary structure, eukaryote genome 5859 Purine cyclonucleoside, 
Psoriasis, synthesis 47 

DNase, separation 2204 Purine nucleoside, 

tRNA/DNA, base composition/content 6165 analogue, 


treatment 2593 
treatment-uridine(2’,3',5'-triacetyl-6-aza)/c 
ytosine arabinoside/uridine 
(5-iodo-2'-deoxy), review 
Pteridine, 
conversion-purine 2366 
Purin-9-11(methyl-2-deoxy-2-) arabinofuranoside, 
synthesis 50 
Purin-9-11 (methyl-3-deoxy-3-) arabinofuranoside, 
synthesis 50 
N-(purin-6-yl carbamoyl)threonine, 
role-tRNA Ile bindina-ribosome 
Purine, 
see also Adenine, Guanine 
absorption properties 2818 


2804 


3437 


addition-potassium hydrogen sulphite 6058 
atomic diagmagnetic anisotropy 4457 
biosynthesis, gene, Bacillus subtilis 3361 
biosynthesis, human Leukocyte 35 
chromatography (thin layer) 1785 
complex-ferrous-nitrosyl, structure 2370 
content-food, effect on metabolism 3359 
conversion-pteridine 2366 

copper complex, X-ray crystallography 3948 


degradation, Pharbitis nil cotyledon, effect 
of light/dark 1079 

degradation, review 4981 

dependent Candida pelliculosa mutant, IMP 
precursor accumulation 2831 

effect on serum/urine content-uric acid, 
gout/hyperuricaemia 3360 

effect on Streptococcus Lactis growth/nisin 
biosynthesis 2833 

electrochemical reduction-dimethylformadide 

4458 

incorporation-Entamoeba histolytica 5606 
interaction-hydrogen sulphite ion 1788 
interaction-tryptophan/tyrosine 1781 

metabolism, fibroblast mutant 
phosphoribosylpyrophosphate synthetase 616 
metabolism, hepatoma, imbalance, glutamine 


phosphoribosylpyrophosphate amidotransferase 


activity 1800 
metabolism, Neisseria meningitidis 32 33 
metabolism, vertebrate erythrocyte 3362 


methylation, determination-urine, 
chromatography (gas-liquid) 1782 

methylation, tRNA, analysis, chromatography 
(liquid) 1783 

photosensitization, proflavine 1787 

quaternary salt, thermal decomposition 1789 
release-DNA/RNA, catalysits-hydrogen fluoride 
+ hydrochloric acid 3632 

review 2361 

salvage, mammary gland 1077 

salvage pathway, erythrocyte/lymphocyte, 
effect of antirheumatic agent 2832 

separation, chromatography (cation-exchange) 


602 
separation, chromatography (high pressure) 
4459 
separation, polyacrylamide gel 3356 
singlet state 5588 
synthesis 2820 
tautomerism, NMR 24 29 
transport-membrane, review 2359 
transport, Schistosoma mansoni 37 38 


triplet state 2367 

tritium exchange, kinetics, DNA/tRNA Phe 
conformation 4515 

tritium exchange, tRNA Ile/tRNA Tyr/tRNA Phe 
structure 4516 

tyrosine/tryptophan, singlet energy transfer 
between 27 


incorporation-erythrocyte/platelet/lymphocyt 
e 2869 
circular dichroism, effect of glycosidic bond 
5C20 
conformation, circular dichroism, 


comparison-purine (3-deaza) nucleoside 5016 
dialdehyde derivative, inhibition-DNA 
biosynthesis/ribonucleotide reductase 3945 


electrochemical reduct ion-dimethylformadide 
4458 

phosphorylation-rat liver mitochondria 3972 

radical formation, effect of hydroxyl, ESR 
3366 


Purine nucleoside phosphorylase, 


activity, mechanism 3323 

purification/characterization, bovine brain 
6676 

purification, characterization, bovine 
thyroid 4958 


purification/properties, rabbit liver 2798 


Purine nucleotide, 


metabolism, effect of nucleoside analogue, 
review 2805 
Neurospora crassa, effect of histidine 8&8 


Purine nucleotide pyrophosphotransferase, 


Streptomyces morookaensis, properties 1767 


Purine phosphoribosyltransferase, 


assay 3933 


9-H-Purine(9amino-6 (methylthio)),, 


glycoside analogue, synthesis 1062 


Purine (9-amino-6(methylthio)9-H), 


glycoside analogue, synthesis 1962 


Purine(8.2°-anhydro-7-hydroxy) nucleoside, 
synthesis 
Purine (2-aza), 


5004 


synthesis 1063 


Purine (6-benzylamino), 


effect on ultrastructure/pigmentat ion, 
Spirodela polyrrhiza chloroplast 4992 
synthesis 1964 


Purine (6-benzylamino-9-beta-D-ribofuranosyl), 


inhibition-nucleoside-transport, erythrocyte 
85 


Purine (6-benzyloxy-9-beta-D-ribofuranosyl), 


inhibition-nucleoside-transport, erythrocyte 
85 


Purine (6-benzylthio-9-beta-D-ribofuranosyl), 


inhibition-nucleoside-transport, erythrocyte 
85 


Purine(7-deaza), 


synthesis, chemical properties 4982 


Purine(3-deaza) nucleoside, 


conformation, circular dichroism, 
comparison-purine nucleoside 5916 


Purine(2°-deoxy) nucleoside, 


synthesis 5617 


Purine(2,6-diamino), 


derivative, synthesis, anti-folate activity 
4995 


Purine(2,6-diamino), 


effect on growth, Anabaena doliolum 617 


Purine(2,6-diamino)arabinoside, 


activity-antiviral agent 2867 


Purine (6-dimethylamino), 


polymer, emission spectra 658 


Purine(2-6dimino) sulphate, 


effect on tobacco mosaic virus 5615 


Purine (9-(1,5-dioxypentyl-3)), 


phosphorylation, polycondensation, 
oligonucleotide formation 6089 


Purine (N*6-hydroxy-2-amino), 


synthesis, properties 4983 
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Purine(6-mercapto), Pyridine, 


effect: on IMP dehydrogenase activity, human jnteraction-uracil(S5-diazo) 2825 
fibroblast 3957 Pyridine(hydroxy), — 
metabolism, human Leukaemia, comparison-L1210 protomer equilibrium 2373 
cells 1801 Pyridine(2-hydroxyethanethiolato(2, 
phosphorylation, human Leukaemia 2379 2°2-ter-))platinum (II), 
tautomerism, NMR 24 intercalation, calf thymus DNA, X-ray 
Purine(6-mercapto) arabinoside, diffraction 1408 
pharmacology, review 2807 Pyridine(mercapto), 
Purine(N*6-methoxy-2-amino), protomer equilibrium 2375 
synthesis, properties 4983 Pyridoxal 5*°-phosphate, 
Purine(é6-methyl), inactivation-rat Liver/Saccharomyces 
effect on cell cycle, Chlorella pyrenoidosa cerevisiae RNA polymerase I/RNA polymerase 
5604 rr” 1613 
effect on DNA biosynthesis/RNA biosynthesis, inhibition-DNA polymerase, mechanism 6026 
Lilium lLongiflorum 5422 inhibit ion-DNA polymerase, oncornavirus 5541 
substituted, interaction-hydroxide jon 1786 Pyrimethamine, 
1786 jnhibition-DNA biosynthesis/mitosis, human 
Purine(6°,8°,9°-trimethyl)2'-ylthio acetamide, fibroblast 4299 
synthesis, effect on Escherichia coli Pyrimidine, 
phleomycin 1790 see also Cytosine, Thymine, Uracil 
Purine(6-methylamino), atomic diagmagnetic anisotropy 4457 
polymer, emission spectra 658 biosynthesis, Aspergillus nidulans 39 
Purine(Ne6-methylhydroxy-2-amine), biosynthesis, effect of intra-uterine growth 
synthesis, properties 4983 retardation 386 
Purine(methyloxy), biosynthesis, human lymphocyte, regulation 
effect on-Chinese hamster cell, 2834 
ONA-repair/chromosome aberration 432 biosynthesis, Pseudomonas putida, regulation 
Purine(6-methylthio) arabinoside, 2380 
pharmacology, review 2807 biosynthesis, regulation-brain development 
Purine(6-methylthio-7,9-dimethyl) fodide, 2835 
radioprotection-activity 26 biosynthesis, Salmonella typhimurium, 
Pur ine(2°,3°-O-sulphinate) nucleoside, repressfon-cytidine 620 
intermediate-synthesis-adenine arabinoside characterization, phage MX-1 DNA 5867 
(8,2'-O0-anhydro-8-hydroxy)/adenine chromatography (thin Layer) 1785 
arabinoside (8,2'-S-anhydro-8-mercapto) complex-ferrous-nitrosyl, structure 2379 
2390 complex, Raman spectra/IR spectra, effect of 
Purine (trinsthylettyty tar = coordination 5595 
“ Serre ose ALES quid) 3357 ‘ : degradation, review 4981 
urine(xylosyl-6-mercapto)-5"-phosph ivative 
Meee arte eee 64 Pp phate, seciyee Bg,piructure, Raman spectra/IR_ 
Purinyl-L-proline, distribution-DNA, Actinomyces coelicolor 
derivatives, synthesis 1825 66/actinophage F448 6428 
Puromycin, effect on Streptococcus Lactis growth/nisin 
activation-Epstein-Barr virus, cell cycle biosynthesis 2833 
dependence 3726 incorporation-Entamoeba histolytica 5606 
activity-antiparasitic agent 2866 interaction-acetylene dicarboxylic acid ester 
analogue, effect on polyphenylalanine 6063 
biosynthesis, cell-free system 166 interaction-tryptophan/tyrosine 1781 
effect of termination-procollagen metabolism, human, disorder 40 
biosynthesis, chick embryo fibroblast 2955 metabolism, lymphocyte, effect of 
effect on amaranthin biosynthesis, Amaranthus phytohaemagglutinin 636 
caudatus 2385 methylation, determination-urine, 
effect on DNA biosynthesis, L cell 2189 chromatography (gas-liouid) 1782 
effect on promoter regulation-operon trp methylation, tRNA, analysis, chromatography 
transcription 4140 (liquid) 1783 
interaction-elongation factor Tu-GTP complex oligonucleotide content-DNA, effect of 
160 , irradiation (fonizing) 5847 
interaction-tRNA (dansyl-dipeptidyl) + photosensitization, proflavine 1787 
ribosome, Escherichia coli 6229 release-DNA/RNA, catalysis-hydrogen fluorid 
interaction-tRNA (N-acetylphenyLlalanyl), + hydrochloric acid 3632 i 
erage men er on Nusa ig acid 176 review 2361 
mycin aminonucleoside, separation, chromatogr ion- 
effect on ribosome peptidyltransferase 602 ‘ Top avtine ts Feebeeee 
Bi eS Ora de aa binding 1902 separation, polyacrylamide gel 3356 
evathesae ade yl), psguences comparison phage S$13/phage phix174 
ent eehea eat OC AY, substituted, NMR 6062 
ynthesis transport-membrane, revie 
Puromycin(5'-O-chloroacetyl), transport, Schistosoma Bere Sied7 38 
synthesis 60 tyrosine/tryptophan, singlet ener 
Putrescine, Ret ocenmme? ’ Gy transfer 
prone s ie A Ona RARPEC ENS 2 effect on Pyrimidine dimer, 
seolus aminoa ision- : : . F 
Putrescine dtacetitnes ARAL ah VERASTER ORE Lc Yee 34485 LOG gous 
effect on Hela cell/leukaemia 2035 excimer state formation 2828 


Pyrazomycin, 


SOSH” | <aaG excision-DNA, effect of UV-irradiation, 


Escherichia colt 5402 
induction, L-cell DNA, UVirradiation 1403 
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yrimidine dimer(Contd), 


photoreactivation-human fibroblasts/xeroderma 


parnentosus XPI 2BE 
dine methanol, 


yrie 


2682 


effect on gibberellic acid elongation 


induction, 
yrimidine nu 
analogue, s 


Avena 108 
cleoside, 
ynthesis 1 


2 


094 


catabolism, Salmonella typhimurium, 
induction-pyrimidine nucleoside analogue 


Ba NE 


circular dichroism, effect of glycosidic bond 


5020 
derivative, 
intermedia 


phosphorylation-rat Liver mitochondria 


transport, 


synthesis, 
te 4476 


Escherichia 


Pyrimidine nucleotide, 
s, liver, effect of 

sex/alpha-hexachlorocyclohexane 
s, synchronized hepatoma/3T3 cell 


biosynthesi 


biosynthesi 
89 

metabolism, 
cytidine ¢ 


i\Pyriaidine 


use-organopalladium 


coli 


1197 


2411 


SNe 


effect of guanosine (deoxy) + 


deoxy) 563 


pool, characterization, 
biosynthesis, HeLa S3 
\iPyrimidine N-oxide, 

interaction-enamine 2 


1 

mRNA/TRNA 
cell 4128 
372 


‘Pyrisidine(2-acetylamino), 


NMR 5596 
'Pyrimidine(al 
synthesis, 


use-alpha-ketoketene-S,S-acetal/alpha-cyanok 
etene-S,S- 


koxy), 


acetal 606 


4 


Pyrimidine(4-alkoxy-2-amino-6-chloro), 


synthesis 


4987 


'Pyrimidine(4-alkoxy-6-amino-2-chloro), 


synthesis 


Pyrimidine(S-alkyl-6-hydroxyl-4-methyl), 
derivative, antiviral agent, 


synthesis/ 


4987 


activity 4 


Pyrimidine(S5-amino), 
addition-acetylene dicarboxylic acid ester, 


product identification 


microwave s 


pectra 606 


996 


& 


6067 


Pyriaidine(2-amino-4-hydroxy-6-iodo), 


synthesis 


4987 


Pyrimidine(4-amino-5-formamidd), 


isomers 28 


26 


Pyrimidine(2-amino-6-bromo-4-hydroxy), 


synthesis 


4987 


Pyrimidine(3-amino) nucleoside, 


synthesis, 


Pyrimidine(5-bromo) nucleoside, 
interaction-sodium azide 


interaction 


58 


S374 


Pyrimidine(2-deoxy) nucleoside, 


synthesis 
Pyrimidine(2, 
teratogenic 


5617 
4-diamino), 


ity, relationship-mitosis 


inhibition activity 
Pyrimidine(4,6-dibutyl) 1t-oxide, 


photolysis 


6069 


2839 


Pyrimidine(difluoromethylmercapto), 


synthesis, 
6070 


oxidation, 


product 


Pyrimidine(4,6-dihydroxy), 
olefin bond, cycloaddition 

Pyrimidine(5,7-dihydroxypyrazolol[1,5-aJ), 
synthesis/inhibition-xanthine oxidase 

Pyrimidine(dimethy Laminomethoxy-), 


Mass spectr 


a analysis 


4988 


2381 


(7-(beta-D-ribofuranosyl)pyrrolol2,3-d]), 
halogenation 59 


identification 


2827 


Pyrimidine(5,7-dimethyltriazolol4,3-alphal), 


jsomerizati 


on 6065 


Pyrimidine(2,4-dioxo), 
interaction-diazomethane/diazoethane 


Pyrimidine(4,6-diphenyl) 1-oxide, 


photolysis 


6269 


2829 


Pyrimidine(2-ethyl), 
synthesis 6071 
Pyrtimidine(5-fluoro-5,6-dihydro), 
synthesis 30 
Pyrimidine(2-foraylamine), 
NBR 5596 
Pyrimidine (hydroxy), 
protomer equilibrium 2373 
Pyrimidine(imidazo(1, 2-a]), 
synthesis/antibiotic activity 1081 
Pyrimidine(imidazoli,2-cl) nucleoside, 
synthesis 2890 
Pyrimidine(isonazolo(2,3-alpha)), 
salt, synthesis, interaction-3-aminoisoxazole 
+ beta-diketone 6072 
Pyrimidine(4-methylmercaptopyrazolo(3,4-d)), 
ribosylation, antibiotic synthesis 6073 
ribosylation during formycin synthesis 6074 
Pyrimidine(methylthio), 
mass spectra analysis 4988 
Pyrimidine (5-nitro-4-amino), 
interaction-acetylene dicarboxylic acid ester 
6063 
Pyrimidine (5-oxy-6-amino), 
alkylation, pyrimido(4,5-b(1,40xazinone-7 
synthesis 6075 
Pyrimidine(S-(perfluoroalkyl)), 
synthesis 31 
Pyrimidine(phthaliaido), 
synthesis/inhibitfon-RNA polymerase 3349 
Pyrimidine(pyrrole(1,2-alphaj), 
protonated derivative, chemical properties 
6066 
Pyrimidine(pyrrolol2,3-d)), 
tautomerism, WHR 29 
Pyrimidine(1,2,3-thiadtazolol4,5-d]), 
synthesis 3955 
Pyrimidine(thteny((2,3-0)), 
synthesis, structure determination 5597 
Pye ings rnettaio? 
containing, polynucleotide, 
induction-interferon 6154 
derivatives, dimer photodissociation 612 
Pyrimidine(5-thio)nucleoside, 
properties, review 2806 
Pyrimidine(S-thio)nucleotide, 
properties, review 2806 
Pyrimidine(2,4,6-triemino), 
derivative, synthesis, anti-folate activity 
4995 
Pyrimidine(1,1°-trimethylenebis), 
derivative, X-ray crystallography 4462 
Pyrimidine(trimethylsfilyl), 
chromatography(gas-liquid) 3357 
Pyrimidine(2,4,6-trioxohexahydro), 
condensation-benzaldehyde, product 
identification 6076 
Pyrimidinol (2-amino-5-bromo-6-methyl-4-), 
stimulation-mouse interferon 3235 
Pyrimidin-7-one (5-amino-3-beta-D-ribofuranosyl- 
5-triazolol1,5-a]), 
synthesis/activity-rhinovirus type 13 2850 
Pyrimido((5,4-b](1,4]-oxazinone-7), 
synthesis, alkylation-pyrimidine 
(S-oxy-6-amino) 6075 
Pyrimido(6,7,8,9-tetrahydro-1,2-alpha) indole, 
protonated derivative, chemical properties 
6066 
Pyrimidoyl-2-acetic ester, 
synthesis 1072 
Pyrimidoyl-2-acetonitrile, 
synthesis 1973 
Pyrocatechol, 
cupric ion catalysis oxidation-nucleic acid 
components 611 
Pyrocatechol violet, 
inhibition-protein biosynthesis/initiation 
complex, reticulocyte 4584 
Pyrophosphonyl chloride, 
phosphorylation-quenosine 33/70 


183 


Pyruvate ; 
Mecdtirenente staphylococci anaerobiosis 622 
Pyruvate kinase, . 
Escherichia coli, effect of desdanine 3325 
Pytas mucosus . 
chromosome, local ization-satellite DNA 6351 


@ banding, 
chromosome, chemistry 
Quail, 
histone H5, N-terminal amino acid sequence, 
compar ison-duck/goose/pigeon/chicken 5486 
oviduct, poly (ADP-ribose) biosynthesis, 
during progesterone-induced DNA biosynthesis 
5663 
tumour, avian sarcoma virus-infected, 
purification-closed circular DNA, size 
Quinacrine, 
effect on RNase activity 
induction-micronucleus 
Quinoline, 
complex-adenine, 
Quinone, 
effect on aquanine tetraphosphate 
metabolism/tRNA(Leucyl) synthetase activity 
4025 
2,3-bis-Quinoxaline (acetylmercaptomethyl), 
inhibittion-RNA biosynthesis, poliovirus 


3266 


6349 


2297 
190 


structure 2369 


5213 


R factor, 
see also Colicinogenic factor, Episome, 
Plasmid, Sex factor 
containing Enterobacteriaceae, 
extrachromosomal DNA 
isolation/characterization 3118 
DNA biosynthesis, specificity, infected 


Escherichia coli 4771 

DNA, Escherichia coli, 
transformation-Bacillus subtilis 4843 

gene, phage Lambda, transposition 1594 

human/animal enterobacteria, DNA homology 

1456 
R factor R1, 

Salmonella typhimurium, resistance 
determinant, elimination, DNA intercalation 
compounds 2213 

R factor R12, 
homologous plasmid DNA, 


jsolation-tetracycline resistant Escherichia 


coli 5257 
R factor R404, 


DNA, transformation-Escherichia coli 3804 
R-Lloop, 
formation, during DNA-RNA hybridization 5286 
Rabbit, 
blastocyst, DNA biosynthesis, effect of 
intrauterine device 4822 
bone marrow, erythroid cell, globin mRNA, 
initiation-translation 5696 
DNA antibody production, effect of 
poly(A).poly(U) 3823 
ONA/RNA antibody, characterization 3244 
globin gene, plasmid containing, cloning 
5255 
globin ribonucleoprotein (messenger), 
isolation-chromatography (affinity) 3848 


Beers AMP deaminase activity, regulation 
4 


heart, nucleotide turnover, rate 6129 


Seca or? adenosine deaminase purification 
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Rabbit (Contd), . 
kidney cell, fate-pseudorabies virus DNA 
4775 
Liver, purine nucleoside phosphorylase, 
purification/properties 2798 
muscle denervatton, effect on mRNA 
biosynthesis 4125 
reticulocyte, elongation factor EF-I 
purification/physical properties 4583 
reticulocyte, initiation factor IF-E2 
purification/characterization 6236 
reticulocyte, origin-cytoplasmic alpha-globin 
mRNA 5142 
reticulocyte, protein biosynthesis, 
inhibition-translation inhibitor, 
relationship-initiation factor IF-MP 
reticulocyte, protein kinase 
characterization, relationship-hemin 
repressor 6679 
skeletal muscle, glycogen phosphorylase, 
activation site probe, use-AMP 
(1,N*6-etheno)/AMP (1,N*6-etheno-2"-deoxy) 
5649 
spermatozoa, protamine analysis, 
compar ison-mouse/rat/guinea pig/human 
thymus, nuclear ribonucleoprotein 
inhibition-RNA polymerase 3299 
uterus, effect of herpes simplex virus 
infected nucleic acid extract 4322 
Rabbit pox virus, 
DNA biosynthesis, infection, 
of isoleucine deprivation 
Rabies virus, 
effect of cytosine arabinoside/adenine 
arabinoside/uridine(6-aza), in vitro/in vivo 
2874 
nucleoprotein, 


5702 


4861 


L cell, effect 
907 


localization 2735 


Radiation sickness, 


DNase activity, lLiver/spleen, 
marrow transplantation 557 | P 
thymus gland/spleen, DNA biosynthesis 
Radical, 
formation-dTMP, effect of gamma-irradiation, 
ESR 3394 
purine nucleoside, formation, effect of 
hydroxyl, ESR 3366 
Radicle, 
Gossypium barbadense, nuclear DNA 
biosynthesis, mechanism during germination 
6463 
Radioallergosorbent test, 
detection-DNA antibody 
Radiocarbon, 
induced DNA excision-repair, Escherichia 


effect of bone 


390 


1859 


coli/phage T4 5846 
Radiolysis, 
14C-Labelled thymidine/thymidine(tritiated) 
1806 
cytosine, aqueous solution 2822 
Radioprotection, 


activity, purine (6-methylthio-7,9-dimethyl) 
jodide 26 
activity-snake venom 
ONA, mechanism 835 
eereenis L5178Y cell DNA, mercaptoethylamine 
Radioresistance, 
induction, Escherichia coli 


2475 


1396 


loss, Micrococcus radiodurans, mutant 467 
Radiosensitivity, 

Acholeplasma lLaidlawii DNA 1397 

DNA biosynthesis, liver, effect of age 383 

DNA, relationship-thymine content 3628 


Escherichia coli K12, relationship-DNA 
biosynthesis 3180 
Saccharomyces cerevisiae mutant 
Radiothermoluminescence, 
characterization, gamma-irradiation, 
nucleoprotein-complex 315 


1402 


a 


Raji cell, 


Epstein-Barr virus infected, inhibition-DNA 


replication, phosphonoacetic acid 3727 
superinfection, effect on Epstein-Barr virus 
DNA biosynthesis 5382 
Ram, 
spermatozoa, DNA content 6353 
Raman spectra, 
DNA/poly (A) complex-polylysine 5290 
DNA/RNA 5289 
aes MS2 RNA/coat protein/capsid structure 
4698 


2426 
effect of coordination 


polynucleotide transition 
Pyrimidine complex, 


5595 
Pyrimidine derivatives, structure 2371 
tRNA 2443 
tRNA structure, Escherichia coli 2907 


RNase A, unfolding, 
5509 
Rana catesbeiana, 
cytosol, alkaline RNase, 
purification/properties 


effect of temperature 


6608 


tadpole, liver/tail, protein biosynthesis, 
at baa abe hia induction- metamorphosis 
6 
Rana esculenta, 
oviduct, RNA biosynthesis 3560 
Rana pipiens, 
larva, DNA repetitive sequence 4236 


oocyte, RNA biosynthesis/protein 
biosynthesis, effect of progesterone 
oocyte, RNA polymerase, fate during 
maturation 6638 

Ranunculus genus, 


2551 


DNA content 294 
Raphanatin, 
synthesis 1064 


Raphanus sativus, 
seed, AMP phosphotransferase 
purification/activity 5569 
Raspberry ringspot virus, 
infected Chenopodium quinoa, 
expression 5231 
Rat, 
adrenal gland, 
inhibition-ATP/ADP 
adrenal medulla, 
role-synaptic transmission 5223 
albumin biosynthesis, effect of 
hypophysectomy 4547 
anaemia, defective protein biosynthesis, 
ribosomal subunit 30S 4575 
bone, DNA content, effect of oestrogen 4782 
bone marrow, chromosome aberration/sister 
chromatid exchange, 


RNA-1/RNA-2 


steroidogenesis, 
5037 


induction-dimethylbenz(alpha)anthracene/trim 


ethylbenz(alpha)anthracene 5931 
bone marrow, DNA polymerase/thymidine kinase 
activity, effect of irradiation 3191 
/bone marrow, endogenous DNA biosynthesis, 
effect of exogenous DNA 6499 
bone marrow, RNA biosynthesis/protein 
biosynthesis, effect of erythropoietin 
brain, alkaline RNase, isolation/properties 
6006 


brain, DNA biosynthesis 6460 


brain, DNA/RNA binding-5,5-diphenylhydantoin, 


in vitro/in vivo 3647 

brain mitochondria, analysis-poly (A) 
containing RNA 5143 

brain, protein biosynthesis, 
inhibition-D-amphetamine, mechanism 5734 

brain, RNA biosynthesis, effect of carbon 
monoxide 5220 

brain, RNA polymerase activity, effect of 
$-100 protein 4418 

brain, RNA surface tension, effect of 
acetylcholine 4113 


regulation-RNA biosynthesis, 


3735 


Rat (Contd), 


brain, stimulation-mRNA biosynthesis, 
training 6331 

brain, thiamine diphosphatase, effect of 
UDP/IDP/ATP 4502 

cerebellum, DNA biosynthesis, 
induction-thyroxine, effect of 
dibutyrylAMP(cyclic) 4784 

cerebellum, DNA content, thymidine kinase 
activity, effect of 
hypothyroidism/nutrition, during development 

5249 

chromatid body, RNA biosynthesis, during 
spermatogenesis 5188 

chromosome, lLocalization=rRNA gene 3812 

circadian rhythm-DNA biosynthesis/thymidine 
kinase activity, Morris hepatoma 
5123-C/Morris hepatoma 7800, rat 3198 

DNA binding-benzolalpyrene, effect of 
Z-methylcholanthrene 3644 

DNA biosynthesis/cardiac muscle 
differentiation, effect of AMP (cyclic) 
6497 

DNA biosynthesis/RNA biosynthesis, during 
embryogenesis, inhibition-chloridin 4821 

DNA biosynthesis/RNA biosynthesis, effect of 
aflatoxin B81 5413 

DNA/RNA, characterization-Kirsten sarcoma 
virus-specific sequence 3678 

DNA strand separation, effect of age + 


temperature 4217 
duodenum, irradiation-induced damage, effect 
of DNA 5944 
embryo, C-type virus release 3493 
embryo, cell culture, DNA, 


incorporation-uridine (5-bromodeoxy), during 
S phage, assay 5029 
embryo fibroblast nucleus, 
simplex virus type 1, DNA biosynthesis 
4790 
glioma cell, 5°-nucleotidase, 
kinetics/localization 5568 
growth hormone-devendent DNA biosynthesis, 
effect of age 3175 
heart, RNA biosynthesis, 
5798 
hepatocyte, chromatin structure, 
alpha-amanatin, relationship-RNA 
biosynthesis, durina regeneration 6577 
hepatocyte, chromatin structure, effect of 
hypoxia 6571 
hepatocyte, DNA biosynthesis, 
initiation-Lipoprotein, very low density 
5429 
hepatocyte, nuclear RNA, 
lLocalization/characterization 4594 
intestinal mucosa, phosphodiesterase II 
purification/activity 4437 
intestine, RNA biosynthesis, 
aldosterone 5206 
irradiated, DNA biosynthesis, 
treatment 5939 
irradiated, Life-span, effect of DNA 5946 
jejunum, DNA biosynthesis, assay-inhibition 
6498 
kidney cell, RNA biosynthesis, 
mercuric chloride 5221 
liver/brain, DNA biosynthesis, effect of diet 
4318 


infected-herpes 
4789 


effect of hypoxia 


effect of 


effect of 


effect of DNA 


effect of 


Liver, cell-free system, use-globin mRNA 
assay 6243 

liver, chromatin, characterization-protease 
4361 


liver, chromatin, effect of 
dexamethasone/adrenalectomy 5990 
liver, chromatin, transcription, 
inhibition-thymic factor 5799 

liver, DNA biosynthesis/mitosis, during 
regeneration 5943 
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Rat (Contd), Rat (Contd), 


Liver, DNA biosynthesis/polyamine Liver, poly(A) containing RNA biosynthesis, 
accumulation, inhibition-1,3-diaminopropane, effect of 3-methylcholanthrene 3571 

during regeneration 5433 liver, polyribosome, 
liver, DNA biosynthesis, relationship-DNA isolation-free/membrane—bound 4050 
polymerase 7.1S activity 3924 liver, protein biosynthesis/ribosome 
liver, DNA biosynthesis, stimulation-histone, association-mRNA, effect Of paces, 4570 

during regeneration 5432 liver, ribosomal protein, f 
liver, DNA kinase, purification, properties modification-2-methoxy-5-nitropone, ; 

3326 determination-ribosomal subunit 60S/ribosome 
Liver, DNA ligase localization/properties 80S conformation 5715 

3942 liver, ribosomal subunit 40S ribosomal 
liver, DNA methylation/cytosine (5-methyl) protein, purification/characterization 5714 
content, effect of hydrocortisone 5391 liver, ribosome 80S/ribosomal subunit 60S, 
liver, DNA stability, relationship-age, release-ribosomal protein, potassium 

effect of hepatectomy 5341 chloride treatment 5120 
liver, during regeneration, Liver, ribosome activity, effect of iron 
biosynthesis-ribosomal protein, 2946 

post-mitochondrial supernatant 5119 liver, tRNA (Caminoacyl)synthetase, 
liver, effect of 2-acetylaminofluorene-RNA characterization 4525 

biosynthesis/RNA polymerase I activity 3037 liver, RNA biosynthesis, effect of 
liver, effect of thyroid hormone-tRNA X-irradiation 3561 

(phenylalanyl) synthetase activity 2458 liver, RNA biosynthesis/membrane potential, 
liver, endoplasmic reticulum membrane, effect of hydrocortisone 52C7 
association-mRNA 5152 Liver, RNA biosynthesis, poly (A) containing, 
liver, 5'-endoribonuclease effect of 2-allyl-2-isopropylacetamide 5224 
jsolation/purification 3277 liver, rRNA conformation, effect of ionic 
liver, fractionation-ribosomal protein 2934 strength 6289 
liver, free ribosomal subunit heterogeneity, Liver, mRNA metabolism, relationship-protein 
physical properties/dimerization 5108 biosynthesis 5763 
liver, alpha-globulin mRNA, effect of liver, tRNA methylase activity, during 
oestrogen/androgen 4652 aflatoxin Bi-induced carcinogenesis 5682 
liver, glucose-6-phosphatase/alkaline liver, tRNA methylase, kinetics/specificity, 
RNase/ATPase/ inosine comparison-Zajdela hepatoma 5686 
diphosphatase/5'-nucleotidase, liver, tRNA 

comparison-hepatoma 5516 Phe-3'-methyl-4-dimethylaminoazobenzene 
liver, isolation-nuclear DNA, complex formation 6161 

relationship-nuclear DNA 5150 liver, RNA polymerase A/PNA polymerase B 
liver/kidney, protein biosynthesis, effect of content/stability, effect of growth 4416 
age 5705 liver, RNA polymerase I, 
liver, microsome, DNA, phosphorylation-protein kinase 6647 
binding-diethylstilboestrol 5836 Liver, RNA polymerase, 
Liver, microsome, DNA inhibition-dimethylnitrosamine in vivo, 
binding-7-methylbenzCaJanthracene 6375 methyl methanesulphonate in vitro 4663 
liver, mitochondria, phosphorylation-purine Liver, RNA polymerase/protein biosynthesis, 
nucleoside/pyrimidine nucleoside 3972 effect of cadmium 4417 
liver, mitochondria, poly (A) polymerase/RNA liver, RNA structure, effect of 

polymerase, isolation/characterization 5536 thioacetamide, in vitro carcinogenesis 3524 
liver, mitochondria, RNA biosynthesis, liver, mRNA transport, effect of 

poly(A) containing 4646 methisoprinol 4054 
liver, mitochondria, thymidine liver, RNA transport, effect of 
kinase/ribonucleotide reductase, activity, phenobarbitone 4160 

comparison-hepatoma 6037 liver, RNA turnover, effect of carbon 
liver, nuclear/cytoplasmic DNA polymerase tetrachloride 6329 

beta/DNA polymerase alpha during liver, tRNAC(histidyl) synthetase, 
regeneration 6031 aminoacylation-tobacco mosaic virus RNA 
liver, nuclear DNA biosynthesis, effect of 3449 
N~acetoxy~2-acetylaminofluorene/N-methyl-N-n liver, tRNA(Lleucyl) synthetase activity 4026 
itro-N-nitrosoguanidine 3750 liver, RNase(endo) 
liver, nuclear poly (A) polymerase, activity/specificity/physical properties 
properties, comparison-hepatoma 5662 4388 


liver, nuclear protein, phosphorylation 4902 
liver, nuclear ribonucleoprotein 
binding-aminoazobenzene(3-methyl-4-dimethy L- 
» 3248 

liver, nuclear RNA biosynthesis, effect of 
gamma-irradiation 3038 

liver, nuclear RNA biosynthesis/RNA molecular 
weight, effect of haemorrhage 5800 

liver, nuclear RNA, comparison-Zajdela mitochondrial DNA/nuclear DNA, structure, 


hepatoma 5175 compar ison- i 
liver nucleus chromatin, DNA, DNA. 6442 GAAsh {ate OnFeoeLbh RAVS oa ueae 


digestion-endonuclease (calcium and 
magnesium dependent), effect of chelating 
agent 5466 


lymphocyte, induced DNA biosynthesis/RNA 
biosynthesis, effect of 
colchicine/vinblastine/podophyllotoxin 4825 
mammary gland/mammary carcinoma R-35, RNA 
polymerase activity 3298 
mitochondria, DNA biosynthesis, effect of 

ED eat Gnome triiodothyronine treatment 

9 


Morris hepatoma DNA biosynthesis, 
inhibition-sodium cyanate 4210 


: neonate, nuclear/microsomal RNA b 
liver nucleus/mitochondria, poly (A) aftece oF thyroidectomy 5797 "aor Cuaeg a 


polymerase-amino acid feeding 5564 neoplasm, DNA biosynth 
liver/pancreas, alkaline RNase, effect of 3199 4 % "ete PEieSeag' apes 


burn 6610 neuron develo i 
pment, RNA b 
liver, poly (A) polymerase distribution 6675 of malnutrition 4157 Pe SHE Sena Swepoee 
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Rat(Contd), 

Ovariectomy, RNA polymerase I/RNA polymerase 
II/RNA polymerase III activity, effect of 
17beta-oestradiol/oestriol 3907 

parenchyma cell, pregnancy, induction-DNA 
biosynthesis 4785 

pineal gland cell culture, RNA 
polymerase/hydroxyindole-0-methyltransferase 
activity, effect of oestradiol 6021 

pituitary, tumour cell nucleus, RNA 
biosynthesis 5212 

placenta/embryo, DNA biosynthesis, 
inhibition-chloridine 5430 

poly (A)-containing RNA, conservation 

polyoma virus transformed cell, 
DNA 3612 

renal cortex, RNA biosynthesis, 
unilateral nephrectomy 5222 

repetitive DNA sequence/transcription 4241 

mRNA alkylation, effect of dimethynitrosamine 


950 
nonintegrated 


effect of 


3500 
tRNA, content-thymidine(ribo) 3440 
FRNA-DNA hybrid, isolation 6367 


RNA polymerase I/RNA polymerase II 

Ga erbhcasceras wank during hypothyroidism 

RNA polymerase III/chromatin, template 
activity, during development 4376 

Rous sarcoma virus transformed XC cell, 
transfection activity 2716 

sarcoma, DNA biosynthesis, effect of 
sarcolysine/asalin 6507 

seminal vesicle, DNA biosynthesis/RNA 

biosynthesis/cell proliferation, effect of 
testosterone 6475 

serum, albumin mRNA, Life=-span 5234 

spermatozoa, chromosome protein structure 
4357 

spermatozoa, protamine analysis, 

compar ison-mouse/rabbit/guinea pig/human 
4861 

spleen, DNase activity, effect of Cosmos-605 
flight 6014 

spleen, immune RNA Localization 3826 

spleen/thymus/bone marrow, DNA biosynthesis, 


DNA 


effect of gamma-irradiation 5431 
thymocyte, DNA, thymidine incorporation, 
inhibition-irradfated serum 5937 


thymocyte, heterogeneous nuclear RNA, 
hybridization-DNA 5762 

thymocyte, X-irradiation, effect on DNA, 
hybridization-nuclear RNA 5278 

thymus, DNA biosynthesis, effect of 
prostaglandin E2 3170 

tissue, deoxyribonucleoprotein, thymidine 
incorporation, effect of DNA 6513 

tissue, distributfon/activity-inosine (deoxy) 
activated nucleotidase 1770 

tissue, DNA, incorporation-thymidine, effect 
of platinum salt/palladium salt 5938 
tissue, S'-nucleotidase, detection 599 
tumour, double-stranded RNA inhibition-growth 

3579 3580 

uterus/blastocyst, RNA biosynthesis, effect 
of DL-propanolol 4156 

uterus, membrane-bound ribosome, 
stimulatfion-oestradiol 5126 

Walker carcinosarcoma/Zajdela hepatoma, 


effect of bull seminal vesicle RNase 4395 
Zajdela hepatoma chromatin nuclear 
ribonucleoprotein, occurrence/analysis 4360 


Rattus norvegicus berk, 
PNA structure, species specificity 3128 
Rauscher lLeukseata virus, 
DNA polymerase purification/molecular weight 
determination 5542 
DNA polymerase, transcription, RNA 70S 780 
DNA, transfection-mouse bone marrow 6531 
effect on DNA biosynthesis, haematopoiesis 
spleen cell 4778 


Rauscher Leukaemia virus(Contd), 
infected BALB/c cell, poly (A) containing RNA 


isolation/characterization 5741 
infected spleen, activity-RNA polymerase 
A/RNA polymerase B 3297 
polypeptide biosynthesis, in vitro 1895 


protein, binding-single-stranded RNA/DNA 
3836 

reverse transcriptase, 

reverse transcriptase, 
(2-methylthio) 662 

reverse transcriptase, 
95R" ~ 591 

RNA, nucleotide sequence 746 

RNA, translation, cell-free system 2565 

thermolabile reverse transcriptase, activity 


activity 3308 
effect of poly (I) 


inhibit ion-Carbopol 


1018 
transformed embryo cells, TMP synthetase 
activity 2344 


37RC cells, 
transcription, 
RD-114 virus, 
transformat ion-defective, 
infected-rhabdomyosarcoma, provirus DNA 
3234 
Receptor, 
adenine (i-methyl), specifity-Marthasterias 
glacialis/Asterias rubens 4279 
oestrogen, chromat in-bound, 
fractionation/characterization 6565 
protein binding-progesterone, kinetics, hen 
oviduct 4905 
Recombinant, 
DNA, use-experiment 
Recombination, 
Bacillus subtilis, effect of nalidixic 
acid/uracil(6-(p-hydroxyphenyLlazo)) 
chromosome, role-phage T4 gene (46) 
deficient mutant, Bacillus subtilis, 
UV-irradiation, DNA repair 359 fate Sw 
DNA, effect of irradiation, Micrococcus 
radiodurans 4286 


effect of actinomycin D 2031 


6517 6518 


3756 
6528 


DNA, eukaryote/bacteria/virus, theory 4854 
DNA, gamma-irradiation HeLa cell, effect of 
caffeine 3753 

DNA, UV-irradiation induced, role-DNA 
biosynthesis, phage Lambda 5948 


DNA, mechanism, intermediate characterization 
6519 
DNA molecule, 
480 
DNA, phage Lambda mutant 2202 
Escherichia coli DNA plasmid lLambdadv, gene 
cloning 6533 
influenza virus A 3577 
initiation, mechanism 1587 
intermediate DNA structure, 
4724 
mitochondrial DNA, yeast mating 3226 
model, DNA, double-stranded breakage 5918 
phage Lambda, effect of uracil (5-bromo) 
5609 
phage lambda, heterozygosity 1593 
phage $1, Staphylococcus aureus plasmid 
tetracycline-resistance gene 5957 


Chinese hamster cell, detection 


Bacillus subtilis 


phage T4, function-gene (46)/gene (47) 5454 
phage 74, review 1042 

phage T4D gene (59) mutant 1543 

phage T7 DNA 3210 

phage 17, role-endonuclease 5959 

phage T7, role-exonuclease 2777 

plasmid DNA, bacteria, preparation 4190 


plasmid-Escherichia coli K12 amber mutation, 
DNA ligase-defective 1614 

regulation-satellite DNA, Atractomorpha 
australis/Atractomorpha 
species-1/Atractomorpha similis 5445 

role-DNA biosynthesis, phage lambda infected 
Escherichia coli, effect of UV-irradiation 
5900 
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Recombination(Contd), Reovirus, 


Rous sarcoma virus, specific RNA sequence, adenovirus, differentiation 2Ge 
distribution 3514 defective/temperature-sensitive mutant, 
Saccharomyces cerevisiae, effect of DNA genome transcription, control 3014 a 
repair mutation 5965 infected cell, polypeptide, RNA binding 
Saccharomyces cerevisiae, infected cell, RNA transeplotase/ RMA 
jnduction-UV-irradiation/gamma-irradiation/n replicase, characterization 2371 
jtrous acid/ethyl methane sulphonate 476 infection, L-929 cell, ; ' 
Saccharomyces cerevisiae zygote mitochondrial regulation-macromolecular biosynthesis, 
DNA, restriction 1636 effect of L-histidinol Lhd, 
transfer-DNA, phage 2C replication-Bacillus interferon induction activity, effect of 
subtilis 3146 diethylpyrocarbonate 3424 v 
yeast meiosis, DNA biosynthesis, hydroxyurea replication, interferon-trested L, ceils 2560 
inhibition 3183 mRNA, binding-ribosome 27 
Red clover mottle virus, mRNA, bindina-ribosome, role-methylated 
nucleoprotein, characterization 4348 S'-terminal 5111 
Red Light, RNA, characterization the : ; 
effect on DNA biosynthesis/RNA biosynthesis, RNA polymerase, activation in vitro 6016 
Pisum sativum nucleus/chloroplast 3710 RNA-protein complex, : 
Redox cycle, detection/characterization, infected cell 
mitomycin C/DNA-bound mitomycin C, hydrogen 6271 d 
peroxide formation 4200 temperature-sensitive mutant, adenine rich 
Redox potential, RNA biosynthesis 6305 
corynebacteria/Actinomyces naeslundi, effect Reovirus type 3, 
on pathogenicity %3040 double-stranded RNA, seauence homology, 
Regeneration, cytoplasmic polyhedrosis virus/wound tumour 
Ambystoma mexicanum Limb, effect on DNA virus: 4614 
biosynthesis/RNA biosynthesis 4313 RNA biosynthesis 3545 
Dendrocoelum lLacteum, DNA biosynthesis 881 Repair, 
Dugesia gonocephala/Polycoels see also Excision-repair 
nigra/Dendrocetium Lacteum, ultrastructure activity, Escherichia coli, effect of prv- 
1299 mutation 1619 
kidney, binding-tRNA Caminoacyl), effect of adenovirus type 2, UVirradiation-damsaged DNA, 
nephrectomy/folic acid 2481 human cell, caffeine inhibition 1554 
lens/retina, newt, use-DNA precursor 3699 adenovirus type 2, 
liver, chromatin protein (non-histone) psoralen/UVirradiation-damaaed DNA, humen 
phosphorylation 2287 cell 1553 
liver, control-calcium + parathyroid hormone Chinese hamster cell, chromosome damage, 
4273 effect of platinum (II) diamminedichloride + 
liver, cytosol thymidine kinase, properties caffeine 1515 
2797 chromosome, gamma-irradiation-induced 
liver, DNA biosynthesis 8&93 breakage, inhibition-benzene 5922 
Liver, DNA Ligase activity 3943 defect, mutagenesis, theory 362 
liver, DNase, DNA polymerase alpha, deficient fibroblast, sister chromatid 
co-fractionation 558 exchange 3743 
liver, histene phosphorylation, DNA, activation, phage lambda infected 
association-RNA biosynthesis 4900 Escherichia coli mutant 5919 
liver, induction-DNA polymerase alpha 3925 DNA, Ataxia telangiectasia fibroblast 1526 
liver, gamma-irradiation, BbNA-repair 384 DNA, Bacillus subtilis dna-&122 mutation, 
liver, nuclear protein phosphorylation 984 temperature sensitivity 542° 


liver, poly(A) biosynthesis/RNA biosynthesis, DNA, Bacillus subtilis, effect of 

effect of cordycepin 2034 UVirradiation/agammairradiation 1487 
liver, polyribosome, preferential structural DNA, BHK 21 cell/KB cell, 

ribosomal protein biosynthesis 1211 gamma-irradiat ion-induced, 

liver, single-stranded DNA 3703 relationship-chromosome exchange 381 
optic nerve, caraussius auratus, axon DNA, bone marrow, gamma-irradiation, effect 
transport-RNA 1990 of aminoethylisothiouroniumbromide 

rat Liver, DNA biosynthesis, effect of hydrobromide 6482 


X-irradiation 5414 DNA, Chinese hamster cell, effect of hypoxia 


rat liver, DNA biosynthesis/mitosis 5943 2684 

rat liver, DNA biosynthesis, DNA, Chinese hamster cell, effect of purine 
stimulation-histone 5432 (methyloxy) 432 

rat Liver, nuclear/cytoplasmic DNA polymerase DNA cross-linking, Escherichia coli, 
beta/DNA polymerase alpha 6031 mechanism 4282 


Relaxation, . DNA, defective, gamma-irradiation, xeroderma 
analysis, poly(C)/cytosine(cytidylyl 3°-5°*) pigmentosum 4809 


helix-coil transition 3996 ONA, effect of 
Relaxation time, 
AMP/IMP/GMP/UMP=solution, determination 6115 
Release factor, 
ribosome, phage R17-RNA 177 
Renal, 
see also Kidney 


N-acetoxy-acetylaminofluorene/UV-irradiation 
, Chinese hamster cell 5410 
DNA, effect of caffeine, Escherichia coli 
B/Escherichia coli K12 mutant 4793 
DONA, effect of caffeine/hydroxyurea, Potorus 
tridactylis 4292 


HAPS reS ® SOSA treatment-immune RNA 4161 ONA, effect of 4-hydroxyaminoauinoline 
: 1-oxide uinea pi 3 
neni eer, 7 qa Pig pancreas 3747 


: DNA, effect of UV-irradiation duri 
RNA biosynthesis, effect of unilateral xeroderma Pigmentosum 5418 Taney 
nephrectomy, rat 5222 


DNA, effect of -i i i i 
weebergreet toes fect gamma-irradiation, proqgeris 
effect on DNA biosynthesis, rat 2182 
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Repair(Contd), 


DNA, effect of methyl methanesulphonate/ethyl 
methanesulphonate/propyl 
methanesulphonate/isopropyl 
methanesulphonate, mouse spermatid 

DNA, effect of 
N-methyl-N'*-nitro-N-nitrosogquanidine 
treatment, lymphoma 6488 

DNA, effect of N-nitrosomethylurethane, 
guinea pia pancreas 5409 

DNA, effect of phototherapy light 

DNA, effect of ultrasound, 
euchromatin/heterochromatin 

DONA, Escherichia coli, 
compar ison-X-irradiat ion/gamma- irradiation 

2629 

DNA, Escherichia coli, dependence-gene 
CuvrA)/gene (uvrB) product 363 
DNA, Escherichia coli, effect of procaine 

446 

DNA, Escherichia coli endonuclease 
DNA, Escherichia coli, error-free 
DNA, Escherichia coli, 
induct ion-N-acetoxy-N-2-acetylaminof luorene/ 
7-bromomethylbenzlLalJanthracene 2187 
DNA, Escherichia coli, 
UV-irradiation-induced, mutagenesis 361 
DNA, Escherichia coli mutant, effect of 
plasmid pkKM101 5372 
DNA, Escherichia coli oxygen-dependent 
UV-irradiation inactivation 3740 
DNA, fluorimetric assay 4275 
DNA, Haemophilus influenzae, UV-irradiation 

365 

DNA, Halobacterium antirubrum 
DNA, human cells, assay 443 
DNA, human fibroblast/xeroderma pigmentosum, 
effect of UV-irradiation 2149 
DNA, human, Lymphocyte, site 404 
DNA, implantation embryo, UVirradiation 
DNA, induction-methyl methanesulphonate, 
effect of uridine (bromodeoxy)/uridine 
Cjiododeoxy) 433 
DNA, inhibition-cigarette smoke 920 
DNA, inhibition-phorbol ester 3188 
DNA, intestine, nitrogen mustard/methyl 
methanesulphonate/mitomycin C-induced damage 

3749 

DNA, UV-irradiation, Bacillus subtilis 
recombination-deficient mutant 359 
DNA, X-irradiation, Chinese hamster 382 

DNA, X-irradiation-CHO cell, effect of 
air/nitrogen/buffer 2137 

DNA, UV-irradiation, effect of enzymes 1726 
DNA, UV-irradiation, Escherichia coli, effect 
of arsenic 435 
DNA, irradiation-Escherichia coli, effect of 
cysteine 2604 

DNA, irradiation induced, effect of gene 
mutation, Escherichia coli 5929 

DNA, X-irradiation induced, role-DNA 
polymerase I/DNA polymerase II/DNA 
polymerase III/DNA ligase, Escherichia coli 

5401 
DNA, gamma-irradiation, regenerating liver 
384 
DNA, gamma-irradiation, thymocyte 405 
DNA, Lung/kidney/liver, effect of 
- 4-nitroauinoline 1-oxide/dimethylnitrosamine 
910 

DNA, lymphocyte, 
2192 

DNA, mammalian cell, effect of croton oil 
440 

DNA, mechanism 3751 

DNA, mechanism, role-gene, phage T4 6479 

DNA, methyl methanesulphonate induced, 
mechanism, phage T4 5920 


5411 


5424 


4787 


6009 
1492 


4284 


1513 


induction-neocarzinostatin 


Repair (Contd), 


ONA, N-methyl-N*-nitro-N-nitrosoguanidine 
induced, relationship-strand breakage, 
Lymphoma 6489 

DNA methylation, effect of 
2,¢e*-dichloro-N-methyldiethylamine, human 
lymphocyte 6483 

DNA methylation, Escherichia coli 3738 

DNA, mutation, effect on Escherichia coli 
nitrofurantoin sensitivity 3176 

DNA mutation, effect on recombination, 
Saccharomyces cerevisiae © 5965 

DNA, phage 14, X-irradiation/UV-irradiation, 
effect of Anacystis nidulans extract 413 

DNA, Physarum polycephalum, effect of 
dimethylmercury 447 

DNA polymerase I-dependent, Escherichia coli, 
toluene treatment, effect of DNA Ligase 604 

DNA, post replication, L cell, effect of 
methyl methane sulphonate/N=-methyl 
nitrosourea 915 

DNA, post-replication, mammalian cell, 
inhibition-caffeine/theophylline, 
relationship-AMP (cyclic) 6480 

DNA, Proteus mirabilis/Escherichia coli, 
dimer excision, effect of UVirradiation 

1496 

DNA, relationship-DNA antibody, mycoplasma 
arthritis 1486 

DNA, role-virus transformation, 
enhancement-carcinogen/mutagen 4397 

DNA, semi-conservative, Yoshida ascites cell, 
effect of cyclophosphamide/vincristine/ 
vinblastine/procarbacine 916 

DNA, systemic lupus erythematosus 406 

DNA, temperature-sensitive, human 
fibroblast/melanoma 4297 

DNA, Tetrahymena pyriformis, 


comparison-mitochondria/nucleus 4796 
DNA, thymocyte 2143 
DNA, WI-38 cell, effect of age 4805 


DNA, x@€roderma pigmentosum 407 
DNA, Xeroderma pigmentosum, complementation 
aroup 1522 
DNA, xeroderma pigmentosum, defect, 
UV-irradiation 3194 
DNA, xeroderma pigmentosum, UV-irradiation, 
effect of caffeine 5417 
Drosophila melanogaster oocyte, effect of 
caffeine 3742 
epithelium, induction-Escherichia coli 
endotoxin 3774 
error-prone, Escherichia coli, effect of DNA 
ligase deficiency 877 
error-prone, Escherichia coli, 
induct ion-UV-irradiation mutagenesis 
Escherichia coli B/r, error-prone 
thermoinducible, effect of UV-irradiation 
2128 
Escherichia coli DNA, novel enzyme activity 
1493 
Escherichia coli, irradiation-induced DNA 
transients, binding-nitroxyl 1395 
Escherichia coli, gammairradiation-induced 
single-strand break 1491 
Escherichia coli, UV-irradiation mutagenesis 
2685 
Escherichia coli K12 mutant, effect of gene 
(lexA)/qene (recF) 1496 
Escherichia coli uvrA/uvrB mutant, activity 
3739 
guanine-specific, 
N-methyl-N'-nitro-N-nitrosoguanidine-treated 
mouse skin 6481 
HeLa cells mutant, 
UVirradiat ion-sensitive/resistant 
gamma-irradiation, Escherichia coli, 
role-gene (dnaG) 3741 
UV-irradiation-Eudorina elegans, effect of 
acridine orange/acriflavine/caffeine 2188 


2686 


15.25) 


189 


- 


Repair (Contd), 
UV-4rradiat ion-induced damage-mitochondrial 
DNA, Saccharomyces cerevisiae 3185 
UV-irradiation-phage Lambda, mechanism, 
review 1777 
mammalian cell, model 2690 
Micrococcus radiodurans-gamma-irradiation 
2129 
mitochondrial DNA, effect of ethidium 
bromide, Saccharomyces cerevisiae mutant 
4797 


phage 14, functton-gene (46)/gene (47) 5454 
rapid, Escherichia coli DNA, 
gamma-irradiation 2126 

replication, human fibroblast, 
comparison-normal/SV40-transformed 6486 


Saccharomyces cerevisiae DNA, gene-control 
2131 

satellite DNA, effect of 

binding-dehydrohelfotridine 5393 

satellite DNA, effect of methyl 

methanesulphonate/N-methyl-N-nitrosourea, 

mouse 4803 

Schizosaccharomyces pombe, effect of protein 


biosynthesis inhibition 4544 
Repetitive, 
chromatin, Physarum polycephalum metaphase 
nucleus 4352 
DNA sequence/transcription, rat 4241 
Replication, 


chloropost, relationship-DNA biosynthesis, 
Spinacia leaf 5364 

chromosome, Bacillus subtilis spore 
chromosome, Escherichia coli 5893 
circular, phage Lambda, intermediate 

structure 4742 

DONA containing uridine(5-bromo-2'-deoxy), 
effect of light-initiation 4278 

DNA, mycoplasmavirus MVL51 4268 


5351 


___double-stranded DNA, mechanism, phage phixi74_ 
6467 e - 


plasmid DNA, characterization 6454 

poliovirus, complex, association-poltovirus 
protein 2263 

site, nuclear DNA, Strongylocentrotus 
intermedius embryo 5354 

Tetrahymena, DNA, nucleocytoplasmic ratio 
4745 

transducing DNA fragment-phage phi80 6466 

Replicetive fora, 

DNA biosynthesis, phage phi X174 capsid 
mutant 5369 

DONA, detection, Tetrahymena pyriformis 

DNA, phage phix174 4261 

DNA, phage phix174, biosynthesis in vitro, 
kinetics 4743 

DNA, phage phix174, infected Escherichia 
coli, template-DNA biosynthesis in vitro 
4769 

DNA, phage phix174, UV-irradiation, 
excision-repair 415 

DNA, phage phix174, map, Arthrobacter Luteus 
restriction endonuclease 1441 

DNA, phage phix174, replication, origin 5368 

DNA, phage phix174, transcription in vitro, 
characterization-RNA 4835 

DNA replication, phage phix174 

double-stranded RNA, phage f2, 
induction~immune response 2043 

Escherichia coli plasmid, DNA intermediate 
structure 6226 4227 

RNA biosynthesis, actinomycin D dependent, 
rhinovirus infected Hela cell 5198 

RNA, isolation/characterization, brome mosaic 
virus-infected leaf 5742 
RNA, tobacco mosaic virus, 
resistance-homogenization 

Replicative intermediate, 

circular DNA, conversion-Linear 
conformation-nuclease S1 6546 


190 , 


4232 


3155 


5736 


Respiration, 


Replicative intermediate(Contd), 


DNA biosynthesis, Aedes aegypti 2135 

DNA, Tetrahymena pyriformis, accumulation 
2647 

herpes simplex virus DNA 3723 


SV40 DNA biosynthesis, structure 1547 


Replicon, 


size, cell culture-Drosophila melanogaster 
6456 


size, human fibroblast 6462 


Repressor, 


arginine, purification, arginine succinase 
biosynthesis, Escherichia coli 2950 

binding site, operator(lac)/operator(lambda), 
sequence 3680 

gene, phage Lambda, containing, plasmid Col 
E1 hybrid, construction 6524 

gene, transcription, use-DNA fragment 
template, phage Lambda 5949 

hemin, relationship-protein kinase, rabbit 
reticulocyte 6679 

protein, binding-poly(dA-dT) analogue 

protein biosynthesis regulation 490 

protein, interaction-DNA, mechanism, 
Escherichia coli 4206 

translation, formation, effect of GTP/ATP 
688 

translation, Friend Leukaemia cell, 
inhibition-peptide-chain initiation 185 

translation, haemin-control, reversal, 
reticulocyte factor 1896 


4003 


Repressor (hut), 


binding-DNA, Salmonella typhimurium 6390 


Repressor (lac), 


binding-operator DNA, effect of denaturation 
6391 


hybrid, isolation, binding-DNA 6392 


Resistomycin, 


effect om RNA biosynthesis/DNA biosynthesis 
259 ms x 

deficient mutant-Torulopsis glabrata, DNA 
physical properties/conformation 5332 

inhibition-benomyl/methyl thiophanate, 
Rhizoctonia solani 4818 


Restriction, 


fragment-DNA, fractionation 6402 

host, Friend leukaemia virus DNA 
biosynthesis/integration 5384 

host, role-phage T3 S-adenosylmethionine 
cleaving enzyme gene 5448 

phage P1, effect on phage phiwW DNA 

phage T& DNA 3783 
site mapping-DNA 


3715 
6401 


Restriction endonuclease, 


activity, effect of distamycin A/actinomycin 
D bincing-DNA 2235 

activity, phage T5 DNA mapping 3101 

Anabaena variabilis, cleavage-Rous sarcoma 
virus transformed DNA 5320 

Mar pe EN) abd simplex virus DNA structure 

analysis-mitochondrial DNA, Bipolaris 
maydis/Phyllosticta maydis 5889 

analysis-phage phi29/phage phi15 genome 

analysis-phage T7 DNA 2109 

Arthrobacter luteus, cleavage/mapping-Sv40 
DNA 2111 

Arthrobacter Luteus, mapping-phage phix174 
replicative form DNA 1441 

Arthrobacter luteus, mapping-SV40 DNA 
Arthrobacter Luteus, 
purification/characterization 3886 

Bacillus amyloliquefaciens, cleavage-phage 
lambda DNA 3664 

Bacillus amyloliquefaciens, substrate 
specificity 6011 

Bacillus globiggi, DNA, mapping 4931 
characterization, Myxococcus virescens 


3665 


6010 


6012 


Restriction endonuclease(Contd), 

cleavage-phage M13/phage fd/phage f1/phage 
ZJ/2 DNA, mapping 5305 

Sade phix174 DNA, mapping/sequence 
cleavage-phage phix174/phage G4/phage 
S$13/phage ST-1, mapping 6420 

cleavage-phage T4/phage lambda chromosome, 
mechanism/localization/control 3822 
cleavage-Physarum DNA, S-phase 2237 
cleavage, protection-DNA methylation, 
Escherichia coli/phage fd 5270 

cleavage site, adeno-associated virus DNA, 
mapping 6421 


cleavage site, effect of distamycin 


A/actinomycin A 6622 
cleavage site, mapping, phage PM2 6418 
cleavage site, probe, 
use-6,4*-diamidine-2-phenylindole 6415 


cleavage-SV40 DNA, effect of polynucleotide 
ligase 4973 

detection, lactose operator-repressor binding 
assay 23909 

DNA fragment, cloning 4325 

CNA fragment, herpes simplex virus 857 

DNA fragment, phage lambda, purification 295 

Escherichia coli, induction-DNA degradation 
2236 

Escherichia coli, specific 
degradation-adenovirus type 5 DNA 2723 

Haemophilus aegyptius, cleavage/mapping-SvV40 
DNA 2110 

Haemophilus gallinarum, mapping-polyoma virus 
DNA cleavage site 3671 

Haemophilus influenzae, 
vulgare/Hordeum bulbosum chromosome 

Haemophilus influenzae/Haemophilus 
parainfluenzae, location, SV40 genome 


cleavage-Hordeum 
4401 


fragment 1447 
Haemophilus parahaemolyticus, properties 
23i15 


Haemophilus parainfluenzae, mapping-polyoma 
virus mRNA 4097 
Hemophilus influenzae/Hemophilus aegyptius, 
mapping-DNA, phage $13 3662 
hydrolysis-phage Lambda DNA, 
identification-fragment 5300 
interaction-octanucleotide/DNA 1727 
Klebsiella pneumoniae/Providencia stuartii, 
cleavage-polyoma virus DNA 5313 
mapping-adeno-associated virus DNA 3672 
mapping-DNA, Saccharomyces carlsbergensis 


ribosome 4734 
mapping-Drosophila melanogaster satellite DNA 
3125 


mapping-Escherichia coli DNA 4228 
mapping-phage M13 replicative form DNA 
mapping-phage phi xX174 gene 5302 
mapping-phage phix174 DNA 5863 
mapping-plasmid NR1 DNA 5310 

‘ mapping-polyoma virus mutant 5312 
mapping-SV40 superhelical DNA 3111 
physical mapping, human papillomavirus DNA 

1448 

probe, chromatin structure 


6416 


966 


properties, Haemophilus influenzae 6623 
Providencia stuartii, 
dsolation/characterization 2314 

repetitive DNA recognition sequence 1454 

RII, sensitivity-phage Lambda DNA 1652 
sensitivity-DNA, isolation, agarose gel 1389 
site, deletion-plasmid DNA 4717 

template, gene (lambda repressor) 
transcription, autogenous controt 1591 

use-plasmid genome structure analysis 6412 


use-structure analysis-circular DNA, 
Saccharomyces cerevisiae 6439 
Restriction endonuclease EcoRI, 
cleavage site, mapping, rRNA gene, 
Saccharomyces carlsbergensis 6437 


Restriction endonuclease EcoRI (Contd), 
degradation-phage T4-DNA 953 
recognition, substrate specificity 1728 
use-structure analysis-cytomegalovirus DNA 
SS 
Restriction endonuclease Hind III, 
use-structure analysis-cytomegalovirus DNA 
Ssie 
Reticulocyte, 
cell-free system, protein biosynthesis, 
effect of initiation factor IF-1S5/initiation 
factor IF-2/initiation factor IF-25 4070 
cell-free system, mRNA dependent translation 
5808 
cell-free system, translation, avian 
myeloblastosis virus RNA 2052 
chicken, chromatin, dissociation, 
reconstitution 5988 
chromatin, chemical/physical properties 1676 
factor, reversal, haemin control-translation 
repressor 1896 
globin biosynthesis, haemin 
control-translation repressor 1192 
globin ribonucleoprotein Xmessenager), 
isolation 960 
globin mRNA, purification 
haemoglobin biosynthesis, 
1732 
initiation factor, effect of polyamine 
lysate, ATP depleted, inhibition-peptide 
chain initiation 1934 
protein biosynthesis, inhibition, 
AMP (cyclic)/ATP/GTP 3486 
protein biosynthesis/initiation complex, 
inhibition-pyrocatechol violet 4584 
protein biosynthesis, trichodermin inhibition 
1232 
rabbit, elongation factor EF-I 


3499 
DNase inhibition 


1935 


effect of 


purification/physical properties 4583 
rabbit, initiation factor IF-E3 _ 
purification/characterization 6236 


rabbit, initiation factor 
IF-M2Balpha/initiation factor IF-M2Bbeta, 
purification/properties 6237 

rabbit, origin-cytoplasmic alpha-globin mRNA 
5142 

rabbit, phosphoprotein phosphatase, 
dephosphorylation-ribosomal subunit 40S 
rabbit, protein biosynthesis, 
inhibition-translation inhibitor, 
relationship-initiation factor IF-MP 5702 
rabbit, protein kinase characterization, 
relationship-hemin repressor 6679 
rabbit, ribosomal protein, properties 
rabbit, ribosomal subunit, protein 
association 1204 

ribosomal protein, phosphorylation in 
vitro/in vivo, comparison 2468 
ribosomal subunit 40S complex-tRNA 
f(methionyl) formation, effect of 
temperature 1237 

ribosomal subunit 40S/initiation factor, 
characterization 1933 

tRNA, effect on protein 
biosynthesis/heterologous mRNA translation 
6174 

tRNA f Met binding protein phosphorylation, 
regulation, role-protein kinase 6196 

tRNA His guanylating enzyme, 
purification/properties 6177 

translation, effect of temperature, 
comparison-L cell 4079 

Reticuloendotheliosis virus, 
genome, structure 1967 
Reticulosis, 

activity-adenine 
phosphoribosyltransferase/hypoxanthine-guant 
ne 
phosphoribosyltransferase/phosphoribosylpyro 

aprpaphete synthetase 6036 


w LAE 


697 


191 


Retina, - 
neuron, chromatin structure, effect of Light 
2279 
regeneration, newt, use-DNA precursor 3699 
Reuber H-35 cell, : 
mRNA alanine aminotransferase/tyrosine 
aminotransferase, degradation rate 5811 
Reverse transcriptase, 
activity, effect of 
poly(vinyl benzo-18-crown-6) 
‘interaction-poly(A) 2901 
activity-leukocyte, leukaemia remission 3315 
activity, location-C-type virus, Esox lucius 
lymphosarcoma 4424 
activity, oncornavirus, effect of poly (1) 
(2-methylthio) 662 
activity/stability, effect of phosphate, 
avian myeloblastosis virus 6655 
antiserum preparation, avian myeloblastosis 
Viinus, 5551 
avian myeloblastosis virus, activity 2175 
2176 
avian myeloblastosis virus, 
association-polynucleotide template, during 
catalysis 6033 
avian myeloblastosis virus, DNA biosynthesis, 
complementary-poliovirus RNA 5385 
avian myeloblastosis virus, DNA biosynthesis, 
precursor mRNA template 2661 
avian myeloblastosis virus, inhibition-poly 
C(2"-O-ethyl) 4007 
avian myeloblastosis virus, inhibition-tRNA, 
Escherichia coli 675 
avian myeloblastosis virus, interaction-RNA, 
mechanism 3307 
avian myeloblastosis virus/Rauscher leukaemia 
virus, activity 3308 
avian sarcoma virus, transcription-RNA 6656 
biological properties, chicken allantoin 
6663 
bovine leukaemia virus, characterization 
1752 
brain, human, activity, amyotrophic Lateral 
sclerosis/Parkinsonism dementia 593 
C-type virus, inhibition-leukaemia 
immunoglobulin 7S 2737 
C-type virus, template specificity 4956 
complex-RNase H, characterization, Friend 
murine leukaemia virus 3931 
DNA biosynthesis, poly(dA) sequenc 2123 
Friend leukaemia virus, inhibition-poly C 
(S-mercapto) 592 
function/properties, review 5581 
human spleen leukaemia, purification 1019 
inhibition, activity, antiviral agent 1749 
inhibition-coralyne acetosulphate/fagaronine 
chloride/nitidine chloride 6650 
inhibition-glycosaminoglycan 4404 
inhibit ion-8-hydroxyquinoline, Rous sarcoma 
virus 6034 
inhibitor, human milk 3932 
leukaemia, properties 594 
moloney murine Leukaemia virus, 
aurintricarboxylic acid inhibition 2340 
murine Leukaemia virus, 
inhibition-polyribonucleotide 1017 
murine leukaemia virus, inhibition-revistin 
2674 
occurrence-myeloma A-type particle 3523 
oncornavirus, inhibition-Carbopol 934 591 
oncornavirus, 
inhibition-fluoranthene/tilorone 
hydrochloride derivatives 2673 
Ce RNase activity, elimination 
platelet, thrombocythaemia 2787 
ponevebeenss vera bone marrow, properties 
Properties, myeloma cell C-type virus 
particle 6035 
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Reverse transcriptase(Contd), 
purification/properties, SV40-transformed 
hamster cell 6032 
Rauscher leukaemia virus, thermolabile, 
activity 1018 
Rous sarcoma viruS, DNA biosynthesis 1560 
Rous sarcoma virus, initiation-DNA 
biosynthesis 3733 
Rous sarcoma virus, initiation-DNA 
biosynthesis, tRNA Trp priming 3168 
Rous sarcoma virus/Moloney murine Leukaemia 
virus, product, analysis 6426 
Rous sarcoma virus, transcription-RNA 79S, 
effect of RNase H 1559 
Sv40 transformed hamster cell, 
purification/properties 4957 
template activity, avian myeloblastosis virus 
RNA 60S dissociation 2561 
therapeutic role-neoplesm 442? 
transcription-complementary DNA, ’ 
use-synthetic RNA template 39390 
transcription-cowpea mosaic virus RNA 2177 
transcription, oligonucleotide 1154 
Reverse transcription, 
cisternavirus A particle, properties-DNA 
product 6425 
Review, 
bacterial plasmid structure, role-gene 
translocation 6052 
bacterial sporulation, mutation/RNA 
polymerase activity 6055 
cell cycle control, role-RNA 
biosynthesis/protein biosynthesis/DNA 
biosynthesis/AMP (cyclic) 60C57 
cell transformation, DNA containing virus 
4978 
chromosome structure 4451 
DNA biosynthesis/RNA biosynthesis, effect of 
distamycin A/bleomycin/daunomycin/rifamycin 
6054 
DNA/chromosome/chromatin organization 6056 
ONA clonina, eukaryote 6051 
DNA Ligase, eukaryote 5585 
DNA, modification/restriction 5579 
DNA mutation 4976 
DNA polymerase II/DNA polymerase III, 
Escherichia coli 5580 
DNA primary structure 5583 
DNA/RNA antibody characterization/role-immune 
response 6050 
DNA staining 4454 
eukaryote mRNA, isolation 4455 
function-RNA poly (A) sequence, virus 5586 
gene expression, role-RNA polymerase/AMP 
(cyclic) 6053 
globin mRNA, role-erythropoesis 5582 
nitrosourea, mechanism-DNA damage 6049 
nuclease, biological activity 4980 
nucleoside analogue, antiviral agent 4977 
purine/pyrimidine degradation 4981 
reweree transcriptase, function/properties 
ribosome characterization 3947 
RNase, ATP inhibition 4448 
role-mRNA/FRNA/polyribosome, albumin 
biosynthesis 4452 
transformation/transfection, bacteria 5584 
vertebrate nuclear DNA content 4449 
Revistin, 
inhibition-murine leukaemia virus reverse 
transcriptase 2674 
Rhabdomyosarcoma, 
infected-transformation-defective RD-114 
virus, provirus DNA 3234 
Rhabdovirus, 
defective T particle, replication 3020 
Rheumatoid arthritis, 
DNA antibody 2732 


Rhinovirus, 
infected Hela cell, replicative form RNA 
biosynthesis, actinomycin D dependent 5198 
RNA, addition-poly (A), human cells 2539 
Rhinovirus type 13, 


activity-pyrimidin-7-one(S-amino-3-beta-D-r ib 


ofuranosyl-5-triazolol1,5-a]) 2850 
Rhinovirus type 14, 
particle, origin/property 242 
Rhithropanopeus harrisii, 
larva development, RNA biosynthesis/DNA 
biosynthesis during 1506 
Rhizobium lLeguminosarum, 
endosymbiont/free-living, DNA, comparison 
1460 
Rhizobium Lupini, 
DNA, effect of symbiosis 2117 
Rhizobium meliloti, 
DNA polymerase, comparison-Medicago sativa 
bacteroid 2341 
Rhizobium trifolii, 
capsule, DNA, isolation/characterization 
REST 
Rhizoctonia solani, 
DNA biosynthesis/respiration, 
inhibition-benomyl/methyl thiophanate 4818 
RNase, effect of age 4912 
Rhodnius prolixus, 
larva, nucleotide role-feeding 3984 
Rhodochrous, 
DNA, nucleotide sequence homology 4729 
Rhodopseudomonas spheroides, 
cross-react ivity-Escherichia coli 
tRNA(phenylalanyl) synthetase 1185 
extrachromosomal DNA 3124 
Rhodospirillum rubruam, 
RNA, effect of rifampicin, 
compar ison-heterotrophic/photosynthetic 
4143 
Rhodotorula glutinis,— - F 
use-uracil/cytosine/thymine, nitrogen source 
5001 
Rhoeo discolor, 


senescence, RNase/acid phosphatase, effect of 


kinetin/auxin/abscisic acid 4397 
Rhynchosciara, 
RNA biosynthesis, effect of Microsporidea 
infection 763 
Rhynchosciara americana, 
RNA biosynthesis, salivary gland nucleus, in 
vitro 5183 
salivary gland, polyribosome, 
fsolation/characterization 1202 
Ribavirin, 
inhibition-RNA biosynthesis, influenza A 
virus 4142 
inhibition-vaccinia virus growth 5628 
treatment-influenza virus infection 3387 
Riboflavin, 
effect on DNA biosynthesis/RNA 
biosynthesis/protein/glutathione reductase 
activity 266 
effect on DNA, physical properties 4716 
i-beta-O-Ribefuranosylbenzinidarole 
(5,6-dichloro), 
inhibit ion-RNA biosynthesis, Chironomus 
tentans 5790 
3=(Ribofuranosyl)proptolate, 
cycloaddition 2843 
alpha-d-Ribofurolt’,2°:4,5J-2-oxazolidone, 


cytidine (S-aza) decomposition product, X-ray 


diffraction 5625 
Ribonucleoprotein, 

see also Nucleoprotein 

Acetabularia mediterranea, properties 3250 
antibody, development during procainamide 
treatment 2736 

antigen-binding, macrophage, double-stranded 
RNA region 501 

brain nucleus, size heterogeneity 4890 


Ribonucleoprotein(Contd), 
broad bean stain virus/Echtes 
Ackerbohnenmosaik Virus, 
characterization/physical properties 5992 
chicken erythroblast, globin mRNA sequence 
2571 
eee oeet eae see nucleoprotein, Celite column 
739 
complex, chromosome puff, Drosophila hydei, 
staining-uranyl acetate/phosphotungstic acid 
3846 
complex, RNA U1/RNA U2=-containing, Novikoff 
hepatoma 959 
complex structure/characterization-poly (A) 
containing mRNA, Hela cell 6296 
cytoplasmic, separation, metrizamide 1703 
degradation, Liver, effect of lead 
jions/triton x-100 532 
detection, during mitosis, hamster cell 
chromosome 4889 
extranucleolar, changes during Liver 
autolysis 1701 
fragment, analysis 152 
host, effect of parvovirus H-1 1681 
jsolation-ribosomal subunit 4S, analysis 
4039 
liver, binding-tritium Labelled cortisol, 
effect of RNA biosynthesis 985 
lumbo virus, properties 4886 
nuclear, 
aminoazobenzene(3-methyl-4-dimethyl-) 
binding, rat liver 3248 
nuclear, effect of cordycepin, liver 4364 
nuclear, occurrence, analysis, rat Zajdela 
hepatoma chromatin 4360 
nuclear, RNA incorporation, effect of 
oestrogen 3871 
nuclear, RNA polymerase inhibition, rabbit 
thymus 3299 
nucleus, hepatocyte, visualization, 
cryoultramicrotomy 957 
nucleus, RNACheterogeneous 
nuclear)-containing, human carcinoma, 
properties 3537 
poly(A)-containing, Ehrlich ascites 
carcinoma, purification 4891 
poly (A)-containina, Liver nucleus, properties 
3847 
mRNA-containing, mouse plasmacytoma cell 
characterization 958 
RNA, digestion-Staphylococcus aureus nuclease 
5812 
RNA polymerase complex, influenz3 virus, 
infectivity 6588 
RNA polymerase complex, influenza virus, RNA 
biosynthesis 6587 
sea urchin embryo, characterization 4354 
staining-Allium cepa kinetochore 3249 
structure, Pales ferruginea spermatocyte 
5993 
Venezuelan equine encephalomyelitis, 
biosynthesis-mitochondria 3022 
Ribenucleoprotein 30S, 
detection-RNA sequence homologous-mRNA + poly 
(A), mouse ascites cell 5761 
Ribonucleoprotein 37S, 
ribosomal protein, characterization, 
association-ribosomal subunit 30S, 
Escherichia coli 4567 
Ribonucleoprotein 48S, 
ribosomal protein, characterization, 
association-ribosomal subunit 30S, 
Escherichia coli 4567 
Ribonucleoprotein (messenger), 
adenovirus type 5 infection-KB cell 511 
calf lens, characteritzation/comparison-mRNA 
template activity 2276 
effect on globin translation, in vitro 5697 
globin, duck/rabbit, isolation-chromatoqgraphy 
(affinity) 3848 
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Ribonucleoprotein (messenger) (Contd), 
globin, reticulocyte, isolation 960 
polyribosome, ewe mammary aland, isolation, 
characterization 4888 


polyribosome, mitochondria, rat liver, 
properties 512 

properties, electrophoresis 4887 
role-translation, review 2262 
translation control, mechanism, muscle, 
protein biosynthesis 282 

wheat germ, properties 961 


Ribonucleoside, 
see Nucleoside 
Ribonucleoside diphosphate reductase, 
deficiency, phage 174, folate resistance 
mechanism 2358 
Escherichia coli, 
role-glutathione, 
COUT s5oi5 
Ribonucleotide, 
see Nucleotide 
Ribonucleotide reductase, 
activity, mitochondria, 
comparison-hepsatoma/rat Liver 6027 
activity-Scenedesmus obliauus/Chlorella 


active site 3331 
hydrogen donor, Escherichia 


pyrenoidosa 4972 

assay 602 

inhibition-desferrioxemine, human Lymphocyte 
6504 

inhibition-inosine dialdehyde, tumour cell 
6101 


inhibition-purine nucleoside dialdehyde 
derivative 3945 
Lactobacillus leichmannii, isolation, 
affinity adsorbent conteining dGTP 
complex-Sepharose 1038 
substrate bindina site, 
4971 
Ribonucleotidyl transferase, 
Escherichia coli, properties 
Ribose, 
conformation, adenosine (8-aza)/quanosine 
(8-aza)/inosine (&-aza), NMR 3961 
irradiation-induced radical, 
interaction-p-nitroacetophenone 
Ribosomal protein, 
amino acid sequence, 
coli/Bacillus 
stearothermophilus/Halobacterium antirubrum 
4555 
binding, ol iconucleotide 
biosynthesis, 


Escherichia coli 


500 


3355 


comparison-Escherichia 


159 
control-Saccheromyces 


cerevisiae mutant 4C53 
biosynthesis, Misaurnis fossilis 2936 
biosynthesis-post-mitochondrial supernatant, 
during regeneration, rat liver 5119 


biosynthesis, regulation 
chemical properties, 
4561 
Chlamydomonas reinhardii, 
streptomycin-sensitive/resistant mutant, 
electrophoresis 153 
para-chloromercuribenzoate complex, 


4639 
Halobacterium cutirubrum 


identification-electrophoresis 4038 
chloroplast, Euglena oracilis 
streptomycin-resistant mutant 2943 
Chromatium vinosum, properties 1897 


comparison-fungi chromosome protein 

cross-Linking-rRNA, structure, 
coli 4556 

effect of gamma-irradiation 146 

effect of ricin, mechanism-protein 
biosynthesis inhibition, eukaryote 

electrophoresis 2929 

nee pe coli, distribution-half-cystine 

45 

Escherichia coli, protein kinase 
(ATP-dependent) /protein kinase 
(GTP-dependent), specificity 


4044 
Escherichia 


6225 


703 
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Ribosomal protein(Contd), 

Escherichia coli, ritonucleoprotein 
27S/ribonucleoprotein 4&S, characterization, 
association-ribosomel subunit 39S 4567 

Escherichia col# ribosomal subunit 3CS, 
properties 693 

Escherichia coli, ribosomal subunit 50S, 
neiohbours, identification 15u 

Escherichia coli ribosomal subunit 59S, 
purification/characterization ‘5107 

Escherichia coli, stimulsation-aqusnosine 
tetraphosphate/quanosine pentaphosphate 
biosynthesis 4573 

Eualena aracilis, 


comparison-cytoplasm/chloroplast 2464 
exchange, ribosomal subunit, effect of EDTA 
163 
fractionation, rat liver 2934 


gene, Escherichia coli mutation 
(181)/mutaetion (182) 
oene, Escherichia coli, 
gene, Escherichia coli 
streptomycin/spectinomycin 
deletion 7&3 
HeLa cell, amino acid 
Eos7 
HeLa cell, 
infection 1206 
hepatom3, tiosynthesis 1907 
hiah-molecular weight, isolation, 
relationship-cell cycle, Escherichia coli 
62902 
interaction-RNA 22S, ribosomal 
Escherichis coli 4568 
kidney, effect of aldosterone 1221 
modification-2-methoxy-Ss-nitrooone, 
determination-ribosomal subunit 64S/ribcsome 
&0S conformation, rat liver 5715 
phosphorylation, CHO cell cycle 1911 
Phosphorylation, exchanoe, Saccn3aromyces 
cerevisiae 2932 
phosphorylation in vivo, analysis 
phosphoryletion-protein kinzse, 
cerevisise 4(52 
phosphorylation, sensitivity-double-stranded 
RNA, interferon treated mouse L cell 6224 
Pisum sativum, conformation/activity, etfect 
of ammonium chloride 699 
purification/characterization, 
ribosomal subunit 4CS 5714 
rabbit, reticulocyte, properties 697 
relationship-rRNA 16S, nucleotide seauence, 
Escherichia coli 4542 
release-ritosome &0S/ribosomal subunit 69S, 
rat liver 5126 
reticulocyte, phosphorylation 
vivo, comparison 2468 
revertant, Escherichia coli, 


K1c, 
466 
mutagen2sis 1615 
resistant, 

incorporation in vivo 


phoschorylation, v2ccinia virus 


subunit 57S, 


2467 
Saccharomyces 


rst liver 


in vitro/in 


effect of 


tRNA(Cvalyl) synthetase mutation 1183 
ribosome 7(S, release-RNase 2445 
role-ribosome=membrane interaction 1999 


role-tRNA (aminoacyl) bindina-Escherichia 
coli ribosomal subunit 59S 6227 

Saccheromyces carlsbergensis, biosynthesis 
1906 

sequence homoloay, Escherichia coli 4557 

stability, exchanae, Hels cell, in vivo 4056 

stoichiometry, characterization, HeLa cell 
nucleolus 4946 

structural, preferential biosynthesis, 
polyribosome, reaqenerating Liver 1211 

Ribosomal protein 30S, 
Escherichia coli, photoinduced 
cross-lLinkina-rRNA 16S 5712 
interaction-Escherichia coli 
subunit 50S 1207 
isolation-binding site, Escherichia coli 
2497 
photoinduced cross-lLink3age-rRNA 16S 


ribosomal 


695 


Ribosomal protein 50S, Ribosomal protein S1(Contd), 


Escherichia coli, nearest neighbour 149 Escherichia coli, effect on RNA secondary 

Ribosomal protein B-L3, structure 4622 
Bacillus stearothermophilus, function 1215 gene, Escherichia coli, charscterization 

Ribosomal protein L1, 6219 
binding site-rRNA 18S, Escherichia coli 62C4 identification-ribosomal subunit 30S 5717 
binding site-rRNA 23S, Escherichia coli, interaction-phage Qbeta/phaae R17 RNA, 

localisation 148 specificity 3009 

Escherichia coli, role-ribosomal subunit interaction-poly U, Escherichia coli 164 
association, initiation complex 70S localization-ribosome, codon binding site, 
formation 158 Escherichia coli 4556 

Ribosomal protein L3, role-phaqge RNA initiation complex formation 
binding site-rRNA 18S, Escherichia coli 6204 4365 

Ribosomal protein L6, Ribosomal protein S2, 
binding site-rRNA 18S, Escherichia coli 6204 mapping, Escherichia coli K12, use-gene 

Ribosomal protein L7, transfer-Serratia marcescens 6209 
biosynthesis, Escherichia coli 6215 Ribosomal protein S4, 
localization-Escherichia coli ribosomal complex-rRNA 16S, Escherichia coli, structure 

subunit 50S, relationship-erythromycin 694 
binding site 6208 Escherichia coli/Baciltus 

Ribosomal protein L7/L12, stezrothermophilus/Halobacterium cutirubrum, 
Escherichia coli, conformation, X-ray COOH-terminal sequence 2463 

scattering 5103 Escherichia coli, conformation, X-ray 

Ribosomal protein L8, scattering 5710 
structure analysis, Escherichia coli 4041 Escherichia coli, fluorescence, effect of 

Ribosomal protein L10, temperature/pH 4559 
primary structure, Escherichia coli 5708 fluorescence, Escherichia coli 2462 

Ribosomal protein L11, Ribosomal protein S5, 

Escherichia coli, role-elongation factor Escherichia coli, localization 19C9 
G-dependent GTP hydrolysis 721 gene, Escherichia coli, transcription, 

Escherichia coli, role-ribosomal subunit direction 1616 
association, initiation complex 705 mutation, Escherichia coli 1898 
formation 158 Ribosomal protein S6, 

properties, Escherichia coli mutant 2930 biosynthesis, regulation, Escherichia coli 

role-initiation complex binding-ribosomal 5087 
subunit 50S 1927 liver, phosphorylation, effect of 

Ribosomal protein Li2, diabetes/insulin 1210 
biosynthesis, DNA dependent, Escherichia liver, phosphorylation, effect of 

coli, in vitro 6194 glucagon/AMP (cyclic) 2937 

biosynthesis, Escherichia coli 6215 Ribosomal protein S7, 

Escherichia coli/Bacillus fluorescence, Escherichia coli 2462 
stearothermophilus/Halobacterium cutirubrum, structure, location-ribosomal subunit 39S, 
COOH-terminal sequence 2463 Escherichia coli 43462 

Ribosomal protein L113, Ribosomal protein S8, 
binding site-rRNA 18S, Escherichia coli 6204 amino acid sequence, Escherichia coli 5104 

Ribosomal protein L16, Ribosomal protein $11, 

Escherichia coli, primary structure 6203 Escherichia coli, localization 190 

Escherichia coli, role-ribosomal subunit Ribosomal protein $12, 
association, initiation complex 705 gene, Escherichia coli, transcription, 
formation 158 direction 1616 

Ribosomal protein L18, Ribosomal protein $13, 

Escherichia coli, X-ray scattering 4042 Escherichia coli, localization 1900 

Ribosesal protein L120, Ribosomal protein $16, 
binding site-rRNA 23S, Escherichia coli, amino acid sequence, conformation, 

localisation 148 Escherichia coli 4042 

Ribosomal protein 123, Ribosomal protein $17, 
binding site-rRNA 18S, Escherichia coli 6204 Escherichia coli, effect of mutation-neamine 
binding site-rRNA 23S, Escherichia coli, resistance 1915 

localisation 148 structure, Escherichia coli, 

Ribosomal protein L24, neamine-resistant mutant 5711 

‘ complex-RNA, physical properties 6559 Ribosomal protein $18, 

Ribosomal protein L125, , Escherichia coli, primary structure 691 
Escherichia coli, primary structure 147 1899 identification-ribosomal subunit 30S 5717 
Escherichia coli, tertiary structure 1197 Ribosomal protein $19, 

Escherichia coli, X-ray scattering 4042 Bacillus stearothermophilis, structure, 

Ribosomal protein L27, sequence homology-Escherichia coli 2931 
Escherichia coli, interaction-tRNA fMet 3478 Escherichia coli, localization 1900 

Ribosomal pretein 130, Ribosomal protein S20, 

Escherichia coli, primary structure 1196 active centre-ribosome peptidyltransferase, 

Ribosomal protein 132, Escherichia coli 2477 
Escherichia coli, primary structure 5709 mapping, Escherichia coli K12, use-gene 

Ribosomal protein methylase, transfer-Serratia marcescens 6209 
Escherichia coli Q13, purification, Ribosomal protein S21, 

properties 1036 Escherichia coli, sequence 692 

Ribosomal protein Si, Ribosomal protein S25, a bias ‘ 

containing, ribosomal subunit 30S, primary structure, Escherichia ‘coli 6205 
conformation/activity, Escherichia coli Ribosomal subunit, y 
5115 : association, role-ribosomal protein 

effect on poly(A.I)/poly(C)/poly(u), L1/ribosomal protein L11/ribosomal protein 

structure 4508 : L16, Escherichia coli 158 
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Ribosomal subunit (Contd), 
binding-capsid protein, Semliki 
Siqie 
bindina-tRNA(phenylalanyl), Liver 4062 
Escherichia coli, UV irradiation, rRNA 
cross-linkina-protein S7/protein L4 
eukaryote, iodination, topography 154 
free, heterogeneity, physical properties, 
dimerization, rat liver 5108 
interaction-tRNA Caminoacyl) synthetase 
liver, bindina-poly(A)/poly(G) 1147 
liver, protein composition, effect of 
dissociation 2464 
precursor, Bacillus megaterium, 
5102 
rabbit reticulocyte, 
1204 
ribosomal protein exchange, 
163 
structure, 
28S 6212 
structure, physical properties, 
ascites carcinoma 4047 
Ribosomal subunit 30S, 
activation-protein factor, 
5718 
activity-elongation factor 
hydrolysis 1936 
association-ribosomal protein, 
ribonucleoprotein 37S/ribonucleoprotein 48S, 
Escherichia coli 4567 
association-ribosomal subunit 
Escherichia coli 6207 
association-ribosomal subunit 
dependence, Escherichia coli 
Bacillus stearothermophilus, 
bindina-spermidine, role-association 
Bacillus subtilis, isolation 1195 
complex-tRNA, comparison-ribosome 70S, 
Escherichia coli 4063 
conformation, physical properties, 
Escherichia coli 4051 
Escherichia coli, biosynthesis, 
polyamine 1208 
Escherichia coli, 
factor IF-3 6234 
Escherichia coli, 
Escherichia coli, 
properties 693 
Escherichia coli, rRNA 16S conformation 
Escherichia coli, structure, 
lLocation-ribosomal protein S7 
identification-ribosomal protein 
$18/ribosomal protein $1 5717 
initiation factor IF 3, nearest neighbour 
716 
isolation, biological properties, Escherichia 
coli 6206 
rat anaemia, defective protein biosynthesis 
4575 
relationship-ribosomal subunit 59S 
binding-erythromycin, Escherichia coli 
ribosomal protein S1 containing, 
conformation/activity, Escherichia coli 
Sit 
structure, Bacillus stearothermophilus 
Ribosomal subunit 40S, 
binding-polyribonucleotide, effect of 
5"-terminal structure/base composition 
binding-tRNA f (methionyl) 2487 
biosynthesis, effect of growth, transformed 
cell culture 4571 
complex-tRNA f(methionyl) format ion, 
reticulocyte, effect of temperature 1237 
dephosphorylation-phosphoprotein phosphatase, 
rabbit reticulocyte 173 
eukaryote, GTPase, inhibition-fusidic acid 


Forest virus 


1263 


2459 


properties 
protein association 
effect of EDTA 
effect of RNase T1 deagradation-RNA 


Ehrlich 


Escherichia coli 


EF G-dependent GTP 


50S, kinetics, 


50S, magnesium 
Sas 


5114 


effect of 
cross-Linkina-initiation 


jodine inactivation 
ribosomal protein 


1914 


258 
3462 


2941 


2932 


5726 


167 
initiation complex-tRNA Met, role-wheat aerm 
fraction 6238 
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Ribosomal subunit 40S(Contd), 
jsolation-ribonucleoprotein, 
L cell, turnover 2469 
Liver, effect of trypsin 2935 
protected alobjn mRNA, sequence 
rat Liver, 

jnteraction-tRNAlacetylphenyialanyl)/tRNA f 
(methionyl)/ribosomal subunit 69S 1228 
reticulocyte/Krebs II ascites cell, 
structure/function 1933 
ribosomal protein, 
puritication/characterization, 
5714 
specific binding factor, 
purification/characterization 

Ribosomal subunit 50S, 

assembly/function, role-RNA 5S, 
colie.s 116 
association-ribosomal subunit 3/58, 
Escherichia coli 62C7 
association-ribosomal subunit 30S, 
dependence, Escherichia coli 5719 
Bacillus stearothermophilus, 
bindina-srermidine, role-association 
Bacillus subtilis, isolation 1195 
binding-initiation comclex, role-ribosomal 
protein &11, 8927 
binding-tPNA Phe, 
4061 
conformation, physical properties, 
Escherichi2 coli 4051 
erythromycin bindina, relationship-ritosomal 
subunit 30S, Escherichia coli 2941 
Escherchie coli, ribosomal protein 
neighbours, identification 150 
Escherichia coli, bindina-tRNA Caminoacyl), 
role-ribosomal protein 6227 
Escherichia coli, interaction-ribosoma3al 
protein 30S 1207 
Escherichia coli, 


analysis 49039 


6291 


rat liver 
rat. Wiweirs,. 
2490 


Escherichia 
kinetics, 


m3aqnesium 


5114 


structure rearranament 


lLocalization-ribosomal 

protein L7, relationship-erythromycin 
binding site 6208 

Escherichia coli, reconstitution 2470 
Escherichia coli, ribosomal protein, 
purification/characterization 5107 
Escherichia coli, structure 151 
interaction-tRNA, mechanism, role-mRNA 6226 
isolation, biological properties, Escherichia 
coli 6206 

micrococcin resistance, Bacillus subtilis 
mutant 4554 

physical properties, 
Gola) 574.05 

precursor, characterization, Escherichia coli 
mutant 5106 

precursor, Escherichia coli mutant 104 

RNA 23S, interaction-ribosomal protein, 
Escherichia coli 4568 
tRNA complex, stability 

Ribosomal subunit 60S, 

Artemia salina, protein(acidic), 
isolation/characterization 1203 

biosynthesis, effect of growth, transformed 
cell culture 4571 

Chinese hamster, temperature-sensitive 
mutation 1222 

conformation determination, 
modification-ribosomal protein, 
2@-methoxy-5-nitropone, rat liver 5715 
Sates Sh site, abrin/ricin inhibition 
interaction-ribosomal subunit 40S, rat liver 

1228 

L cell, turnover 2469 

liver, effect of trypsin 2925 
treatment-potassium chloride, 


release-ribosomal protein, rat liver 
512C 


structure, Escherichia 


2905 


Ribosome, 


1937 
2946 
Pisum 


activity, 
activity, 
activity, 
arvense 
activity, 


effect of GTP/GDP analogues 
effect of? iron, rat liver 
effect of water inhibition, 
5128 
muscle/liver, effect of diet 
protein deficiency 1220 
activity, stimulation-Escherichia coli 
elongation factor protein 720 
aggregate formation, ileum smooth muscle 698 
Artemia salina, bindina-globin mRNA, 
dependence-ATP 5727 
assembly, defect-Drosophila melanogaster 
temperature-sensitive mutant 2471 
associated protein kinase, plasmocytoma, 
activity 1916 
association, microsome, artefact 
association-mRNA, effect of age, 
457C 
association-stringent factor, effect of 
growth, Escherichia coli 4574 
Bacillus meaaterium, effect of primaauine 
707 
Bacillus subtilis, bindina-thiostrepton 
Bacillus subtilis mutant, 
sporanaiomycin-resistent, 
706 
Bacillus subtilis, 
7588 
bacteria, specificity 
bacterial, dissociation, 
jon 6214 
bacterial, peptidyl transferase centre 714 
bacterial, study-subunit interaction 6213 
binding-elongation factor EF-1/elongation 
factor EF-2, effect of antibiotic/toxin 
STA 
binding-elongation factor G, Escherichia coli 
2953 
bindinag-erythromycylamine 1912 
binding-initiation factor IF-3, 
2483 
binding-reovirus mRNA 271 
binding-reovirus mRNA, role-methylated 
5'=terminal 5111 
binding-tRNA (aminoacyl), 
6228 
binding-tRNA Ile, role-N-(purin-6-yl 
carbamoyl)threonine 3437 
binding-tRNA Phe/tRNA Met, effect of 
oligonucleotide sequence, Escherichia coli 
5724 
binding-tRNA, role-stringent factor, 
Escherichia coli 2947 
binding-tRNA, seauence specificity 5130 
binding-mRNA/translocation, role-rRNA 16S 
3"-terminal, Escherichia coli 5721 
binding-RNA, use-iodine 125 detection 
binding-tRNACaminoacyl)/tRNA(peptidyl), 
effect of bottromycin A2 3469 
binding-tRNA(phenylalanyl), Liver 
binding-terbium 690 
binding-tryptophan operon mRNA, 
coli 4581 
biosynthesis, effect of actinomycin D, potato 
virus X, X-body function 5113 
biosynthesis, Escherichia coli, 
control-nutrition shift down 1905 
biosynthesis, inhibition-nitrofurazone, 
Escherichia coli 6325 
biosynthesis, inhibition-poly(I.C), tumour 
262 
biosynthesis-poly (phenylalanine), effect of 
viability, Pisum arvense embryo axis tissue 
5129 
bound-tRNA f Met (N-acetyl)/tRNA f Met 
(N-formylmethionyl), cleavage, 
isolation-stimulation factor 715 
bound RNA replicase, activity during avian 
erythrocyte maturation 1743 
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system 6263 
peptide (iodo) complex, thyroid, 
comperison-tRWA (tyrosyl) 5678 
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cytoplasm/nucleus 4083 
poly(A)-containing, content-Phaseolus aureus 
leaf development 2005 
poly (A)-containing, cytoplasmic, Artemia 
salina cyst 206 
poly (A)-containing/deficient, biosynthesis, 
Newcastle disease virus 3017 
poly(A)-containing, differentiated 
neuroblastoma, biosynthesis 264 
poly(A)-containing, distribution-Lliver 
cytoplasm 3594 
poly(A)-containing, effect of aldosterone, 
Bufo marinus 6312 
poly(A)-containing, effect of dehydration, 
Polytrichum commune 5802 . 
poly(A)-containing, gene expression, effect 
of oestrogen, hen oviduct 4652 
poly(A)-containing, Glycine max, 
occurrence/distribution 1943 


5694 


2564 
1956 


203 


RNA(Contd), , 
poly(A)-containing, human leukaemia, 
complementary sequences-Moloney murine 
sarcoma virus genome 1276 
poly(A)-containina, 
identification/characterization, 
Blastocaldiella emersonii zoospore 
poly(A)-containing, isolation 1947 
poly(A)-containing, isolation, , 
characterization, rauscher leukaemia virus 
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poly(A)-containina, size-Drosophila 
melanogaster embryo 4594 
poly(A)-containing structure, 
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secondary structure, phage R17, effect of 
host penetration 6333 
Semliki Forest virus defective-interfering 
particle, structure, funetion 5166 
Semliki Forest virus defective-interfering 
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virus/influenza C virus, comparison 3513 
structure-poly(A) 3'-terminal, foot and mouth 
disease virus 3509 
structure, relationship-interference, 
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cerebral cortex, effect of flurothyl induced 
convulsions 1347 
cerebrum, precursor incorporation, effect of 
thyroxine 247 
chick embryo, effect of 
insulin/hydrocortisone 2179 
chick embryo, effect of oestrogen 1331 
chick embryo, effect of delta 
9-tetrahydrocannabinol/ethanol 3576 
chick embryo fibroblast, effect of magnesium 
jons 1307 
chick embryo fibroblast/Ehrlich ascites 
carcinoma, effect of amphotericin B 431 
chick embryo liver, effect of progesterone 
2025 
chick embryo skin 5770 
chick Limb-bud, effect of necrosis 5936 
Chinese hamster cell, effect of actinomycin D 
1336 
Chinese hamster cell, effect of 
lucanthone/actinomycin D 1337 
chromatin template, localization-initiation 
site 6567 
chronic Lymphocytic leukaemia 1344 
Clostridium perfringens sporulation 3136 
cochlea, effect of noise 774 
comparison, Guerin tumour/liver 4151 
control-chromatin protein 4672 
control, hypothalamus 254 
Coturnix coturnix japonica oocyte, 
pachytene/diplotene 1991 
Creophilus maxillosus oocyte 33993 
Cricetulus oriseus 
fibroblast/normal/Phytohaemaqglutinin-treate 
d leukocyte, effect of uridine(tritiated) 
13:09": 
Cucumis melo, effect of naphthalene acetic 
acid 4139 
cytoplasmic/nuclear, effect of 
Qamma-irradiation, rat spleen/liver 5210 
density-inhibition 373 cell 2532 
dependence, HCG induction-steroidogenesis, 
testis 1333 
determination-circadian rhythm, 
cytophotometry, neuron/neuroglia 5190 
double-stranded/single-stranded, 
encephalomyocarditis virus infected cell 
5202 
double-stranded, Turnip yellow mosaic virus 
infected Brassica pekinensis leaf, location, 
rate 3026 
Drosophila melanogaster chromosome puff 4119 
Drosophila melanogaster, effect of polyamine 
1345 
Drosophila melanogaster egg development 4118 
Drosophila melanogaster polytene chromosome 
3532 
Drosophila pseudoobscura chromosome X 1504 
Dugesta gonocephala/Polycelis 
nigra/Dendrocelium Lacteum, regeneration 
‘ 207 
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during development, Argostemma githago embryo 


4762 y ‘ : t= 
~ during development, Chrysanthemum segetum 
shoot 5191 


during dormancy/ripening, Melandrium 
noctiflorum seed 5774 

during embryogenesis, Drosophila virilis 

4641 

during embryogenesis, rat, 
‘inhibition-chloridin 4821 

during encephalomyelitis, guinea pig 5935 

during germination, Dictyostelium discoideum 
spore 5181 


during germination, Phaseolus vulgaris 3711 
during growth, Mystus vittatus 5895 
during growth, potato tuber meristem 5775 


during inhibition, Agrostemma agithago embryo 
Sis 
during meiosis, autoradiography, chick oocyte 
S74 
during spermatogenesis, rat chromatid body 
5188 
effect of 2-acetylaminofluorene, 
3037 
effect of 
S-adenosylmethionine/S-adenosylhomocysteine, 
Saccharomyces cerevisiae mutant 4662 
effect of aflatoxin B1, rat/mouse 5413 
effect of age, human fibroblast 4127 
effect of age, Paramecium aurelia 4816 
effect of Agrobacterium tumefaciens-induced 
tumour, Phaseolus vulgaris 4116 
effect of aldosterone, rat intestine 
effect of alpha-amanatin, 
relationship-chromatin structure, rat 
hepatocyte, during regeneration 6577 
effect of alpha-amanitin, Aedes segypti 
effect of amino acid supplementation, 
Pseudomonas putida 4154 
effect of antibiotic A23187, 
effect of antibiotic, review 1778 
effect of cadmium. rat liver 6502 
effect of carbon monoxide, rat brain 
effect of cycloheximide 258 
effect of cycloheximide/edeine, Saccharomyces 
cerevisiae 4661 
effect of denervation/regeneration, Ambystoma 
mexicanum Limb 4313 
effect of dexamethasone, lymphocyte 6315 
effect of dexamethasone, phytohaemagglutinin 
treated Lymphocyte 6316 
effect of distamycin 
Ae AV Sanaa en se A famye Anz review 
4 
effect of DNA antibody 1662 
effect of alpha-ecdysone/beta-ecdysone, 
Drosophila melanogaster leg disc 6311 
effect of beta-ecdysone, Sarcophaga peregrina 
larva 5785 
effect of erythropoietin, rat marrow 3735 
effect of Evans Blue/cell dissociation, sea 
urchin embryo 4668 
effect of glucocorticoid interaction-DNA, 
mammary tumour virus 5832 
effect of glycerol, Lymnaea embryo 4155 
effect of guanidine, poliovirus-infected HeLa 


rat liver 


5206 


4144 
Lymphocyte 4301 


5220 


cell 5197 
effect of guanosine tetraphosphate 1290 
effect of hydrocortisone, rat liver 5207 


effect of hypoxia, rat heart 5798 


effect of interferon + Lectin, mouse spleen 
4772 

effect of UV-irradiation, Escherichia coli 
2676 


effect of UV-irradiation/gamma-irradiation + 
rifampicin, Yoshida ascites carcinoma 4665 
effect of gamma-irradiation, Liver cell 6319 

effect of X-irradiation, rat liver 3561 


pea a: of UV-drradtation tryptophan 
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photoproduct 5394 
effect of ischaemia, gerbil brain 5225 
effect of malnutrition, development, rat 
neuron 4157 
effect of pes 
2-mercapto-1(bete-4-pyridethyl) benzimidazole 
, HeLa cell nucleolus 4147 
effect of , 
N-methyl-N-beta-chloroethylhydrazine, 
Saccharomyces cerevisiae, during growth 
5794 
effect of 
effect of myocardial 
effect of nalidixic acid, 
effect of oligonucleotide, 
binding-Escherichia coli RNA polymerase 
5215 
effect of ouabain treatment, 
4827 
effect of phaae T4 yene 32 protein 2702 
effect of phospholipase/prolactin, mouse 
mammary gland 4655 
effect of poly(A.U) 1476 
effect of progesterone, Bufo melanostictus 
5204 
effect of progesterone/oestrogen, chick 
oviduct 5205 
effect of DlL-propanolol, rat 
uterus/blastocyst 4156 
effect 6f prostaglandin E1/prostaglandin 
E2/prostaglandin F2 2549 
effect of purine (6-methyl)/actinomycin 
D/temperature, Lilium Longiflorum 5422 
effect of recovery-energy starvation, 
Escherichia coli 5216 
effect of resistomycin 259 
effect of RNA polymerase mutant, rifampicin 
resistance, Escherichia coli K12 4658 
effect of serum withdrawal, fibroblast 
culture 1308 
effect of temperature 
effect of testosterone 
(7beta,17alpha-dimethyl), 
carcinoma 4783 
effect of testosterone, 
6475 
effect of thiolutin, 
mutant 4659 
effect of toluene, Escherichia coli 
effect of Tween 40, mouse liver 4669 
effect of uracil(2-thio), Nicotiana alata 
pollen tube 4149 
effect of water inhibition, Pisum arvense 
5128 
effect on oestrogen regulation uterus protein 
biosynthesis 1332 
effect on tritium-Labelled cortisol 
binding-ribonucleoprotein, Liver 985 
Ehrlich ascites carcinoma, actinomycin D 
inhibition, relationship-actinomycin D 
transport/binding 2030 
Ehrlich ascites carcinoma, effect of uracil 
(5-fluoro)/uracil 
(N1-(2°-tetrahydrofuryl)-5-fluoro) 
Ehrlich ascites carcinoma, 
inhibition-adenosine 5629 
Electrophorus electricus, effect of electric 
organ denervation 1305 
Escherichia coli, catalysis, polynucleotide 
phosphorylase 219 
Escherichia coli, control, nutrition shift 
down 1905 
Escherichia coli, effect of growth rate 
Escherichia coli, effect of 
9-hydroxyellipticine 3570 
ae tnec ne coli, effect of UV-irradiation 


epee coli energy-uncoupled mutant 
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Escherichia coli, phage 16 infected 


muscular dystrophy 765 
infarction 
review 
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human lymphocyte 
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rat mammary 

rat seminal vesicle 
Escherichia coli KL16 
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2384 
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effect of 


regulation-oestradiol/progesterone 4654 
frog virus 3, regulation 3612 
Galleria mellonella imaginal disk, effect of 


alpha-ecdysone/beta-ecdysone/fat body 2548 
gastric mucosa/duodenal mucosa, effect of 
cholecystokinin/prostaglandin £2 3171 

Gastric mucosa, effect of carbenoxolone 

gastroenteritis virus, effect of pH 2543 

Geodia cydonium, effect of aggregation 1989 

gibberellin-sensitive Zea mays, effect of AMP 
(cyclic) 2042 

Glycera dibranchiata erythrocyte 3002 

hamster trachea organ culture, effect of 
infection-Mycoplasma pneumoniae 5226 

HeLa cell, actinomycin D sensitivity, 
amphotericin B induction 256 

HeLa cell, effect of Amaryllidacese alkaloid 
3204 


4548 


HeLa cell, extract 2041 

HeLa cell, inhibition-lead chloride 3202 
HeLa cell nucleus 2000 

hen oviduct nucleus 2529 

herpes simplex virus, infection, HEp no 2 


cells 741 


hippocampus, effect of learnina 231 
Hordeum vulgare, aermination 41C 

human fibroblast, effect of age 235 

human Lymphocyte, effect of 
5-Sdiphenylhydantoin 452 

human platelet mitochondria 2145 

human spermatocyte, nucleolus 1216 


hybridization studies, Bacillus subtilis 
mutant 2996 

hypothalamus, stimulation, 
identification, lymphocyte subclass 
Ilyanassa obsoleta, embryo 1300 

in vitro, effect of fractionation-vesicular 
stomatitis virus 3546 
incorporation-uridine, 


thyroidectomy 783 
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Laspeyresia pomonella, 


in vitro 4642 

incorporation-uridine/orotic acid, brain 
topography 4123 
induced, effect of 
colchicine/vinblastine/podophyllotoxin, rat 
Lymphocyte 4825 
induction-brain hormone, Nereis 4780 
influenza virus A infection-chick embryo 781 
influenza virus-infected chick embryo, effect 


of adenosine(3’-deoxy) 3016 

inhibition-actinomycin D, Saccharomyces 
cerevisiae mutant 5209 

inhibition-bacteriocin, Clostridium septicum 
4263 

inhibition-chloroquine, retina 6501 

inhibition-Clostridium perfringens 

NeSbacteriocin 2697 

inhibition-coumermycin A+*1, Escherichia coli 
5912 5913 

inhibition-cycloheximide, rat, effect of 
threonine-deficient diet 6330 

inhibition-dothistromin, Chlorella 
pyrenoidosa/Bacillus megaterium 6317 

inhibition, effect on nucleolus formation 
791 

inhibition-ethidium bromide/cordycepin, 
effect on nucleolus properties/structure, 

Allium cepa 6589 

inhibition-guanidine, tobacco mosaic virus 
5791 

inhibition-inosine dialdehyde, tumour cell 
6101 

inhibit jon-S-mercaptopyridoxine, Hela cell 
4158 

inhibition-nitrofurazone, 
6325 __ 


Escherichia coli 
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inhibition-2,3-bis-quinoxaline 
Cacetylmercaptomethyl), poliovirus 5213 
inhibition-ribavirin, influenza A virus 4142 
inhibition-1-beta-Dribofuranosylbenzimidazole 
(5,6-dichloro), Chironomus tentans 5790 
inhibition=tubercidin, Ehrlich ascites 
cell/chick embryo fibroblast 4489 
inhibition-urethane, relat ionship-microsphere 
formation 6318 
initiation, chick oviduct, effect of 
oestrogen + Escherichia coli/homologous RNA 
polymerase 3031 
initiation, effect of progesterone-receptor 
complex, chick oviduct, in vitro 6326 6327 
initiation-phage T? RNA polymerase, 
specificity 2009 
Islets of Langerhans, effect of 
hypophysectomy/growth hormone 
kidney nucleus, activity, 


2060 
characterization 


3004 
Kluyveromyces lactis, nystatin treated 3564 
L cell 1999 


L cell/HeLa cell, 
inhibition-1-beta-Darab inofuranosylbenzimida 
zole(5-6-dichloro) 5211 
Leukaemia cell, effect of cryopreservation 
1346 
leukocyte, effect of 
auxin/cytokinin/gibberellin 2026 
Limnaea, effect of beryllium sulphate, 
development 3574 
liver cell, effect of toluene treatment 
liver, effect of aflatoxin 
Bi/alpha-amanitin/actinomycin 0D, comparison 
2557 


embryo 


6503 


liver, effect of cycloheximide 1340 
liver, effect of alpha-hexachlorocyclohexane 
2040 


Liver nucleolus, effect of 
L-thyroxine/L-triiodothyronine/thyroprotein 
25:55 
Liver nucleus, 
135.59 
liver, rat/mouse, aflatoxin B1-induced 
inhibition, effect of phenobarbital 
pretreatment 1342 
liver, regeneration, 
2034 
liver/spleen, irradiation, 
polymerase 1745 
Low molecular weight nuclear, 
inhibition-cycloheximide/thioacetamide/alpha 
-amanitin 5787 
Lymphocyte 497 
lymphocyte, arsenic inhibition 924 
T-lymphocyte, rosette formation 499 
Lymphocyte-tolerance, relationship, 
T-lymphocyte/B-lymphocyte 496 
mammary gland, effect of arachidonic acid 
789 
mammary gland, effect of insulin 249 
mammary gland, stimulation-oestradiol 252 
Meloidogyne hapla-infected Daucus carota 
3008 
Mengovirus-infected FL cell, effect of 
1,3,4-thiadiazole 2568 


effect of cytoplasmic factor 


effect of cordycepin 


effect of RNA 


Misgurnus fossilis embryo 1306 
mitochondrial, effect of 
actinomycin/cycloheximide 4664 


mitochondrial fraction, rat liver 6459 

mouse blastocyte, effect of uterine flushing 
5796 

mouse brain, development 230 

mouse hybrid, effect of gamma-irradiation 
314 

mouse kidney cell, stimulation-SV40 infection 
S00 ie ae iene 

mouse oocyte development 4122 

neonatal pancreas, effect of trypsin 


209 


RNA biosynthesis(Contd), 


210 


inhibitor 2039 
Newcastle disease virus 
cordycepin 631 
normal/cowpea chlorotic mottle virus-infected 
Vigna sinensis, effect of actinomycin D 
3562 
nuclear, 
5800 
nuclear, effect of gamma-irradiation, 
liver 3038 
nuclear, effect of spermidine/Ehrlich ascites 
carcinoma, mouse liver 4152 
nuclear, heterogeneity, relat ionship-genome 
seauence, Dictyostelium disccideum 4733 
nuclear/microsomal, effect of thyroidectomy, 
rat neonate 5797 
nucleolus, CHO cell 756 
nucleotide incorporation, 
study 4115 
oestrogen-induced, uterus, 
intra-uterine device 3557 
oligodendroalia/ependyma-spinal cord 


infection, effect of 


effect of haemorrhage, rat liver 


rat 


molecular orbital 
effect of 


S22, 


oocyte, effect of AMP (dibutyryl 
cyclic)/theophylline 263 

oviduct, effect of oestrogen 3558 

oviduct, Rana esculenta 3569 

oviduct, stimulation-oestrogen receptor 
complex 3559 


pattern-normal/immune macroohage, 
Salmonella enteritidis 4671 
Periplaneta americana, durinc vitellogenesis 

5769 

phage Qbets3, host factor, 
Pseudomonas putida 1541 

phage Q@beta/phage MS2, compsrison-culture 
6471 

phage Qbeta RNA replicase, 


effect of 
identification, 


inhibition-poly (A) 


3540 
phege R22, effect of Escherichia coli gene 
(rel) 2022 
phage T4, control, superinfection 4135 
Pharbitis nil, effect of uracil (bromo) 
Pisum sativum chloroplast, localization 
Pisum sativum, effect of Light 408 
Pisum sativum germination 2151 
Pisum sativum nucleus/chloroplast, 
red light 3710 
pituitary gland tumour, 
diethystilboestrol 3022 
Planaria, during reaeneration 
Plasmodium cynomolgi 
balabacensis 378 
Plasmodium knowlesi, in vivo/in vitro 223 
poliovirus, effect of anaerobic digestion 
4666 


1080 
2006 
effect of 


effect of 


5182 # 
infect ion-Anopheles 


poliovirus, poly (A), genetic coding 778 
poly(A)-containing, effect of 
2-allyl-2-isopropylacetamide, rat liver 
5224 
poly(A)-containing, effect of 
3-methylcholanthrene, rat Liver 3571 


poly(A)-containing, 
mitochondria 4129 
poly(A)-containing, 
4646 
poly(A)-containing, 


Ehrlich ascites cell 
rat liver mitochondria 


sequence analysis, herpes 


simplex virus 5196 
polyadenylation, Ilyanassa obsoleta, 
embryogenesis 1301 


post-mitotic nucleus, manipulation 

potato tuber meristem, 
regulator 1338 

preceeding ovulation, mouse oocyte 5187 

precursor incorovoration, effect of mycoplasma 

4648 ; 

prostate gland, effect of 
testosterone/insulin/prolactin 2181 
prostate gland hyperplasia, effect of steroid 
hormone 788 


1295 
effect of growth 
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prothoracic gland, Periolaneta 
americana/Galleria mellonella, 
activation factor I 2024 
Pseudomonas aeruginosa, effect of polymyxin B 
255 
Rana pipiens oocyte, 
wood 
rat kidney cell, 
5221 
rat tiver, 
260 
rat pituitary tumour cell nucleus 
rate, chromatin template 6204 
rate, effect of temperature, Bacillus 
subtilis, temperature-sensitive mutant 
rate, Nicotiana tabacum callus 5192 
rate, temperature-sensitive mutant-SV40 
rate, Tenebrio molitor ovary 3533 
reaulation-globin synthesis, erythrocyte 
4550 
regulation, reovirus, infection, 
effect of L-histidinol 779 
reaoulation, role-synaptic transmission, 
adrenal medulla 5223 
relationship-callus development, 
benksiana 5193 
relationship-guanosine tetraphosphate 
biosynthesis, effect of isoleucine 
starvation, 373 cell 6128 
relationship-aquanosine tetraphosphate 
content, Escherichia coli 4635 
relationship-protein biosynthesis/RNA 
polymerase activity, Saccharomyces 
cerevisiae 4660 
renal cortex, effect of unilateral 
nephrectomy, rat 5222 
reovirus type 3 3545 
replicative form, actinomycin D-dependent, 
rhinovirus infected HeLa cell 5198 
requirement-N-acetyltransferase induction, 
Pineal gland, circadian rhythm 4124 
Rhithropanopeus harrisii larva development 


effect of 


effect of progesterone 
effect of mercuric chloride 
effect of thioacetamide/aflatoxin 


5212 


6324 
6306 


L-929 cell, 
rat 


Pinus 


1506 
Rhynchosciara americana, salivary gland 
nucleus, An vitro 5783 


Rhynchosciara, 
infection 763 

ribonucleoprotein-RNA polymerase complex, 
influenza virus 6587 

Ricinus communis, seed, germination, 
stimulation, gamma-irradiation 1318 

RNA polymerase, polytene chromosome, template 

4940 

role, Blastocladiella emersonii 
arowth/differentiation 1953 

role-cell cycle control, review 6057 
role-nerve arowth factor-mediated neurite 
outgrowth 4647 

Ross river virus infected mouse muscle, 
persistence 5201 

S phase spleen cell, effect of bovine 
Parvovirus replication 6472 

Saccharomyces cerevisiae, effect of exogenous 
5'=-dTMP 1986 

Saccharomyces cerevisiae, effect of 
lLomofungin 794 

Saccharomyces cerevisiae mutant, effect of 
rifampin 795 

Saccharomyces cerevisi3e sporulation, effect 
of caffeine 3184 

Saccharomyces sp., cytophotometry/impulse 
cytophotometry 2132 2133 
Sarcophaga peregrina Larva, 
beta-ecdysone 2547 
Sargassum thumbergii embryogeny, nucleus 
degeneration 1298 

‘eee acutus, relationship-productivity 


seminal vesicle, effect of androgen 


effect of Microsporidea 


effect of 
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3019 
induced Ehrlich 


Sendai virus-infected chick embryo 
Sendai virus, localization, 
ascites carcinoma 1327 
las marcescens prodigiosin biosynthesis 
Sindbis virus temperature-sensitive mutant, 
relationship-interferon induction 2544 
spinal ganglia, effect of methyl mercury 
SEM GC 
spleen/ascites tumour cell, 
electron irradiation 1262 
Streptococcus mutans 2518 
SV40-transformed mouse cell 3541 
temperature-sensitive monkey cell, 
SV40 infection 5781 
testis, effect of vitamin A deficiency 2195 
Tetrahymena pyriformis cell culture, arowth 
cyote= 252ec 
Tetrahymena pyriformis, 
gamma-irradiation 1296 
thymocyte, effect of 
theophylline/noradrenaline/AmP 
cyclic)/cortisol/cycloheximide 
thyroid gland, stimulation-TSH 
tobacco mosaic virus, effect of 
6323 
tobacco mosaic 
tobacco mosaic 
tabacum 3025 
Triticum aestivum embryo, cold treated, 
effect of guanine(8-aza) A337 
Triticum species, relationship-temperature 
sensitivity 4130 
Triturus vulgaris, embryogenesis 7001 
tumour, human, effect of cyclophosphamide 
798 
Turnip yellow mosaic virus infected Brassica 
sinensis/Brassica rapa 3027 
Turnip yellow mosaic virus infected Brassica 
sinensis, location, characterization, effect 
of actinomycin D 3029 
Turnip yellow mosaic virus infected Chinese 
cabbage, effect of actinomycin D 3028 
UMP rich, during germination-wheat germ 4131 
uptake-nucleoside, sea urchin embryo 5767 
uracil (5-fluoro) incorporation-complementary 
strand, fowl plague virus 5199 
use-characterization-Newcastle disease virus 
temperature-sensitive mutant 5200 
use-CMP/UMP/TMP 5040 
use-photoreactivation measurement 
uterus, effect of oestradiol 677 
uterus, epithelium/stroma, pregnancy 
Venezuelan equine encephalomyelitis, 
mitochondria 3022 
vesicular stomatitis virus, cell culture, 
examination-method 240 
vesicular stomatitis virus, 
inhibition-aurintricarboxylic 
acid/polyethylene sulphonate 241 
vesicular stomatitis virus, resistance-L cell 
clone 5783 
vesicular stomatitis virus 
temperature-sensitive mutant 3547 
Vigna sinensis mitochondria, effect of 
rifampicin/ethidium bromide/AMP (cyclic)/GMP 
(cyclic) 2559 
viral-specific, defective, SV40 
temperature-sensitive mutant 6307 
virus, Aedes albopictus, effect of Semliki 
Forest virus defective interfering particle 
2020 
virus/host, discrimination, review 14 
Menopus Laevis oocyte, effect of 
HCG/progesterone 2550 
“Xenopus Laevis, thyrox{ne-induced 
metamorphosis 3556 — 
Yoshida ascites cell, inhibit ion-bovine 
follicular fluid 570 


effect of fast 


effect of 


effectof 


(dibutyryl 
800 

248 

temperature 


virus-infected cell 3024 
virus-infected Nicotiana 


S55) 
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Yoshida ascites hepatoma mitochondria 1343 
Yoshida sarcoma, effect of dibromodulcitol 
binding-DNA/chromatin 3818 
Zea mays, effect of gibberellic acid, during 
fertilization 4274 
RNA gene, 
regulation, avian Leukosis-sarcoma virus 
infected chicken cell, effect of 
infection-Rous sarcom3 virus 5458 
RNA Ligase, 


effect on oligo(A), interaction-oligo(U), 


Phage T4 4010 

eukaryote, activity 1773 

isolation, reaction-tRNA/oligonucleotide, 
Phage T4 6680 


phage T4-infected Escherichia Coli, 
Catalysis-DNA joining 2355 
purification/properties, phage T4-infected 
Escherichia coli 4975 
RNA polymerase, 
activation in vitro, reovirus 6916 
activation-Sarkosyl, mouse nucleus 6640 
activity, bacterial sporulation, review 
activity, brain nucleolus/nucleoprotein, 
during development 3904 
activity during embryogenesis, 
Strongylocentrotus franciscanus 5534 
activity, effect of eauine herpesvirus type 1 
2013 
activity, effect of 
methyl-4-dimethylaminoazobenzene, 


6055 


rat 6578 


activity, effect of oestradiol, rat pineal 

gland cell culture 6021 

activity, effect of phosphorylation, yeast 
4413 

activity, effect of S-100 protein, rat brain 
4418. ‘ ‘ : ie a 

activity, effect of testosterone/HCG, 
hypophysectomy 4951 

activity, Escherichia coli K12@ mutant 4104 


activity, guinea pig macrophage, effect of 
immunization 6641 

activity, liver, effect of partial 
hepatectomy 569 

activity lymphocyte normal/leukaemia(chronic 
lymphocytic) 3903 

activity, rat mammary qland/mammary carcinoma 
R-35 3298 

activity, relationship-RNA 
biosynthesis/protein biosynthesis, 
Saccharomyces cerevisiae 4660 

activity, RNA biosynthesis, Amsacta moorei 


entomopox virus 4588 
activity, stimulation-oestradiol, chicken 
liver nucleolus/nucleoplasm 5535 


activity, vaccinia virus subviral particle, 
characterization 1734 

activity, Zea mays plastid, effect of 
illumination 6643 

adenovirus infection-Hela cell, 
purification/properties 572 

adenovirus type 2, level 1324 

affinity labelling-UTP arabinoside 
(S-formyl-i-alpha-D-ribofuranosyl), 
Escherichia coli 4935 

alpha-amanitin insensitive, Brassica 
oleracea, characterization 1011 

amino acid sequence, comparison-Escherichia 
coli/Serratia marcescens/Proteus mirabilis 
66346 

Anacystis nidulans, 

assay 581 

assay, effect of poly (A) polymerase/poly (C) 
polymerase/poly (U) Polymerase 7 bOLy (G6) 
polymerase 6625 

assay, Zea mays 6644 

Azotobacter vinelandii, structure/function, 
effect of sulphydryl group 1007 

Bacillus cereus spore, effect of protease 
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reconstitution 2320 


RNA polymerase(Contd), 
565 : 
Bacillus subtilis, biosynthesis during 
germination 573 
Bacillus subtilis mutant, sporulation, 
dihydrodipicolinate synthase regulation 
1740 
Bacillus subtilis, phage SP01 modified, mRNA 
biosynthesis 1321 
Bacillus subtilis, specificity, spore 
germination 220 
Bacillus subtilis, subunit, phage SP01 gene 
28 2779 
Bacillus thuringiensis, transcription 
product, mRNA activity 4676 
binding-DNA 3905 
binding-DNA, effect of acidification 
biosynthesis, Escherichia coli 4406 
biosynthesis, Escherichia coli, effect of 
gene mutation 5527 
biosynthesis, Escherichia coli, induction 
2317 
biosynthesis, Escherichia coli, nutrition 
shift-up/shift-down, control 1736 
biosynthesis/function, effect of rifampicin, 
Escherichia coli 5525 
biosynthesis, template, phage phi 80 operon 
5446 
calf thymus/Escherichia coli, transcription, 
calf thymus chromatin 991 
characterization, avian reticuloendotheliosis 
virus virion 6017 
characterization, biosynthesis, Semliki 
Forest virus infected cell 6628 
characterization, Microsporum gypseum 4414 
complex, association-phospholid membrane, 
poliovirus 6018 
complex-DNA, formation 2316 
complex formation-tRNA f Met, specificity, 
Escherichia coli 6632 
complex-rifampicin, kinetics-formation, 
effect of purification 5524 
conformation, effect of core subunit 
interaction, Escherichia coli 5526 
containing, nucleoprotein, isolation-monkey 
cell, SV40 infected 5498 
content, mitosis-Physarum polycephalum 3294 
control-biosynthesis/modification/stability, 
sporulation-Saccharomyces cerevisiae 4412 
detection-polyacrylamide gel 4934 
determination-ATP/UTP/CTP/GTP radioactivity 
2407 
Dictyostelium discoideum, 
alpha-amanitin-resistant, properties 
effect of cadmium, rat liver 4417 
effect of rifamycin SV 564 
Escherichia coli, ADP-ribose addition, phage 
T4 NAD+: protein ADP-ribosyltransferase 
1738 
Escherichia coli, alpha subunit gene, 
identification 1618 
Escherichia coli, binding-oligonucleotide, 
effect om RNA biosynthesis 5215 
Escherichia coli, 
binding-ol igoribonucleotide, specificity 
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phage T7 DNA 3663 


212 


RNA polymerase(Contd), 


Escherichia coli, lymphocyte? chromatin, 
template activity 1695 
Escherichia coli mutant, sigma subunit 
hyperproduction 1737 1 
Escherichia coli, promoter, characterization 
2011 2012 
Escherichia coli, purification-Polymin P + 
chromatography (DNA-cellulose) 1008 
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lLuna/Antheraea polyphemus oocyte 6203 
capsid protein, isolation, tobacco mosaic 
virus-infected tissue 6252 
casein, biosynthesis, stimulation-prolactin, 
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Palaemon serratus hepatopancreas, 
purtfication/~.operties, circadian rhythm 
4926 
pancreas, 
pancreas, 
pancreas, 
1722 
PEK cell, 


4911 


carbohydrate analysis 3880 
cross-linking dimer 2772 
interaction-alkaline/acid poly(A) 


effect of interferon induction 


4345 
Penicillium brevicompactum, 
nucleotide 3274 
phosphorylation-cytidine/cytidine 
(4-N-acetyl) during dinucleoside 
monophosphate biosynthesis 5632 
Pinus pinea seed, purification/properties 
3280 
Pisum sativum root, purification/properties 
1723 
plasma membrane, rat liver, 
degradation 110 
primary structure, Bison bison pancreas 6612 
primary structure, Ondatra zibethica pancreas 
6611 
release-ribosome, 
1901 
Rhizoctonia solani, effect of age 4912 
Rhoeo discolor, senescence, effect of 
kinetin/auxin/abscisic acid 4397 
role-phenylalanine-induced cerebrum 


complex-adenine 


effect on poly(uU) 


Liver endoplasmic reticulum 


polyribosome dissociation 2938 
role-regulation mechanism, review 2364 
S-peptide, mechanism, model 3270 


sensitive, DNA biosynthesis, human 
semen/spermatozoa 1529 

serum content during cancer, pancreas 5518 

snake venom, isolation-oligoribonucleotide 
2434 ; 

specificity, Aspergillus saitoi 6607 

specificity, effect of cytosine modification 
erit 

structure, Taurotragus oryx pancreas 4390 

temperature transition, effect of urea + 
alcohol 4908 

treatment, effect on thyrotropin-releasing 
hormone biosynthesis, in vitro 5100 

tritiation, effect of electrical stimulation 


5508 
RNase A, 
acid denaturation, analysis-intermediate 
4914 ie Sate 
acid denaturation, isolation-intermediate 
6597 
active site, role of lysine, bovine pancreas 
2773 
complex-DNA, effect of formaldehyde 6380 
dimer, inhibition-tumour cell proliferation 
2299 
effect on Penicillium chrysogenum 
double-stranded RNA 2301 
folding transition, kinetics 4380 


guanidine hydrochloride denaturation, 


kinetics-refolding 4915 
half-life, effect of glycosylation 6598 
interaction-2°CMP, analysis, chromatography 


(affinity) 3276 
interaction-3"-UMP/3"-CMP/2°-CMP/CMP, 
4497 
kinetics, determination 
role-lysine residue, PMR 
S-peptide 2-14, gene, 
synthesis-double-stranded 
polydeoxyribonucleotide 99 
substrate specificity, effect of polyamine 
1718 
thermal unfolding, structure, NMR 1719 
transfer free energy-urea/guanidinium 
hydrochloride 4381 
tyrosine, environment 4916 
tyrosine modification, fluorescence 6596 
unfolding, effect of temperature, Raman 
spectra 5509 
RNase B, 
half-life, effect of glycosylation 
RNase BS-1, : 
structure, use-trypsin/pepsin/subtilisin, 
probe 6599 
RWase C, 
half-life, effect of glycosylation 


NMR 


997 
6595 


659R 


6598 
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RNase D, ; 
half-life, effect of glycosylation 6598 
purification, specificity-double-stranded 


RNA, Krebs II ascites carcinoma 6007 
RNase H, 
activity, association-RNA polymerase A, yeast 
4386 
assay 4387 


calf thymus, characterization 3883 
complex-reverse transcriptase, 
characterization, Friend murine leukaemia 
virus 3931 

effect on transcription-RNA 70S, 
virus reverse transcriptase 1559 

Tetrahymena pyriformis, 
purification/characterization 

RNase HS, 
substrate specificity, 
1718 
RNase I, 
Salmonella typhimurium, deficient mutant 
2390 
RNase II, 

activity-skeletal muscle, 

glucocorticoid 4922 
RNase III, 

activity, Escherichia coli 3878 

cleavage site-containing mRNA fragment, 
jsolation/characterization, phage T7 

deficiency, Escherichia coli-mutant, 
characterization 553 

deficiency, Escherichia coli-mutation, 
genetic mapping 465 

deficient Escherichia coli, detection-high 
molecular weight RNA 3520 

effect on Penicillium chrysogenum 
double-stranded RNA 2301 

eri eet on phage phix174 DNA transcription 

4 

effect on phage T7 mRNA translation 2050 

Escherichia coli, cleavage-single-stranded 
RNA 4923 “eA ma. 

Escherichia coli, 
purification/characterization, 
cleavage=phage T4 RNA 3879 

Salmonella typhimurium, substrate specificity 

554 
RNase M, 

substrate specificity, effect of polyamine 

1718 
RNase N1, 
catalysis-phosphodiester/phosphomonoester 

synthesis 6600 

RNase P, 
cleavage-phage phi80 induced RNA 
specificity 3433 

RNase S, 

active site, binding-uracil(1-methyl) 

complex-uridine/3°-UMP, 
5626 

interaction-2'CMP, analysis, chromatography 

(affinity) 3276 

kinetics-hydrogen exchange 6601 

native, X-ray crystallography, 
comparison-semisynthetic RNase S* 4919 

noncovalent complex, UMP (2°, 3*=cyclic), 

analysis 1123 

semisynthetic, X-ray crystallography, 
comparison-native RNase S$ 4919 

RNase St, 

Streptomyces erytheus, 

4384 
RNase Ti, 

assay 4379 

binding-guanosine/guanosine (deoxy) 

catalysis, mechanism 6602 

degradation-RNA 28S, effect on ribosomal 

subunit structure 6212 

effect on Penicillium chrysogenum 


4917 


effect of polyamine 


effect of 


6251 


4918 


3884 
conformation, theory 


amino acid sequence 


6603 
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double-stranded RNA 2391 . 

properties, effect of trypsin hydrolysis 
4921 

substrate specificity, 
1718 

subunit interaction, 

binding 4920 

use-phage MS2 RNA mapping 

RNase T2, 

assay 4379 ; 

specificity, effect of polyribonuclectide 

modificetion 998 


effect cf polyamine 
substrate analogue 


4606 


Rous sarcoma RNase U2, 


use-seauence determination-auanine cont3inina 
oligonucleotide seauence 5049 
RNase(acid), : 
activity-infection/cirrhosis/hepatitis/matnut 
rition 4394 
Aspergillus clavatus, 
Bacillus mesentericus, 
characterization 4383 
bovine brain, purification, 
549 
ret liver, effect of protein deficiency 
RNase(alkaline), 
Bacillus mesentericus, 
characterization 42383 


speciticity 3272 
purification, 


characterization 
SSE 


purification, 


comparison, rat lLiver/hepatoma 5516 
effect of cortisone/thymus gland 4909 
isolation/properties, rat brain 6006 


lymphoid content, 
gland 4909 

purification/proverties, 

purification/properties, 


effect of cortisone/thymus 


human serum 6615 
Rana catesbeiana 


cytosol 6608 
rat cerebrum/Lliver, effect of malnutrition 
551 


rat liver/pancreas, effect of burn 6610 


RNase(endo), 


activity, specificity, physical properties, 
rat liver 4388 
2914 


activity, effect of polyamine/magnesium 


jon/ammonium ion 4524 
activity-HeLa cell, effect of salt 3444 
activity, human spleen, Hodgkin's 
disease/cancer 4015 
activity, inhibition-S-adenosyl homocysteine 
analogue 4020 
sc cia abba DaaeeLoabaaien americanus roe 
916 


association-mitochondria, 
Saccharomyces cerevisiae 
deficiency, 
130 
effect of aflatoxin 81 129 
inhibition-S-adenosyl-L-homocysteine 
analogues 2448 
interaction-tRNA, mechanism 
kinetics/specificity, comparison-Zajdela 
hepatoma/rat liver 5686 
liver/Novikoff ascites hepatoma, 
interaction-ethionine-modified tRNA 
mechanism 6178 
modification-mRNA 5°-terminal, Hela cell 
6179 
tumour, inhibition properties 
wheat germ, properties 131 


characterization, 
4523 


Salmonella tyohimurium mutant 


5679 


1889 


3446 


Robinia pseudo-acacia, 
DNA assay, adenine glyoxal complex formation 


5252 
Rodent, 
cell, transformed-adenovirus type 5, RNA/DNA 
sequence 5751 
immune RNA, biosynthesis, kinetics 5184 
Roe, 
Pseudopleuronectes americanus, tRNA methylase 
activity 2916 


Rolling circle, 
gene amplification, 
review 1776 
mechanism, phage T4 DNA biosynthesis 
replication, phage lambda 412 
replication, phage lambda DNA 
Rooster, 
liver, oestrogen-treated, 
characterization-vitelloaenin polyribosome 
4564 
liver, oestrogen-treated, 


Xenopus laevis oocyte, 
1542 
2154 


jisolation-vitellogenin polyribosome 4563 
Root, 
meristem, Allium sativum, DNA biosynthesis 
5363 


meristem, nuclear DNA biosynthesis, Citrus 
Limon/Citrus reticulata/Citrus sinensis 
Poncirus trifoliata hybrid 3144 
Rosette, 
formation, lymphocyte T, RNA 
biosynthesis/protein biosynthesis 
Ross river virus, 
infected mouse muscle, RNA biosynthesis, 
persistence 5201 
Rotavirus, 
characterization 
Rough microsome, 
ribosome detachment, factor mediation 
Rous-associated virus 2, 
infected chick embryo, 
integration 3732 
Rous sarcoma virus, 
activation-chick embryo globin gene 
DNA biosynthesis, initiation site, 
template 5908 
DNA, interferon induction 3205 
DNA, transfection assay 3734 
infection-avian lLeukosis-sarcoma virus 
infected chicken cell, effect on RNA gene 
regulation 5458 
mitochondria, DNA polymerase, 
characterization 4949 
recombination, specific RNA sequence, 
distribution 3514 
reverse transcriptase, DNA biosynthesis 
reverse transcriptase, 
inhibition-8-hydroxyquinoline 6034 
reverse transcriptase, initiation-DNA 
biosynthesis 3733 
reverse transcriptase, 
_ biosynthesis, tRNA Trp priming 
reverse transcriptase, product, 
6426 3 


499 


739 
1910 
DNA biosynthesis, 


940 
RNA 


initiation-DNA 
3168 
analysis 


reverse transcriptase, transcription-RNA 70S, 


effect of RNase H 1559 
RNA 4S, RNA (spot 1) content, 


relationship-primer activity 6275 

RNA 7S, origin, infected chick embryo/duck 
embryo fibroblast 5756 

RNA 35S, interaction-tRNA Trp 1175 


RNA 70S, transcription-DNA 419 
RNA-dependent DNA biosynthesis, initiation 
site location/location 5387 


RNA, high molecular weight, subunit structure 


1277 
RNA, isolation 4085 
RNA, localization-envelope/sarcoma-specific 
sequences 2044 
RNA, structure, electron microscopy 
RNA subunit, poly(A) content 1278 


4620 


1560 


Rous sarcoma virus(Contd), 
RNA S*=-terminus, identification 1279 
transformation-chick embryo fibroblast, 
methylene blue staining assay 4779 
transformed DNA, cleavage-restriction 
endonuclease, Anabaena variabilis 5320 
transformed fibroblast, DNA-unwinding 
protein, isolation 2252 
transformed rat XC cell DNA transfection 
activity 2716 
Rubella virus, 
hybrid formation-BHK 21/WI-2 cell Latent 
virus 3920 
RNA, neuramidase activity, 
1247 
Rubidium, 
salt, ADP, X-ray crystalloaraphy 
Rubidium ion, 
transport-3T3 cell, stimulation-serum 
Rutamycin, 
sensitive ATPase, mutation, 
localization-mitochondrial DNA, 
‘Saccharomyces cerevisiae 6438 _ 


characterization 


5031 


890 


_ Ryegrass mosaic virus, 


replication/purification/properties 2984 


$-100 protein, 
effect on RNA polymerase activity, 
4418 
S phase, 
see also Cell cycle 

bone marrow blast cell, lLeukaemia/normal 
cell cycle, DNA biosynthesis, effect of 
uridine (5-bromo-2'-deoxy) 5634 
DNA biosynthesis, effect of 
N-methyl-N-nitrosourethane, 

3761 

DNA biosynthesis/RNA biosynthesis/protein 
biosynthesis, effect of bovine parvovirus 
replication, spleen cell 6473 

DNA synthesis, durina, mouse embryo 5349 

HeLa cell, nuclear DNA polymerase alpha, 
role-DNA replication 4954 

pattern-DNA biosynthesis, fluorescence-human 
amniotic cells 3143 

rat embryo cell culture, assay~DNA, 
incorporation-uridine (5S~bromodeoxy) 

Saccharomyces cerevisiae, histone 
biosynthesis during 4543 

Saccharomyces, 

DNA biosynthesis/RNA biosynthesis/protein 
biosynthesis, cytophotometry/impulse 
cytophotometry 2132 2133 

Saccharomyces carlsbergensis, 
beta-fructosidase biosynthesis, 
2567 


rat brain 


897 


Amoeba proteus 


5029 


regulation 


mitochondrial DNA, gene organization 2217 
mitochondrial DNA, structure, 
comparison-Saccharomyces cerevisiae 2119 
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Saccharomyces carlsbergensis(Contd), 


precursor rRNA, molecular weight 3521 

ribosomal protein, biosynthesis 1906 

ribosome, DNA, mapping-restriction 
endonuclease 4734 

ribosome maturation 6216 6217 

rRNA 17S, presence-hypermodified nucleotide 
753 

rRNA biosynthesis, analysis 1294 

rRNA gene, mapping-restriction endonuclease 
ECoR1 cleavage site 6437 


Saccharomyces cerevisise, 


230 


allophanate hydrolase induction 3530 
amber mutation, effect of suppressor-growth 
rate 3224 
amber mutation, suppressor 
jsolation/characterization 3225 
amino acid biosynthesis, regulation-tRNA 
6172 
antibiotic resistance, mapping, mitochondrial 
genome 5877 
biosynthesis-CTP/CDP 3982 
biosynthesis-rRNA/poly (A)-containing mRNA, 
during cell cycle 6299 
borrelidin resistant mutant, tRNA(threonyLl) 
synthetase characterization 5691 
cell cycle, DNA biosynthesis, sequence-gene 
product function 5934 
cell division, control-tRNA(methionyl) 4017 
chromatin structure, histone H2a/histone 
H2b/histone H3/histone H4/DNA content 5481 
chromosome, DNA-binding protein, level 542 
circular DNA structure analysis, 
use-restriction endonuclease/electron 
microscopy 6439 
codon mutation/suppressor, detection 4331 
control-mitochondrial DNA content, 
role-nuclear genome 4683 
control-RNA polymerase 
biosynthesis/modification/stability, 
sporulation 4412 
3-deoxy-D-arabino-heptulosonate-/-phosphate 
synthase, inhibition-tRNA/rRNA/heparin 4521 
distribution-free/membrane-bound ribosome 
3463 
DNA-binding protein, characterization, effect 
of growth/phenotype 4881 
DNA biosynthesis, autoradiography 1500 
DNA biosynthesis, effect of 
gamma-irradiation/alpha-irradiation 4798 
DNA biosynthesis, review 1043 
OKA degradation/DNA biosynthesis during 
meiosis, effect of UV-irradiatton 5926 
DNA, induct jon-double-stranded breakage, 
X-irradiation 836 
DNA, isolation, hydroxyapatite chromatography 
296 
DNA/mitochondrial DNA, excision-repair, 
UV-irradiation 1499 
DNA repair, gene control 2131 
DNA, separation, use-cis-platinum (II) 
diaminodichloride 5827 
double-stranded RNA activity, 
determination-antagonism 6336 
double-stranded RNA, 
identification-5'-terminal nucleotide 6282 
genome, distribution-RNA 5S cistron 344 
histone biosynthesis, during S phase 45463 
homologous tRNA Val segment, undecanucleotide 
synthesis 1134 
induction-mutagenesis-uracil (5-fluoro), 
mechanism 5611 
UV-irradiation, DNA, excision-repair 377 
mannoprotein biosynthesis 168 
mapping-chromosome gene, essential 
ere aeaes Penee RNA plasmid replication 
8 
mapping-mitochondrial genome 4850 
mitochondria, DNA biosynthesis, effect of 
ethidium bromide/berenil 1575 


| 


Saccharomyces cerevisiae(Contd), ‘ 

mitochondria, DNA polymerase, properties 
6661 

mitochondria, episome, evidence 947 

mitochondria, polyribosome, 
regulation-protein biosynthesis 1216 

mitochondria, tRNA isoaccepting species, gene 
origin 2438 

mitochondria, translation 3458 

mitochondrial DNA, cytochrome 
oxidase/coenzyme QH2-cytochrome c reductase 
mutation, localization 2219 

mitochondrial DNA, 
Localization-rutamycin-sensitive ATPase 
mutation 6438 

mitochondrial DNA, 
repair-UV-irradiation-induced damage 3185 

mitochondrial DNA replication, 
jnhibition-netropsin 4799 

mitochondrial DNA, structure, 
comparison-Saccharomyces carlsbergensis 
2119 

mitochondrial gene mapping, marker analysis, 
cell (rho*-) 5966 

mitochondrial gene, transmission, 
influence-mutation (killer) 474 

mitochondrial gene, zygote 
heterogeneity/inheritance 472 

mitochondrial membrane, association-DNA 
biosynthesis 376 

mitochondrial rRNA 16S gene, 
expression-cytoplasmic petite mutant 2218 

mitochondrial RNA, direction-protein 
biosynthesis, Escherichia coli cell-free 
system 1361 

mitochondrial RNA polymerase, origin 5533 

mitochondrial tRNA Tyr/tRNA Leu, 
fractionation 113 

mutagenesis, effect of 


_ magnesium/cycloheximide/chloramphenicol/eryt - 


hromycin/ hydroxyurea 436 

mutagenesis, induction-uracil 
(S5-fluoro)/cytosine (5-fluoro), mechanism 
5610 

mutagenicity-acridine 
orange/proflavine/acridine yellow, effect of 
irradiation 3763 

mutant, cell division, DNA degradation, 
effect of UV-irradiation/ethyl 
methanesulphonate 5406 

mutant, circular repetitive mitochondrial 
DONA, structure, electron microscopy 5876 

mutant, control-ribosomal protein 
biosynthesis 4053 

mutant-grande/petite, mitochondrial DNA, 
analysis 864 

mutant, hydrogen peroxide 
induction-respiratory deficiency 1417 

mutant, mitochondrial DNA repair, effect of 
ethidium bromide 4797 

mutant, mitochondrial tRNA gene deletion 
mapping 4849 

on ee petite, induction, manganese/cobalt 

637 

mutant, radiosensitivity 1402 

mutant, RNA btosynthesis, effect of rifampin 
795 

mutant, RNA bfosynthesis, 
inhibition-actinomycin D 5209 

mutant, RNA biosynthesis/ribosome, effect of 


seen S-adenosylhomocysteine 


mutation, induction-ethidium 

bromide/UV-irradiation/3-—- carbethoxypsorlene 
5405 

mutation (petite), kinetics 475 

occurrence~histone H3/histone H4 5485 

origin-~tRNA(methionyl) synthetase/tRNA(phenyLla 


peli oo ete tRNACLeucyl) synthetase 
452 


Saccharomyces cerevisiae(Contd), 


petite mutant, mitochondrial rRNA 16S gene, 
localization 1635 
poly(A)-containing mRNA, methylation 2987 
poly(A)-containing RNA, occurrence 1249 
procytoxid, effect on uracil (5-fluoro) 
toxicity, cancer chemotherapy 623 
protein biosynthesis, 
isolation-ribosome-dependent GTPase 1941 
rate-rRNA biosynthesis, effect of pH, during 
sporulation 5217 
recombination, effect of DNA repair mutation 
5965 
recombination, induction 
by-UV-irradiation/gamma-irradiation/nitrous 
acid/ethyl methane sulphonate 476 
ribosomal protein, phosphorylation, exchange 
2933 
ribosomal protein, phosphorylation-protein 
kinase 4052 
ribosome, effect of Amaryllidaceae alkaloid 
710 
rRNA 18S/rRNA 26S, secondary structure 
tRNA aminoacylation, site 1891 
tRNA Carginyl)synthetase, 
purification/properties 4526 
RNA biosynthesis/DNA biosynthesis, effect of 
exogenous 5°=-dTMP 1986 
RNA biosynthesis, effect 
RNA biosynthesis/protein 
of cycloheximide/edeine 
RNA biosynthesis/protein 
of N-methyl-N-beta-chloroethylhydrazine, 
during growth 5794 
RNA biosynthesis, relationship-protein 
biosynthesis/RNA polymerase activity 
rRNA, conformation 1969 
tRNA Cys, isolation/purification 
tRNA Cys, sequence 1883 1884 
rRNA gene, mapping 3808 
“tRNA gene, purification 
mRNA, half-life 2575 
tRNA Lys 2, anticodon 5'’-terminal, 
role-uridine (2-thio) 2482 
tRNA Met, primary structure 6169 
tRNA methylase, associat ion-mitochondria, 
characterization 4523 
mRNA, methylation-5’-terminal 4998 
RNA, mitochondria, characterization 
tRNA, mitochondria, 
characterization-nucleoside 
tRNA, NMR 1172 
tRNA Phe, binding-hydrogen 1174 
tRNA Phe, crystalline, structure/Raman 
spectra 671 
tRNA Phe, interaction-tRNA (phenylalanyl) 
synthetase, effect of Y base 2456 
tRNA Phe, nucleoside Y-biosynthesis 119 
tRNA Phe/tRNA Val, 3’terminal sequence, 


752 


of lLomofungin 794 


4661 


4660 


1867 


1391 


205 
4520 


oxidation-monoperphthalic acid 1161 
tRNA Phe, structure 672 

tRNA (phenylalanyl) synthetase, 
fractionation/subunit structure 685 


tRNA (phenylalanyl)synthetase, 
purification/properties 4537 
RNA polymerase A subunit characterization 
4411 
RNA polymerase B, isolation/zinc protein 
4941 
RNA polymerase, effect of 
temperature-sensitive mutation 2519 
RNA polymerase 1, inactivation, pyridoxal 
5"-phosphate 1013 
RNA polymerase I, purification 3295 
RNA polymerase I/RNA polymerase III, 
characterization 3909 
RNA polymerase III, structure 3911 
RNA polymerase, Lymphocyte chromatin, 
template activity 1695 


biosynthesis, effect 


biosynthesis, effect 


Saccharomyces cerevisiae(Contd), 

tRNA, presence-uridine 
(O2"-methyl-5-carboxymethyl) 673 

MRNA/TRNA/tRNA biosynthesis, effect of pH 
5218 

tRNA, transfer-mouse cell, use-Sendai virus 
5673 

tRNA Val 1 gene, synthesis 2421 


tRNA Val 2a, primary structure 1885 1886 


RNase activity, during sporulation 6005 
tRNA(valyl) synthetase, 
purification/properties 2922 

satellite DNA relationship-rRNA gene 4848 


sporulation, RNA biosynthesis/DNA 
biosynthesis/protein biosynthesis, effect of 


caffeine 3184 
supercoiled DNA, characterization 4735 
suppressor mutation, relationship-tRNA 


(peptidyl) release-ribosome 5124 
temperature-sensitive mutant, 
characterization, protein biosynthesis/DNA 
biosynthesis 5089 
toxicity-nalidixic acid 3182 
transcription-mitochondrial tRNA Glu 
turnover-poly(A)-containinag RNA 2999 
virus-like particle 1970 
zygote, mitochondrial DNA, 
recombination 1636 
Saccharomyces telluris, 
DNA homology/base composition 
Salivary gland, 
Calliphora stygia, development, nonhistone 
protein 2759 
Drosophila melanogaster/Drosophila hydei, 
chromosome puff/protein biosynthesis 1641 
Drosophila melanogaster, electron microscopy, 
DNA biosynthesis, relationship-nuclear 
membrane 4250 
Drosophila melanogaster, 
biosynthesis 987 : 
Drosophila pseudoobscura, chromosome DNA 
biosynthesis, sequence 4251 
Drosophila virilis, differentiation/nuclear 


2442 


restriction, 


2633 


nonhistone protein 


apparatus 3139 
nucleus, Rhynchosciara americana, RNA 
biosynthesis, in vitro 5183 
polyribosome, Rhynchoschara americana, 
isolation/characterization 1202 
Salmo gairdneri, 
erythrocyte, histone, analysis 4863 
testis, protamine mRNA, assay 3054 
testis, protamine mRNA, 
purification/properties 2967 


Salmo irideus, 
oocyte nucleolus, 
4748 
Salmon, 
spermatozoa, DNA, peptide-binding 
Salmonella, 
DNA, polynucleotide seauence, 
relationship-taxonomy 5875 
frameshift mutation, DNA binding-ethidium 
azide 3086 
Salmonella enteritidis, 
effect on RNA biosynthesis pattern, 
normal/immune macrophage 4671 
Salmonella paratyphi, 
DNA, content-iron/manganese/copper 
DNA, nucleotide content 4728 
Salmonella tennessee, 
lactose/sucrose fermentation activity, 
plasmid determination 2632 
Salmonella typhimurium, 
cell division, inhibition-uracil(5-diazo) 
3958 
DNA biosynthesis/cell division, effect of 
uracil (S-diazo) 4795 


rRNA gene amplification 


2285 2286 


4730 


DNA, content-iron/manganese/copper 4730 

DNA degradation, induction-uracil (5-diazo) 
4997 

e 
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Salmonella typhimurium(Contd), 

DNA, effect of 
N-nitrosomethylurea/N-nitrosoethylurea/N,N-n 
itrosodimethylurea/ hydroxylamine/nitrous 
acid 5407 

DNA, ‘nucleotide content 4728 

effect on gene (c1i)/gene (c3) regulation, 
phage P22-lysis/lysogeny 469 

histidine operon, regulation 1628 

histidine operon, structure, effect of 
transduction 6435 

histidine regulation, activator-attenuator 
model, gene expression 1629 

host specificity, relationship-DNA adenine 
methylation 5276 

infection, effect on chromatin template 
activity, liver 544 

infection, phage P22 mutant, transduction 

470 

mutant deficient-DNA polymerase I, 
characterization 3311 

mutant DNA 
interaction-1,2-dibromo-3-chloropropane 

4297 
mutant-phage P22-lysogeny, 
422 

mutant, tRNA methylase deficiency 130 

mutant, tRNA(glycyl) synthetase gene 
repetitive sequence 4027 

mutant, thymine auxotroph/trimethoprim 
resistant, virulence 3364 

mutation, dna A, suppression 

nucleoid, structure-DNA 5496 

pyrimidine biosynthesis, repress ion-cytidine 

620 

pyrimidine nucleoside catabolism, 

induction-pyrimidine nucleoside analogue 
3383 

R-factor R1, resistance determinant, 

elimination, DNA intercalation compounds 
2213 

repressor (hut), 

resistance, 
500 

tRNA Chistidyl)synthetase, 
analogue/histidine/tRNA 

tRNA (histidyl)synthetase, 
activity 4528 

tRNA (Lysyl)synthetase/growth 
inhibition-thialysine 4535 

tRNA, nucleoside(thio) content 1875 

Jen uracil incorporation, structure, NMR 

4518 

RNase I-deficient mutant 2300 

RNase III, substrate specificity 

stringent response, role-guanosine 

tetraphosphate 644 

temperature-sensitive mutant, RNA polymerase, 

defective beta-subunit 6635 

Salmonella typhimurium LT2, 

tRNA Carginyl) synthetase/tRNA (glutamyl) 
synthetase/tRNA (seryl) synthetase/tRNA 
(valyl) synthetase activity during growth 

5077 
Salmonella typhosa, 


DNA biosynthesis 


1630 


binding-DNA 6390 
induction, effect of immune RNA 


interact ion-ATP 


2454 
sulphydryl group 


554 


DNA, content-iron/manganese/copper 4730 
DNA, nucleotide content 4728 
Salmonoid fish, 
rRNA gene content 4852 
Salt, 
effect on DNA denaturation/interaction, calf 
thymus 2640 
Peer es on polynucleotide ligase, phage T4 
2356 


effect on tRNA deprotonation 2904 


Pimect on tRNA methylase activity, Hela cell 
3464 


effect on tRNA(phenalanyl) synthetase 
kinetics, yeast 4032 
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Salt (Contd), ‘ 
pyrimidine (2,3-aisoxazolo) synthesis, 
interact ion-3-aminoisoxazole + beta-diketone 
6072 
Sangivamycin(6-aza), 
synthesis/activity 
Sarcolysine, 
effect on DNA biosynthesis, 
Sarcoma, 

rat, DNA biosynthesis, effect of 
sarcolysine/asalin 6507 

specific sequences, localization-Rous sarcoma 
virus RNA 2044 

Sarcoma 180, 

DNA, strand scission, 
1-formylisoquinolinethiosemicarbazone — 
induction 308 

mouse, weight, effect of cytosine arabinoside 

5024 
Sarcoma virus, 


2854 


rat sarcoma 6507 


specific sequence, separation, Moloney 

sarcoma virus 861 
Sarcophaga barbata, 

ovary, gene amplification 1638 
Sarcophaga bullata, 

DNA biosynthesis, development 2649 
Sarcophaga peregrina, 

larva, RNA biosynthesis, effect of 


beta-ecdysone 2547 5785 
Sargassum thuaberagii, 
embryogeny, nucleus degeneration 
Sarkosyl, 
activation-RNA polymerase, mouse nucleus, 
use-isolation-SV40. nucleoprotein complex 
6640 
Satellite DNA, 
binding-dehydroheliotridine, 
5393 
conformation, X-ray diffraction, Gecarcinus 
lateralis/Drosophila virilis/Mus musculus 
6444 ee 
content, chromatin autodigestion, 
characterization, mouse hepatoma 
content-CNS tumour 3068 
content/isolation, mouse tissue, effect of 
age 2072 
Dipodomys ordii, sequence 4737 
Drosophila melanogaster, restriction 
endonuclease mapping 3125 
Drosophila virilis, localization 
human, asymmetrical C-band 1532 
isolation, Drosophila virilis/Drosophila 
melanogaster 4191 
localization-chromosome, 
5256 
localization, mouse 


1298 


effect on repair 


4876 


3687 


induced glioblastoma 


2584 


localization-Pytas mucosus chromosome 6351 
Lycopersicon esculentum, 
characterization-rRNA 5S gene 1473 

mouse/Dipodomys ordii, renaturation 351 


Myrmeleotettix maculatus, lack, supernumerary 
chromosome 1379 

nuclear, occurrence-Brassica 5250 

phage P4, helper dependence 931 

physical properties, localization-Drosophila 
nasutoides polytene chromosome 6443 

physical properties, Macropus furogriseus 
5336 

regulation-recombination, Atractomorpha 
australis/Atractomorpha 
species-1/Atractomorpha similis 5445 

relationship-rRNA gene, Saccharomyces 
cerevisiae 4848 

repair, effect of methyl 
methanesulphonate/N-methyl-N-nitrosourea, 
mouse 4803 

review 2361 

sequence, mouse hepatoma chromatin 

structure, calf thymus 6447 

subunit structure, mouse liver 


6446 
4240 


Satellite tobacco necrosis virus, 
mRNA, effect of periodate + aniline, 
comparison-haemoglobin mRNA/parathyroid 
hormone mRNA 5747 
Scatchard plot, 


chromatin, binding-ethidium bromide 5998 
Scenedesmus acutus, 
productivity, relationship-RNA 
biosynthesis/DNA biosynthesis 371 
Scenedesmus obliquus, 
ribonucleotide reductase activity 4972 


Schiff base, 
dye, DNA staining 
Schiff*s reagent, 
Staining-DNA, metal cation complex formation 
6385 
staining-DNA/RNA 
Schistosoma mansoni, 
transport-purine/pyrimidine 
Schizophrenia, 
effect on Lymphocyte DNA biosynthesis 
Schizopyrnus russelli, 
adenine incorporation, 
inhibition-p-chloromercuribenzoate/phenethyl 
alcohol/cycloheximide/emet ine(dehydro) /UV-ir 
radiation 4288 
Schizosaccharomyces pombe, 
DNA biosynthesis/cell division, gene control 
5894 
mutant, antisuppressor, analysis 3809 
poly(A)-containing mRNA, turnover 1987 
repair, effect of protein biosynthesis 
inhibition 4544 
Schmidt-Ruppin sarcoma virus, 
| core, DNA content 5820 
Schwann cell, 
necrosis-induction/cell 
proliferation-inhibition, cytosine 
arabinoside 68 
Sciara coprophila, 


4194 


5815 
5738 


4258 


chromosome X, content-rRNA gene 5462 
Scleroderma, 

determination-DNA antibody 2245 

RNA antibody, characterization 502 2240 


Scopoletin, 
effect on RNA biosynthesis/protein 
biosynthesis, potato tuber meristem 
Scopolia sinensis, 
infected-potato spindle tuber virus, RNA, 
fractionation/purification 5759 
Scrapie, 
specific, RNA, isolation, mouse brain 
Sea urchin, 
see also various species 
blastula nucleus, protein biosynthesis, assay 
4935 
chromatin, nascent DNA-containing, 
metrizamide density gradient 969 
egg, DNA biosynthesis, effect of procaine 
hydrochloride 2698 
embryo chromatin, properties, effect of 
development 2293 
embryo, chromatin, RNA, 
jsolation/characterization 4355 
embryo, development, RNA (heterogeneous 
nuclear) biosynthesis 2525 


1338 


5739 


embryo, inhibition-polyadenylation, effect on 


RNA transport 6337 

embryo, poly(A)-containing/lacking mRNA 
biosynthesis 1304 

embryo, poly(A)-containing/lacking mRNA, 
properties 276 

embryo, ribonucleoprotein, characterization 
4354 

embryo, RNA biosynthesis, effect of Evans 
Blue/cell dissociation 4668 

embryo, thymidine uptake, during development 
3966 

embryo, uptake-nucleoside, RNA biosynthesis 
5767 


Sebaceous gland, 
DNA biosynthesis, effect of hydrocortisone 


2178 


Secale cereale, 
chromatin, interaction-ethidium bromide, 


comparison-calf thymus 6579 


chromosome 8, DNA characterization 355 
chromosome &, DNA structure 356 

Seed, 
Melandrium noctiflorum, RNA 


biosynthesis/protein biosynthesis during 
dormancy/ripening 5774 


Pisum sativum, development, rRNA content 192 
Pisum sativum, tRNA Leu/tRNACLeucyl) 


synthetase, comparison-cotyledon 4012 

Raphanus sativus, AMP phosphotransferase 

purification/activity 5560 

Vicia hajastana, DNA content, polyploidy 
4188 


Seedling, 


Pisum sativum, chloroplast membrane ribosome 
isolation/structure 4048 


Selenium, 


interaction-DNA, induction-chromosome 
aberration, Bacillus subtilis 5834 


Semen, 


human, DNA biosynthesis, RNase sensitive 
1529 

protein methylase (DNA-dependent), activity 
1037 


Semicarbazide, 


interaction-DNA, induct ion-chromosome 
aberration, Spathosternum prasiniferum 

transamination-cytidine 
(5,6-dihydro)-6-sulphonate 


5833 


3959 


Seminal vesicle, 
bull RNase, effect on Walker 


carcinosarcoma/Sajdel hepatoma, rat 4395 
rat, DNA biosynthesis/RNA biosynthesis/cell 
proliferation, effect of testosterone 6475 
RNA biosynthesis, effect of androgen 787 


Semliki Forest virus, 


antiviral agent, activity 1864 
capsid protein, binding-ribosomal subunit 
5112 
defective interfering particle, effect on 
virus RNA biosynthesis, Aedes albopictus 
2020 
defective-interfering particle, RNA 
structure/function 5166 
defective-interfering particle, RNA 
structure/physical properties, 
comparison-standard 5165 
infected BHK-21 cell, protein biosynthesis 
1190 
infected BHK-21 cell, RNA 42S, 
Localization-RNA 26S sequence 6274 
infected cell, double-stranded RNA, 
jsolation/characterization 2595 
infected cell, RNA 42S translation control 
3048 
infected cell, RNA polymerase 
characterization/biosynthesis 6628 
infection, effect on nucleotide metabolism 
3395 
nucleocapsid, properties 1685 
poly (I) + poly (C), antiviral agent, mouse 
5056 
replication 1328 
RNA 42S/RNA 26S, 
induction-polyribosome/initiation complex 
1234 
RNA 42S/RNA 26S, translation 2055 
RNA 42S/RNA 26S, translation, Escherichia 
coli cell-free system 1358 
RNA 42S/RNA 26S, translation, eukaryote 
cell-free system 3582 
RNA 42S/RNA 26S, translation, initiation site 
Location 6344 


RNA polymerase purification/structure 6627 
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Semliki Forest virus(Contd), 
temperature-sensitive mutant, translation 
sequence, nonstructural protein, infected 
Cetus 457-9 
Sendai virus, 

infected chick embryo, 
biosynthesis/protein 
biosynthesis/nucleocapsid 
biosynthesis/virion maturation 
infected fibroblast, polyribosome 
formation/protein biosynthesis 5084 
infected fibroblast, protein metabolism 
isolation, RNA 782 

mediation-DNA mediation, 

2660 

poly(A)-containing RNA biosynthesis 3018 
restoration-UV-irradiat ion-induced DNA 
biosynthesis, xeroderma pigmentosum 901 

RNA biosynthesis, localization, induced 
Ehrlich ascites carcinoma 1327 

RNA, melting curve, dependence-ionic strength 

6273 

RNA, physical properties 5159 

RNA/protein, virion assembly, kinetics 2017 

use-Saccharomyces cerevisiae/Escherichia coli 


RNA 


3019 


2928 


nucleus/cytoplasm 


tRNA transfer-mouse cell 5673 
Senescence, 
human fibroblast, DNA content, cell volume 
4690 


in vitro, mouse fibroblast, nuclear RNA 
polymerase, temperature sensitivity 6639 
mouse, DNA structure, heart 5339 
protein error hypothesis 3131 
Rhoeo discolor, RNase/acid phosphatase, 
effect of kinetin/auxin/abscisic acid 
Sephadex, 
stabilization-tRNA (Caminoacyl)synthetase 
Sepharose, 
complex, affinity adsorbent containing dGTP, 
isolation-ribonucleotide reductase, 


4397 


679 


Lactobacillus leichmannii 1038 
Serine, 
codon, mRNA, relationship-isoaccepting tRNA 
content 3429 


phosphorus histone H1 derivative, 


complex-DNA, structure 4346 
Serotonin, 
binding-poly (A), effect on conformation 
5048 
induction-polyribosome disaggregation, brain 
174 


Serratia marcescens, 

hybridization-Escherichia coli/Serratia 
marcescens RNA polymerase 3902 
nutrition, use-DNA/RNA 5441 

prodigiosin biosynthesis, RNA 
biosynthesis/DNA biosynthesis during 

RNA polymerase, amino acid sequence, 
comparison-Escherichia coli/Proteus 
mirabilis 6634 

use-Escherichia coli K12 ribosomal protein 
S2/ribosomal protein S20 mapping, gene 
transfer 6209 

Serum, 

antibody, double-stranded RNA, svecificity 
1658 

bactericidal activity, determination, DNA 
release 926 

composition, effect on DNA melting curve 
during Down's syndrome 6406 
content-uric acid, effect of 
aout/hyperuricaemia 3360 

decrivation, inhibition-DNA biosynthesis, 
neuroblastoma cell 3776 

deprived fibroblast, DNA biosynthesis, effect 
of AMP (cyclic) phosphodiesterase 1578 
determination-5'*-nucleotidase/alkaline 
phosphatase 2359 

effect on Chinese hamster cell 
transformation/SV40 genome integration 


2130 


purine, 


2704 
234 


Serum(Contd), 
effect on DNA biosynthesis 380 
effect on neuroblastoma DNA biosynthesis 
1519 
human, alkaline RNase, 
purification/propverties 6615 
human, RNase, characterization 
human, RNase, detection 3278 
induced DNA biosynthesis, initiation, BHK 
21/C 13 cells, effect of exogenous 2denosine 
1576 
induced DNA biosynthesis/mitochondrial DNA 
biosynthesis, 3173 cell, regulation 2169 
irradiated, inhibition-thymidine 
incorporation, DNA, rat thymocyte 5937 
protein, association-chromatin, fibroblast 
3260 
protein, 
1266 
rat, albumin mRNA, Life-span 5234 
regulation-fibroblast cell cycle 3141 
regulation-protein biosynthesis, Vero cell 
4037 
RNase content during cancer-pancreas 5518 
stimulated, BHK=-21 cell, relationship-AMP 
(cyclic) lLevels/adenyl cyclase/AMP (cyclic) 
phosphodiesterase activity 2138 


996 


interaction-double-stranded RNA 


stimulation-rubidium jon transport, 2173 cell 
890 

systemic Lupus erythematosus, 
interaction-native/denatured DNA 593 


withdrawal, fibroblast, 
biosynthesis 1308 
Sex, 
difference, DNA content, rat, liver 290 
effect on pyrimidine nucleotide biosynthesis, 
liver, effect of alpha-hexachlorocyclohexane 
2411 
Sex factor, 
see also Colicinogenic factor, Episome, 
Plasmid, R factor 
Escherichia coli K-12, 
Shearing, 
effect on chromatin DNA structure 
Sheep, 
brain, endonuclease activity-DNA/RNA 
Lymphocyte cytosol, mRNA detection 
progressive pneumonia lung, DNA, 
virus-related sequences 1450 
Sheep pox virus, 
characterization 
Shigella, 
phage, DNA homology, relationship-phage 14 
4223 
Shigella dysenteriae, 
toxin, inhibition-protein biosynthesis, in 
vitro 6195 
Shigella sonnei, 
DNA, content-iron/manganese/copper 4730 
infected macrophage, RNA/DNA/alycogen/fat 
metabolism 2560 
Shope fibroma virus, 

DNA biosynthesis-complex 
Showdomycin, 
analogue, 
synthesis 

Silicic acid, 
stimulation-DNA biosynthesis, toluene-treated 
Cylindrotheca fusiformis 4815 
Silk gland, 
Bombyx mori, development, tRNA Met changes 
during 1148 
Bombyx mori, tRNA Ser, 
seauence 5071 
DNA transport-fat body, Bombyx mori 
Silkmoth, 
oocyte, 
Silkworm, 
DNA content, determination-Feulgen staining, 
cytophotometry 5244 


effect on RNA 


DNA cloning 2212 
5477 


6592 
4084 


3613 


2662 


synthesis 
5012 


3960 


anticodon loop 


2650 


mRNA, physical properties 6282 


Silver, Skin(Contd), 


binding-DNA, X-ray diffraction 5260 herpes simplex virus, infection, effect of 
Silver (I) ion, uridine (deoxy) 78 
binding-DNA/poly(dT) 1133 human, DNA binding=-nitrosocarbaryl, effect on 
Silver ion, chemical properties 5283 
effect on DNA density, human, protein biosynthesis/DNA 
role-fractionation-heterogeneity 3096 biosynthesis/collagen biosynthesis, effect 
effect on polyd(A-T)/polyd(A)-polyd(T), of acetone/kerosene 2197 
polyd(G-C) polyd(G)-polyd(C) physical pig, thymidine (tritiated)-uptake 75 
properties 2898 test, DNA, systemic lupus erythematosus 1670 
interaction-DNA, kinetics 846 1671 
Simian adenovirus SAT, Small intestine, 
infected hamster cell, detect ion-DNA-protein see Intestine, Ileum, etc. 
complex 4880 crypt cell, differentiation, nucleotide 
Simian sarcoma virus, biosynthesis/protein biosynthesis 2413 
DNA polymerase, transcription-RNA 70S 780 cytidine (deoxy)/uridine (deoxy) metabolism, 
human Leukaemia, sequence-RNA/DNA 4610 cytidine deaminase/nucleosidase, effect of 
Sindbis virus, temperature 72 
defective-interfering particle 2021 DNA biosynthesis, effect of uracil 
inhibition-protein biosynthesis/DNA (5-fluoro)/ftorafur 2190 
biosynthesis, infected cell 4776 Smallpox virus, 
replication, effect of uridine ( fododeoxy) vaccine, infected mouse, RNA, 
2405 isolation/hybridization-mouse DNA 5137 
RNA, 5°-terminus, sequence 1270 Smooth muscle, 
mRNA 26S, methylation 202 ileum, ribosome aogregate formation 698 
MRNA 26S/mMRNA 42S, translation, initiation Srake venona, 
270 phosphodiesterase, analysis-nucleotide 
RNA 49S/RNA 26S, translation 2056 composition, oligodeoxyribonucleotide 2424 
RNA, poly (A), size/function 5167 phosphodiesterase, effect on syn , 
temperature-sensitive mutant, interferon conformation-uridine(é6-methyldeoxy)/ 
induction, relationship-RNA inosine-containing dinucleotide 2351 
biosynthesis/cytopathic effect 2544 radioprotection activity 2475 
Sister chromatid, RNase, isolation-oligoribonucleotide 2434 
differential staining, Giemsa 1374 UMP (3,3-amino-3-carboxylpropyl)/GMP 
differential staining, Giemsa-thionin 1678 (Ne2,Ne2—-dimethyl) isolation, 
Labelling-uridine (5-bromodeoxy), in vivo 5"-nucleotidase resistant 4499 
5816 soc cell, 
Sister chromatid exchange, irradiation, survival, effect of exogenous 
bene marrow, analysis, test-mutagen 3813 DNA 2699 
CHO cells 1517 bys a Sodiyn. yri Net ty WHA Sippee 6 hee Sed ree Pe ees 
~ chromosome, structure 526 salt, DNA, binding-water, IR spectroscopy 
detection-mutagen/carcinogen 485 6388 
effect of benzolalpha)pyrene, human Sodium azide, 
Lymphocyte 6000 interaction-pyrimidine (5-bromo) nucleoside 
Fanconi’s anaemia, induction, mitomycin 3371 
Cfethyl methane sulphonate 912 Sodium bisulphite, 
human chromosome, mapping 3851 binding-DWA, Feulgen hydrolysis 1375 
human fibroblast, effect of age/repair conversion-tRNA Trp-tRNA Glu, Escherichia 
deficiency 3743 coli 115 
human normal/ataxia telangiectasia, interaction-rRWA 28S, HeLa cell, methylation 
chromosome 486 probe 1951 


induction-dimethylbenz(alpha)anthracene/trime interaction-uracil/thymine 1794 
thylbenz(alpha) anthracene, rat bone marrow Sodium chlorate, 


5931 effect en stability, poly(U)-adenosine 
muntjac euchromatin/heterochromation, complex 1142 
distribution 1710 Sedtum chloride, 
spermatogonia, analysis, test-mutagen 3814 effect on chromatin conformation, Nicotiana 
TC banding 487 tabacum 6562 
xeroderma pigmentosum, excision-repair effect on DONA denaturation, thymus lymphocyte 
, defective 900 5862 
Sketetal suscle, effect en BNA/tRNA conformation transition, 
human, glucese/palmitate/leucine metabolism, circular dichroism 5288 
relationship-RNA content/enzyme activity effect en DNA viscosity, sturgeon spawn 5887 
2533 effect on endogenous cytekinin, Suaeda 
polyribeseme, degradation, pest-mortem 162 maritima seed 1078 
rabbit, glycogen phospherylese, activation effect om polynucleotide conformation 1141 
site probe, use-AMP (1,Neé6-etheno) /AMP effect on stability, poly(U)-adenosine 
(1,Ne6-etheno-2'’-deexy) 5649 complex 1142 
rat, S"-nucleetidase, detection 599 Sodium cyanate, 
RNase II activity, effect of glucocorticoid inhibition-DNA biosynthesis, rat Morris 
4922 hepatoma 4310 
Skin, Sodium deoxycholate, 
antigen, use-Neisseria gonorrhoeae/Neisseria effect on S*-nucleotidase 2800 
neningitidis ribosome, guinea pig 4343 4344 Sodium dodecyl sulphate, 
cancer, oncornavirus-like particles 1251 effect on carnation ringspot yirus 2981 
cancer, effect on DNA-histone H2b comptex 529 
treatment-tubercidin/adenosine(5°-0-sulphamo effect on protein-RNA interaction, RNA virus 
yl)/uridtne(3-deaza) 2865 3860 
chick embryo, RNA biosynthesis 5770 Sodium fon, ‘ 
= effect on DNA helix-coil transition 331 
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Sodium ion(Contd), Spermatogenesis, 


effect on DNA/polynucleotide transition 4214 Locusta Meath ae chromatin structure 
tf on DNA premeltin 1431 during 2 ; 5 , 
chbeat on ee S+*D Vl interaction-glyoxal rat chromatid body, RNA biosynthesis during 
5271 5188 
transport, effect of aldosterone, Bufo Spermatogonia, j b 
marinus 6312 6313 sister chromatid exchanae, analysis, 
Sodium metabisulphite, test-mutaaen 3814 
effect on RNase cleavage-RNA, use-~sequence Spermatozoa, ) Rea 
determination 4092 human, DNA biosynthesis, RNase sensitive 
Sodium nitrite, 1529 ' oe 
interaction-RNA, role-antiviral agent, human human, DNA content, infertility 3616 
placenta 6338 human, protamine , 
Sodium sulphate, characterization/heteroaeneity 4862 
effect on stability, poly(U)-adenosine mouse, DNA polymerase detection 2792 ; 
complex 1142 mouse/rat/rabbit/auinea vig/human, protamine 
Solanum nigrua, analysis 4861 ; 
leaf, content-nuclear DNA, during development nucleoprotein-structure, relationship, 
4692 Feulgen-hydrolysis pattern 530 531 
Solanum tuberosum, ram, DNA content 6353 
protein/RNA/DNA content, effect of Lithium rat, chromosome protein structure 4357 
1348 salmon, DNA, peptide-binding 2285 2286 
resistance-Phytophthora infestans infection, Spermidine, 
role-DNA 1585 binding-ribosomal subunit 30S/ribosomal 
RNA/DNA isolation 5744 subunit 50S, Bacillus stearothermophilus, 
sensitive/resistant-Synchytrium endobioticum, role-association 5114 
nucleoprotein, properties 2257 effect on nuclear RNA biosynthesis, mouse 
Somatic cell, liver 4152 
Drosophila melanogaster, methyl effect on tRNA aminoacylation 133 
methanesulphonate-induction chromosome induction-DNA condensation 1424 
aberration 1707 magnesium ion replecement, effect on 
hybridization, identification thymidine Phaseolus tRNA aminoacylation 1894 
kinase gene 1764 requirement, DNA biosynthesis, concanavalin 
nucleoprotein-structure, relationship, A-activated lymphocyte 923 
Feulgen-hydrolysis pattern 530 531 stimulation-DNA volymerase, catalysis—DNA 
tRNA, Xenopus Laevis 122 biosynthesis 5544 
Xenopus laevis, tRNA f Met sequence 1887 stimulation-protein biosynthesis, dependence, 
Southern bean mosaic virus, uracil content-mRNA &06 
virion stability, effect of magnesium stimulation-tRNA Ile aminoacylation, 
jon/calcium ion 3854 Escherichia coli 5078 
Spathosternum prasiniferum, Spermidine diacridine, 
semicarbazide interaction-DNA, effect on HeLa cell/leuksemia 2935 
induction-chromosome aberration 5833 Spermine, 
Spectinomycin, effect on RNA polymerase 2329 
resistant Escherichia coli, ribosomal protein induction-DNA condensation 1424 
gene deletion 3803 Magnesium ion replacement, effect on 
resistant ribosome, effect of elongation Phaseolus tRNA aminoacylation 1894 
factor EF-Tu/elongation factor EF-G, requirement, DNA biosynthesis, concanavalin 
Escherichia coli 2942 A-activated lymphocyte 923 
UV-Spectroscopy, stabilization-tRNA Phe conformation 6170 
rRNA, effect of ribosome unfolding, stimulation-DNA polymerase, catalysis-DNA 
Escherichia coli 5170 biosynthesis 5544 
Sperm, stimulation-tRNA Ile aminoacylation, 
Arbacia Lixula/Holothuria tubulosa, histone Escherichia coli 5C78 
phil, conformation 976 Spermine diacridine, 
DNA content, analysis-flow microfluorometry effect on HeLa cell/leukaemia 2035 
4185 inhibition-HeLa cell rRNA biosynthesis 2036 
head, sturgeon, deoxyribonucleoprotamine, Spermiogenesis, 
properties 515 Holothuria tubulosa, effect on chromatin 
Strongylocentrotus droebachiensis, nonhistone structure 3867 
protein, analysis 4866 Sphaerechinus granularis, 
Spermatid, egg, duration-anatelophase, effect of adenine 
Acrididae, relationship-microtubule/chromatin (N6-isopentenyl) 1074 
2274 


Sphaeroplast, 
Escherichia coli, DNA bindino-protamine 4860 
Escherichia coli, interaction-phage MS2 RNA, 
effect of calcium chloride 1250 
Sphingomyelin, 


Locusta migratoria, chromatin structure, 
relationship-histone acetylation 3267 
mouse, DNA repair, effect of methyl 
methanesulphonate/ethyl 
methanesulphonate/propyl biosynthesis, effect of uracil(propylthio) 
methanesulphonate/ isopropyl chick Liver microsome 4479 . 
methanesulphonate 5411 Spin Labelling, 
Spermatocyte, DNA/polynucleotide 3081 
DNA biosynthesis, effect of mitomycin C 4302 Escherichia coli tRNA 1160 
Drosophila hydei, gene transcription, Escherichia coli tRNA, secondary/tertiary 
visualization 1302 structure 1173 
human, nucleolus, RNA biosynthesis 1316 nucleoside/nucleosideS5monophosphate/nucleosid © 
ribonucleoprotein/nucleolus structure, Pales e diphosphate/nucleoside triphosphate 
ferruginea 5993 synthesis 1084 % 
Spinacea, 
leaf, chloropost replication, 
236 


relationship-DNA biosynthesis 5364 


Spinacea oleracea, 

chloroplast, closed circular DNA, physical 
Prooerties 6451 
chloroplast DNA, 
chloroplast replication, 
biosynthesis 3145 
chloroplast, RNA SS/RNA 4S biosynthesis 
RNA/DNA isolation 5744 


properties 3692 
Localization-DNA 


5776 


Spinal cord, 


chromatin clumping/myelination, pig, 
congenital tremor 519 

rat, content-polyamine/DNA/RNA 396 
RNA content, spectrophotometry 1261 


Spinal ganglia, 
infected-herpes suis virus, DNA 
3721 
RNA biosynthesis, effect of methyl mercury 
3572 
Spirillum genus, 
biology, review 3344 
Spirodela oligorrhiza, 
chloroplast RNA, biosynthesis/function 
Spirodela polyrrhiza, 
chloroplast, ultrastructure/pigmentation, 
effect of purine (6-benzylamino) 4992 
Spleen, 


biosynthesis 


771 


acid DNase, daunorubicin, inhibition 1001 

cell, effect on L cell DNA biosynthesis 388 

cell, haematopoiesis, DNA biosynthesis, 
effect of Rauscher Leukaemia virus 4778 

DNA biosynthesis, effect of gene Fv-2 387 

DNA biosynthesis, 
high-altitude-acclimatization 389 

DNA biosynthesis/methylation, effect of 
immunization 2144 

DNA biosynthesis, radiation sickness 390 


2606 
321 


effect of gamma-irradiation | 
DNA, effect on neutron irradiation 
DNA, irradiation, effect of altitude 
acclimatization 323 

human, leukaemia, reverse transcriptase, 
purification 1019 

human, tRNA base composition/tRNA methylase 
activity, Hodgkin's disease/cancer 4015 
human, RNase, purification, comparison-Liver 
6614 

infected-Rauscher leukaemia virus, 
activity-RNA polymerase A/RNA polymerase B 
3297 

infection-Plasmodium berghei, 
biosynthesis 879 
irradiation, RNA polymerase, effect on 
transcription 1745 

labelled DNA 2081 

Lymphocyte, immune response, 
suppression-antigen/mitogen 3242 

mouse, DNA biosynthesis, circadian rhythm, 
effect of Ehrlich ascites 
carcinoma/time-limited feeding/altered 
light-dark cycle 4828 

mouse, DNA biosynthesis, 
detect ion-autoradiography 

mouse, DNA biosynthesis, DNA 
polymerase/thymidine kinase activity, effect 
of erythropvietin 3169 

mouse, DNA biosynthesis/RNA biosynthesis, 
effect of interferon + Lectin 4772 


DNA, 


DNA 


4754 


mouse, immune RNA, induction-memory 3829 
mouse, RNA/DNA hybridization, genome 
structure, effect of immunization 5884 


mouse, RNA polymerase, activity 2782 
phosphodiesterase, effect on syn 
conformation-uridine 
(6-methyldeoxy)/inosine-containing 
dinucleotide 2351 
radiation sickness, 
bone marrow transplantation 


DNase activity, effect of 
557 


Spleen(Contd), 


rat, cytoplasmic/nuclear RNA biosynthesis, 
effect of gamma-irradiation 5210 

rat, detection 599 

rat, DNA biosynthesis, effect of 
Gamma-irradiation 5431 

rat, DNA polymerase activity, effect of 
hypoxia 3314 

rat, DNase activity, effect of Cosmos-605 
flight 6014 

rat, immune RNA Localization 3826 

rat, run-off ribosome 2473 
release-DNA-protein complex, X-irradiation 

2086 


RNA degradation kinetics, effect of 


irradiation 2577 


RNA/DNA, effect of fast electron irradiation 
1262 

RNA polymerase, erythropoietin stimulation 
2322 

UMP biosynthesis, effect of gamma-irradiation 
3402 


Spleen necrosis virus, 
template activity 4425 

Spodoptera litura, 
nuclear polyhedrosis virus, properties 

Sporangiomycin, 
resistant-Bacillus subtilis ribosome mutant, 
characterization 706 

Spore, 
Bacillus 
Bacillus 

5351 
Bacillus 
1755 

Bacillus subtilis, germination, DNA 
biosynthesis/RNA biosynthesis, RNA 
polymerase, specificity 220 
Dictyostelium discoideum, DNA 
biosynthesis/RNA biosynthesis/protein 
biosynthesis, during germination 5181 
Phycomyces blakesleeanus, development, effect 


821 


cereus, protease association 565 
subtilis, chromosome replication 
properties 


subtilis, DNA polymerase, 


of uracil (5-fluoro)/cycloheximide 5613 
use-DNA segregation pattern, bacteria 5324 
Sporulation, 
Bacillus medusa, phage RNA structure 5169 


Bacillus subtilis, evolution-transcription 
complex 3289 
Bacillus subtilis, 
Bacillus subtilis, 
structure 5066 
Bacillus subtilis, role-adenosine 
3"°,2'-diphosphate-5*-diphosphate/ adenosine 
3°,2'-diphosphate-5'*-triphosphate/adenosine 
3°,2'-triphosphate-5*-triphosphate 7398 
Bacillus subtilis, role-nucleotide 1831 
bacterial, mutation/RNA polymerase activity, 
review 6055 
Clostridium perfringens, DNA biosynthesis/RNA 
biosynthesis/protein turnover 3136 
mutation, effect on DNA-binding protein, 
Bacillus subtilis 982 
Saccharomyces cerevisiae, 
biosynthesis, effect of oH 
Saccharomyces cerevisiae, RNA 
biosynthesis/DNA biosynthesis/protein 
biosynthesis, effect of caffeine 3184 
Saccharomyces cerevisiae, RNase activity 
6005 
Squash mosaic virus, 
RNA structure 4095 
Stannic chleride, 
complex formation-silylated uracil derivative 
6078 
Stanneus chloride, 


inhibition-netropsin 793 


relationship-tRNA Tyr 


rate-rRNA 
5217 


catalysis-uridine (3-deaza) methylation 629 
Staphylococcal nuclease, 
digestion, chromatin, effect of urea 2292 
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« 


Stephylosoccus, 
anaerobiosis, 
622 
cow milk, properties 
DNA base composition, 
Stephylececeus aureus, 
antibiotic resistant, analysis-plasmid DNA, 
physical properties 5308 
enterotoxin A/nuclease biosynthesis, 
fermentation sontrol 2768 
genome, transformation 471 
nuclease, digestion-RNA, 
chromatin/ribonucleoprotein 5812 
occurrence-plasmid DNA-protein relaxation 
complex 6560 
penicillinase plasmid-containing, analysis, 
DNA hybridization 1632 
penicillinase plasmid DNA, 
determination-reassociation kinetics 1377 
phage phi 11, thymineless induction 944 945 
plasmid-plasmid interaction, extrachromosomal 
DNA non-additivity 1631 
plasmid, tetracycline resistance gene, 
recombination=-phage S1 5957 
tetracycline resistance plasmid, 
assoctiation-penicillin resistance gene 
Staphylececeus epidermidis, 
tRNA (glycyl), interation-elongation factor 


requirement-uracil/pyruvate 


3889 


determination 1461 


3800 


Tu-GTP-complex 160 
strains, productiton-coagulase + DNase 555 
Starvation, 


see also Malnutrition 
effect on DNA biosynthesis, human bone marrow 
cell 5416 
effect on nuclear protein (acidic)/chromatin 
structure, Tetrahymena pyriformis 541 
Escherichia colt, ribosome degradation 
prokaryote, survival, review 2815 
thymine, Escerichia col4, induct ion-envelope 
protein biosynthesis 2838 
‘thymine, Escherichia coli 2837 
Statelen, 
antiviral agent/interferon induction 
activity, effect of dtiethylpyrocarbonate 
34246 
Steffimycin B, 
effect on bleomycin inhibition-DNA polymerase 


2064 


4308 
Stentor, 
macronucleus, control-DOWA biosynthesis 372 
Stentor coeruleus, 
macronucleus, DWA, characterization 4679 


Steroid horaene, 
see also specific hormones 
induction-mRNA, review 1061 
Steroidegenes is, 
corticetropin induced, role-histone kinase 
6678 
HCG induction, testis, dependence-RNA 
biosynthesis/pretein biesynthesis 1333 
induction-genadotrephin, rolersitochendria 


3030 
inhibitien-ATP/ADP, vat adrenal gland 5037 

Steecch, 
adenecarcinoma, DMA biesyathesis, effect of 


cytostatics 918 


ulcer/cancer, lymphocyte, ®NA content 
Stomata, 


Commelina benghalensis/Tridax procumbens, 
effect of adenine (benzyl) 4984 
Stratum corneum, 


3617 


ONase, separation 2304 
Streptococcus, 
gene, hybridization 946 


infection, effect of exogenous DNA/RNA 


802 
Streptococcus faecalis, 


inhibition-cytosine arabinoside 2877 

plasmid, tetracycline resistance 4330 
Streptococcus faecium, 

inhibition-cytosine arabinoside 2877 
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Streptococcus group H, 


transformation, inhibition-heterologous DNA 


1633 


Streptococcus lactis, 


growth, nisin biosynthesis, effect of 
purine/pyrimidine 2833 


Streptococcus lactis C2, 


mutant evidence-plasmid 


transduction 


DNA structure, 
6436 


Streptococcus mutans 


eo 
detection-plasmid DNA 4681 


growth rate, effect of sucrose 919 


macromolecular biosynthesis/growth 2518 
Streptococcus pneusonise, 
membrane fraction, role-DNA Ligase 5572 


Streptococcus pyogenes, 


nuclease B, isolation 4402 


Streptococcus sanguis, 


competence development/DNA uptake, effect of 
pH 3801 

strains, DNA base sequence, homology 863 
streptomycin resistance, transformation 2214 
transforming DNA, effect of RNA polymerase 
mutation 6536 


Streptomigrin, 


degradation-DNA, mechanism 4693 


Streptomyces, 


uptake-DNA S444 


Streptomyces antibioticus, 


macromolecular biosynthesis 142 
transcription, RNA polymerase, 
inhibition-actinomycin 5531 

Streptomyces cacaoi, 


polyoxamic acid, biosynthesis 1813 
Streptomyces erytheus, 
RNase St, amino acid sequence 4384 


Streptomyces hygroscepicus, 
minimycin biosynthesis 2887 
Streptomyces morookaensis, 


_ purine nucleotide pyrophosphotransferase, 


properties 1767 
Streptomycin, 

binding site-Escherichia coli ribosome, 
identification 3471 

Chlamydomonas reinhardi sensitive/resistant 
mutant, ribosomal protein, electrophoresis 
153 

dependent, Escherichia coli mutant, 
relationship-transcription/translation/mRNA 
degradation 2566 

effect on Escherichia coli ribosome 
modification-kethoxal 709 

ac eeiee rRNA biosynthesis, Escherichia coli 
resistance, DNA sequence ceding, plasmid 
R483, transposition 3217 

resistance, intergeneric transformation, 
Neisseria gonorrhoeae/Neisseria perflava 
mutant 1624 

resistance, mutation, Escherichia coli, 
effect on protein biosynthesis elongation 
rate 5732 

resistance, transformatieag-Streptococcus 
sanguis 2214 

resistant Escherichia celi, ribosomal protein 
gene deletion 3803 

resistant Euglena gracilis mutant, 
chloroplast, ribosomal pretein 2943 
resistant ribosome, effect ef elongation 
factor EF-Tu/elongation factor EF-G, 
Escherichia coli 2942 

ribosome binding site, identification, 


Escherichia coli 5722 
Streptonigrin, : 

analogue, cleavage-DNA 6694 
Streptozotocin, 


effect on DNA/mutation/toxicity, Chinese 
hamster cell 4290 


Stress, 

shearing, effect on turnip yellow mosaic 

virus capsid/RNA 1280 
Stringent factor, 

association-ribosome, effect of growth, 
Escherichia coli 4574 

Bacillus brevis, biosynthesis-guanosine 
tetraphosphate/quanosine pentaphosphate 

2409 
role-tRNA binding-ribosome, Escherichia coli 
2947 
Stringent response, 

elongation factor Tu/elongation factor G&G 
biosynthesis, Escherichia coli 1939 

Salmonella typhimurium, role-guanosine 
tetraphosphate 644 

Strongylocentrotus droebachiensis, 

DNA sequence, comparison-Strongylocentrotus 
purpuratus/Stronaylocentrotus 
franciscanus/Lytechinus pictus 5334 

nonhistone protein, analysis, sperm/embryo 

4866 
Strongylocentrotus franciscanus, 

DNA sequence, comparison-Strongylocentrotus 
purpuratus/Strongylocentrotus 
droebachiensis/Lytechinus pictus 5334 

RNA polymerase/DNA polymerase/riboadenylate 
transferase activity, during embryogenesis 

5534 
Strongylocentrotus intermedius, 
embryo, site-nuclear DNA replication 
Strongylocentrotus purpuratus, 

DNA seauence, comparison-Strongylocentrotus 
franciscanus/Strongylocentrotus 
droebachiensis/Lytechinus pictus 5334 

histone gene, sequence, identification 1644 

histone H2a mRNA, sequence analysis 5173 

mitochondrial mRNA biosynthesis/physical 
properties during development 5768 

repetitive DNA, polypyrimidine sequences 
Strontium jon, 
effect on polyribosome, Paramecium aurelia 


5354 


349 


169 
Sturgeon, 
spawn, DNA, viscosity, effect of sodium 
chloride 5887 


sperm-head, deoxyribonucleoprotamine, 
properties 515 
Sturgeon milt, 
DNA physical properties, effect of storage 
3689 
Styela plicata, 
spermatocyte chromosome, effect of uridine 
(S-bromo-2" deoxy) 4491 
Stylonchia mytilus, 
nucleus division, concanavalin A induction 
1574 
Susaeda maritima, 
seed, endogenous cytokinin, effect of sodium 
chloride 1078 
Subtilisin, 
use-RNase BS-1 structure probe 
Succinate oxidase, 
inhibitor, molecular connectivity, 
relationship-activity 2795 
Succinic dehydrogenase, 
activity, HEp No.2 cells, effect of 
Escherichia co.4 + Coxsackie 83 virus 


6599 


infection 999 
Sucrose, 
effect on growth rate, Streptococcus mutans 
919 


Salmonella tennessee, 
2632 


fermentation, activity, 
plasmid determination 
Sugar, 
hydroxyl dissociation, effect on cytosine 
arabinoside/cytosine arabinoside 
(O"-methyl)/uracil arabinoside (0'-methyl) 
conformation, NMR 2400 


Sulphate, 


content-Xenodon merremii aastric epithelium 
3494 
Sulphate permease, 


gene, Aspergillus nidulans, mutant 1634 
Sulphonamide, 

resistant Pneumococcus, merodiploid, genetics 

1626 1627 

Sulphur-35, 

labelling-nucleoside 2845 
Sulphuric acid, 

hydrolysis, Feugen staining-DNA 3610 
Sulphydryl group, 

distribution-reticulocyte ribosome 6211 


effect on Azotobacter vinelandii RNA 
polymerase structure/function 1007 
tRNA (Chistidyl) synthetase, activity, 
Salmonetla typhimurium 4528 
Superinfection, 
immunity, phage T4, infection, 
coli, effect of gene Cimm)/gene (s) 1623 
phage T4& RNA biosynthesis, control 4135 
Raji cell, effect on Epstein-Barr virus DNA 
biosynthesis 5382 
Superoxide, 
cleavage-DNA, protection-catalase/superoxide 
dismutase 3646 
Superoxide dismutase, 
protection-cleavage-DNA, superoxide/vitamin C 
7646 
Superoxide radical, 
interaction, DNA + bleomycin 
Suppressor, 
amber mutation-Saccharomyces cerevisiae, 
isolation, characterization 3225 
codon, detection, Saccharomyces cerevisiae 
4331 
Escherichia coli, 
conformation/accessibility 2909 
multi-nonsense, phage T4D 1599. 
mutation-Saccharomyces cerevisiae, 
relationship-tRNA (peptidyl) 
release-ribosome 5124 
polarity, effect on tryptophan operon, 
expression, Escherichia coli 4845 
tRNA Tyr precursor, gene, Escherichia coli, 
synthesis 1841 1842 1843 1844 1845 1846 
1847 1848 1849 1850 1851 1852 
Saccharomyces cerevisiae amber mutation, 
effect on growth rate 3224 
Surface tension, 


Escherichia 


309 


tRNA Trp anticodon, 


RNA, effect of acetylcholine, rat brain 4113 
Suspendor, 

Tropaeolum majus, DNA content 6360 
sv40, 


antigen T gene, mapping 1603 

characterization-supercotled DNA 3667 

chromosome, detection-histone H1 5979 

covalently closed DNA, Boltzmann distribution 

2624 z 

DNA biosynthesis, 
structure 1547 

DNA biosynthesis, termination 2168 

DNA, cleavage-exonuclease III 2721 

DNA, cleavage/mapping, Arthrobacter luteus 
restriction endonuclease 2111 

DNA, cleavage/mapping, Haemophilus aegyptius 
restriction endonuclease III 2110 

DNA, cleavage-restriction endonuclease, 
effect of polynucleotide ligase 4973 

DNA, detection-host sequence 6422 

DNA, determination, superhelical turns 

DNA, histone Localization 508 

DNA, interaction-histone H1 2281 

DNA, iodine 125 Labelling, reassociation 
2113 

DNA, UV-irradiation, host-cell reactivation, 
xeroderma pigmentosum 3744 

DNA, mappina-restriction endonuclease, 
Arthrobacter luteus 6010 


replicative intermediate 


1446 
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sv 


40(Contd), . 

DNA mapping, use-transcription-translation, 
cell-free system 5869 

DNA, polynucleotide sequence, 
compar ison-papovavirus JC/papovavirua BK 

6423 

DNA protein complex, stability, 
characterization 3246 

DNA replication, lysis infection 417 

DNA, replication origin, sequence 3668 

DNA, restriction endonuclease restriction 
site, sequence 2112 

DNA sequence, homology-papovirus JC/papovirus 
BK 5870 

early mRNA, T-antigen biosynthesis/chromatin 
replication 2051 

gene A product, stimulation-thymidine kinase 
activity 6672 

gene expression, regulation, mechanism 

genome containing phage lambda operator, 
formation 3719 

genome, DNA replication origin, 
propagation-CV1 cells 4265 


3212 


genome, integration-Chinese hamster cell, 
effect of serum 2704 

genome, location-Haemophilus 
influenzae/Haemophilus parainfluenzae 
restriction endonuclease fragment 1447 

hybrid-adenovirus type 2, infected KB cell, 


SV40-specific polypeptide 43487 
hybrid-adenovirus type 2, mutant, protein 
biosynthesis/mRNA translation 5695 
induced DNA biosynthesis/mitochondrial DNA 
biosynthesis, 3173 cell, regulation 2169 
infected African green monkey kidney cell, 
DNA/nucleoprotein, properties/structure, 
effect of cycloheximide 4773 

infected cell, RNA, isolation 2496 
infected CV1 cell, DNA biosynthesis/histone 
mRNA biosynthesis, kinetics 6308 
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infected hamster cell, DNA excision-repair 
5397 

infected monkey cell, isolation-RNA 
polymerase containing nucleoprotein 5498 

infection-Cv1i cell, effect on RNA polymerase 
I/RNA polymerase II activity 4942 

infection-monkey cell, effect on 
temperature-sensitive RNA biosynthesis 

infection, stimulation-RNA biosynthesis, 
mouse kidney cell 5780 

inhibition, interferon-induced, mechanism 


1548 
interactton-Chinese hamster cell 2657 
interferon, inhibition-transcription 5788 


mutant, deletion, formation 3787 
mutant insertion, construction 460 
nicked circular DNA, complex-protein, 
characterization 4721 
nucleoprotein complex, 
use-Sarkosyl 6640 
nucleoprotein complex, structural 
modifications, isopycnic 
centrifugation-metrizamide 1683 
nucleoprotein, structure 1682 
replication, Chinese hamster, 
induction-mitomycin C 418 
RNA/T-antigen expression, transformed 313 
cell 4841 
RNA, genome Localization 
MRNA, methylation 740 
sequence-transformed cell DNA 3669 
superhelical DNA, cleavage-nuclease 
superhelical DNA, effect of Xenopus 
oocyte extract 2170 
superhelical DNA, hairpin structure 
superhelical DNA, 


isolation, 


3042 


Sip etee 
laevis 


3109 


interact ion-N-cyclohexyl-N*-bet a-(methylmorp 


holinium)carbodiimide 3110 


superhelical DNA, restriction endonuclease 
mapping 3111 


5781 


SV40(Contd), J t 
temperature-sensitive mutant, defective-viral 
specific RNA biosynthesis/DNA-nuclear 
membrane complex formation 6307 
temperature-sensitive mutant, RNA 
biosynthesis, rate 6306 
temperature-sensitive, transformation, T 
antigen 937 
transcription 238 
transformation-C3H cell, effect of 
caffeine/UV-irradiation 5961 
transformed cell, effect of 
uridine (bromodeoxy)/UV-irradiation/Light/gam 
mairradiation 1400 
transformed cell, induction-foamy virus, 
uridine (bromodeoxy) 79 
transformed cell x African green monkey cell, 


circular DNA 1662 
transformed Chinese hamster cell, DNA 
biosynthesis, comparison-normal 4266 


transformed hamster cell, reverse 
transcriptase, purification/properties 4957 
6032 

transformed human cell x mouse, SV40 DNA 
content 1383 

transformed mouse cell, RNA biosynthesis 
3541 


transformed mouse kidney cell/Chinese hamster 
cell, mitomycin C, induction-virion 
production 5398 
transformed 3173 cell, chromatin, 
dichroism/ethidium bromide binding 2758 
transformed 313 cell, interferon induction, 
effect of double-stranded RNA 5233 
transformed 3T2 cell, plasms membrane, 
inosine transport 2402 
SVT 2 cell, 
tRNA, isSoacceptinao-species 
tRNA Lys/tRNA Phe, transcription, 
modification after 125 
Swine vesicular disease virus, 
hybridization-Coxsackie 85 virus RNA 


circular 


111 


5160 


isolation high density-component 728 
Symbiosis, 
effect on Rhizobium Lupini DNA 2117 


Synaptic transmission, 
role-regulation-RNA biosynthesis, rat adrenal 
medulla 5223 
Synaptonemal complex, 
formation, relationship-DNA biosynthesis, 
Drosophila melanogaster oocyte 5258 
Synaptosome, 
brain, RNA fractionation 1948 
rat brain, poly(A)-containing RNA 
Synchrony, 
Kluveromyces fragilis, induction-adenosine 
(2"-deoxy)/ionophore A23187 64 
Synchytrium endobioticua, 
Solanum tuberosum sensitive/resistant, 
nucleoprotein, properties 2257 
Synechococcus cedrorum, 
infection-phage AS-1M, assembly 3712 
infection-phage AS-1M, DNA biosynthesis 
Syrian golden hamster, 
DONA, methylation-dimethylnitrosamine 
Syrian hamster, 
abortive infection-human cytomegalovirus, 
stimulation-DNA biosynthesis/mitosis 2659 
embryo, insertion-phage T7 DNA 4767 
Syrian hamster kidney, 
eae Ase mutant, cRNA maturation 
7 
Systemic lupus erythematosus, 
antibody complex formation, role-DNA 
binding-collagen/glomerulal basement 
membrane 6516 
assay-DNA antibody complex 
content-DNA antibody 4341 


enn ne antibody, diagnosis/treatment 
7 


279 


a75 


5916 


4338 


Systemic lupus erythematosus (Contd), 
detection-poly (A) antibody 6550 
DNA, antibody complex, detection 4336 
DNA antibody, detection-Farr technique 4859 
DNA antibody, implications-prognosis/therapy 


1668 
DNA antibody production, mechanism-origin 
6554 
DNA-binding Lymphocyte, identification 1669 
DNA, repair 406 


DNA/RNA Lymphocytotoxic antibody, 


relationship-DNA antibody 956 

DNA, skin test 1670 1671 

poly(A) antibody, isolation/characterization 
1667 


RNA antibody, characterization 502 2240 
role-DNA antibody complex 4342 
serum, interaction-native/denatured DNA 


specificity-DNA antibody 4339 


503 


373 cell, 
benzo(alpha)pyrene transformed, 
biosynthesis 6495 
density-inhibition, proliferation/RNA 
biosynthesis/polyamine metabolism 2532 
DNA biosynthesis, effect of cell density 
5362 
DNA biosynthesis/protein biosynthesis, 
relationship-NAD/NADP content 6458 
DNA biosynthesis/transport, effect of 
cytochalasin B 453 
guanosine tetraphosphate biosynthesis, effect 
of isoleucine starvation, relationship-RNA 
biosynthesis 6128 
infected-polyoma virus, DNA-binding protein, 
purification/properties 2250 
polyoma virus infected, DNA polymerase 
activity 3304 
polyoma virus temperature-sensit ive mutant 
transformed, DNA, properties 3108 
rubidium ion transport, stimulation, 
890 
suspension/monolayer culture, 
glucose/adenosine/uridine/leucine transport 
1101 
S$V40/serum-induced DNA 
biosynthesis/mitochondrial DNA biosynthesis, 
regulation 2169 
Sv40-transformed, chromatin, circular 
dichrotsm/ethidium bromide binding 2758 
SV40 transformed expression-RNA/T-ant igen 
4841 
‘ §v40 transformed, 
effect of double-stranded RNA 
Sv¥40-transformed, plasma membrane, 
trensport 2402 
synchronized, pyrimidine nucleotide 
biosynthesis 89 
3T6 cell, 
murine sarcoma-leukaemia virus infected, 
cytoplasmic site-DNA biosynthesis 5386 
mRNA, poly(A)-containing, accumulation, 
effect of ribosome content 4055 
T-cell, . 
deoxynucleotidyl transferase (terminal) 
activity, relationship-leukaemia lymphoblast 
3319 
RNA sequence, relationship-immunoglobulin 
mRNA 5178 


Tadpole, ¢ 
DNA biosynthesis, during metamorphosis 


induction-DNA 


serum 


interferon induction, 
5233 
inosine 


5360 


Talose (6-deoxy), 

antigen, relationship-plasmid-Like DNA, 

Actinomyces viscosus/Actinomyces naeslundii 
4839 
Taricha granulosa, 

chromosome, hybridization-RNA 4S/RNA 5S/RNA 
18S + 288, Taricha granulosa granulosa, 
lLocalization-RNA gene 5151 

Taricha granulosa granulosa, 

RNA 4S/RNA 5S/RNA 18S + 28S, 
hybridization-Batrachoseps wrightilaricha 
granulosa chromosome, lLocalization-RNA gene 

5151 
Tartaric acid, 
use-DNA/RNA extraction 
Taurotragus oryx, 
Pancreas, RNase structure 
Taxonomy, 

Bacillus species, DNA-DNA, hybridization 

Bacteroides clostridiiformis, guenosine + 
cytosine content 5326 

Candida sake 343 

Flavobacteria, DNA reassociation 

Nocardioides genus 31271 

Planococcus halophilus 3122 

Pseudomonas avenae/Pseudomonas 
alboprecipitans 2629 

Pseudomonas pertucinogena 1459 

Streptococcus sanguis strains 

Yersina enterocolitica 1462 

Temperature, 

binding-DNA, effect on Friend Leukaemia 
virus-induced erythroleukaemia 4705 

effect on DNA biosynthesis/RNA biosynthesis, 
Lilium Longiflorum 5422 

effect on DNA strand separation, rat 

effect on tRNA methylase activity, 
aurelia 2914 

Temperature-sensitive, 

DNA Ligase mutant, Escherichia coli, 
production-DWA strand breakage 4974 

mutant, adenovirus type 5, characterization 

4247 . 

mutant, phage 14, endonuclease V gene 4327 

mutant, Semliki Forest virus, translation 
sequence, nonstructural protein, infected 
cell 4579 

repair-DNA, 
Teaplate, 
activity, avian myeloblastosis virus RNA 60S 
dissociation, reverse transcriptase 2561 
activity, calf Lens ribonucleoprotein 
(messenger), comparison-mRNA 2276 
activity-chromatin, effect of chromosome 
protein phosphorylation 6002 
activity-chromatin, effect of 
Jalpha,25-dihydroxyvitamin 
D3/hormone-receptor-complex, 
3555 
activity-chromatin, 
gamma-irradiation 
activity-chromatin, 
infection 544 
activity-chromatin, 
5506 

activity, Escherichia coli/spleen necrosis 
virus DNA polymerase I 4425 

activity, kidney, injury 232 

activity-metaphase chromosome, 

2766 

activity, phage T7 mRNA, 
infection-Escherichia coli 1354 

activity-poly d(A-T)/poly dAdT, Thermus 
thermophilus RNA polymerase 2319 


6362 
4390 


462 


3119 


863 


4217 
Paramecium 


human fibroblast/melanoma 4297 


chick intestine 


effect of 


6001 


liver, effect of 


stimulation-polyphosphate 


RNA polymerase 


chromatin, rate-RNA biosynthesis 6304 
DNA, sequence, phage lambda 23107 
function, stereochemistry, 
transcription/translation 6297 

phage phix174 DNA, role-dTTP (5*°-amino) 
incorporation-polynucleotide 4510 


241 


Teaplate(Contd), 
phage PM2 DNA, role-phage T5 induced DONA 
polymerase activity 3302 
phage T&D DNA, peptide synthesis 459 
precursor mRNA, DNA biosynthesis, avian 
myeloblastosis virus reverse transcriptase 
2661 
restriction, human chromatin 4373 
mRNA, effect of poly A (9-vinyl)/poly U 
(10-vinyl) activity 2432 
role-plasmid CloDF13 DNA celt-free system, 
characterization-immunity protein 5456 
specific inhibition-DNA polymerase, poly A 
(9-vinyl) 2791 
specificity, C-type virus reverse 
transcriptase 4956 
use-RNA polymerase, Escherichia coli 6019 
Tendon, 


chick embryo, tRNA tsoaccepting species 2440 


Tenebrio solitor, 
ovary, rate-RNA biosynthesis 3533 
polynucleotidase, properties 2770 
tRNA (Leucyl)synthetase/tRNA Leu, during 
development 4531 
Tenuazonic acid, 
inhibition-DNA biosynthesis, epidermis 430 
Teratogenicity, 
pyrimidine(2,4-diamino), relationship-mitos is 
inhibition activity 2839 
Terbiua, 
binding-ribosome/rRNA 690 
Termination codon, 
translation, Escherichia coli, ribosome 178 
Termination factor rho, 
biosynthesis, regulation, Escherichia coli 
5087 
effect of gene (suA) mutation, Escherichia 
coli 1291 
effect om phage phix174 DNA transcription 


—«4134 = + 
Escherichia coli, activity, ATPase 
requirement 3939 

gene, Escherichia coli mutant, 
jsolation/characterization 2023 
Testis, 

DNA biosynthesis/RNA biosynthesis/adenine 
nucleotide biosynthesis, effect of vitamin A 
deficiency 2195 

DNA/deoxyribonucleoprotein physical 
properties, effect of irradiation (ionizing) 

5848 

HCG, induct ion-steroidogenesis, 
dependence-RNA biosynthesis/protein 
biosynthesis 1333 

mammal, cysteine-containing histone H2b, 
purification/identification 5488 

mouse, DNA breakage, 
induction-gamma-irradiation 5412 

mouse, RNA polymerase, properties 574 

nonhistone protein, binding-testosterone 
(Salpha-dihydro)-receptor complex 4901 

RNA + DNA content/alkaline phosphatase 
activity, effect of oestradiol 253 

RNA/DNA/protein content, effect of cadmium 
chloride 4316 

Salmo gairdneri, protamine mRNA, assay 3054 

Salmo gairdneri, protamine mRNA, 
purification/properties 2967 

Testosterone, 

effect on DNA biosynthesis/DNA polymerase/RNA 
polymerase activity, hypophysectomy 4951 

effect on DNA biosynthesis/RNA 
biosynthesis/cell proliferation, rat seminal 
vesicle 6475 

effect on prostate gland RNA biosynthesis/DNA 
biosynthesis/protein biosynthesis 2181 

effect on RNA biosynthesis, prostate gland 
hyperplasia 788 

induction-DNA biosynthesis, mosaic mice 1564 


242 


Testosterone (Salpha-dihydro), 
receptor complex, bindinag-nonhistone protein, 
testis/prostate 4901 
Testosterone (7Tbeta,i7alpha-dimethyl), : 
effect on DNA biosynthesis/RNA biosynthesis, 
rat mammary carcinoma 4783 
Testosterone receptor protein, 
uterus endometrium, interaction-chromatin 
1716 
Tetracycline, 
effect on promoter regulation-operon trp 
transcription 4140 
Escherichia coli mutant, resistant, effect of 
nalidixic acid 1566 
resistance, gene, Staphylococcus aureus 
plasmid, recombination-phage $1 5957 
resistance, mediation-plasmid, Escherichia 
coli, physical properties 236 
resistance plasmid, association-penicillin 
resistance agene, Staphylococcus aureus 3829 
resistance, Streptococcus faecalis plasmid 
4330 
resistant, olasmid protein, 
control-biosynthesis 4264 
resistant ribosome, effect of elongation 
factor EF-Tu/elongation factor EF-G, 
Escherichia coli 2942 
delta 9-Tetrahydrocannabinol, 
effect on protein biosynthesis/RNA 
biosynthesis, chick embryo 3576 
Tetrahydrofolate, 
dependent thymidine(ribo) biosynthesis, 
Bacillus subtilis/Micrococcus lysodeikticus 
tRNA, effect of trimethoprim 1164 
Tetrahydrofolic acid, 
Tetrahymena pyriformis growth, effect of 
uridine (S-bromodeoxy) 909 
Tetrahydrofuran, 
photoaddition, uracil (1,3-dimethyl) 615 
Tetrahymena, — ow e 
DNA replication, nucleocytoplasmic ratio 
4745 
Tetrahymena paravorax, 
macrostome/microstome, DNA content 2648 
Tetrahymena pyriformis, 
cell culture, growth cycle, RNA biosynthesis 
2522 
cell cycle, control 1988 
DNA biosynthesis, effect of heat shock 374 
DNA biosynthesis/fragment integration 6455 
Peaeace ate comparison-mitochondria/nucleus 
4796 
DNA replicative form, detection 4232 
DNA replicative intermediate, accumulation 
2647 
growth, tetrahydrofolic acid, effect of 
uridine (5-bromodeoxy) 909 
histone, electrophoresis 6561 
macronucleus, chromatin subunit structure, 
histone H1/histone H3-Lacking 1698 
macronucleus, DNA replication 373 
macronucleus, effect of actinomycin 
D/cycloheximide/thioacetamide 796 
macronucleus/micronucleus, content-RNA 
S5S/tRNA gene 38C6 
mitochondria/cytoplasm, tRNA Cleucyl) 
Synthetase, structure, comparison 136 
nuclear protein (acidic)/chromatin structure, 
effect of starvation 541 
RNA biosynthesis, effectof aamma-irradiation 
1296 
FRNA gene, content 3805 
rRNA gene, sequence 5878 
rRNA gene, structure 2271 5879 
tRNA/rRNA 5S gene, content/localization 3807 
RNA transport, inhibition-actinomycin 
D/cycloheximide 257 
RNase H, purification/characterization 4917 
TMP synthetase, GMP (cyclic) induction 2345 


1,3,7,9-Tetramethyl uric acid, 

effect on DNA biosynthesis 
Tetramethylurea, 

induced Leukaemia cell differentiation, 

effect on nucleotide pool 1834 
Tetranucleotide, 

binding-dodecanucleotide anticodon 

fragment-tRNA Phe, kinetics, yeast 

Thalessaenia, 

deficient-globin mRNA 5147 

globin mRNA, assay 5145 

alpha-globin mRMA content/translation 


429 


6160 


5738 


haemoglobin biosynthesis, translation control 


5096 
beta-Thalassaenia, 
beta-globin biosynthesis, mRNA stability, 
relationship-defective translation 5097 


human, mRNA assay/globin biosynthesis 5146 
occurrence-beta-globin gene 1649 
regulation-beta-globin biosynthesis 5095 


beta-Thalassasenia (Ferrara), 
beta-globin biosynthesis, defective mRNA 
translation 5098 
Theephyttline, 
effect on DNA biosynthesis/cell 
proliferation, leukaemia 3769 
effect on DNA biosynthesis/RNA 


biosynthesis/protein biosynthesis, thymocyte 


800 
effect on oocyte maturation/RNA biosynthesis 
263 
inhibition-postreplication repair, DNA, 
mammalian cell, relationship-AMP (cyclic? 
6480 
Theophylline 
synthesis 
Theephyltiine 
synthesis 4986 
Theraoplasma seidophilum, 
DNA, characterization 338 | 4 
DNA, molecular weight/base composition 
Thereaus aquat ieus, 
DNA polymerase, characterization 6660 
polynucleotide phosphorylase, purification 
1766 
Thereus aqueticus T2, 
RNA polymerase, purification/properties 
Theraus thermophilus, 
cell-free system, protein biosynthesis, 
effect of polyamine 1930 
tRNA f Met, uridine (5-methyl-2-thio), 
circular dichroism 4519 
RNA polymerase, crystallization 4938 
RNA polymerase, poly d(A-T)/poly dAdT 
template sctivity 2319 
RNA polymerase, purification/properties 
1,3,4-Thiadiszole, 
effect on RNA biosynthesis, 
Mengovirus-infected FL cell 
Thialysine, 
inhibition-tRNA (lysyl)synthetase/growth, 


(8-benzyl), 
4986 


(7 ,8-dibenzyl), 


2631 


3568 


Salmonella typhimurium 4535 

Thiaaine, 
deficiency, effect on ATe/AMP/ADP content, 
‘pat brain 6124 


Thisewine diphosphetase, 


ret brain, effect of UDP/IDP/ATP 4502 
Thiescetaside, 

effect on macronucleus, Tetrahymena 

pyriformis 796 


effect on RNA biosynthesis, rat liver 260 

effect on RNA/BNA/Lactate dehydrogenase, 
liver content 46145 

effect on RNA structure, rat Liver, in vitro 
carcinogenesis 3524 

inhibition-low molecular weight nuclear RNA 
biosynthesis 5787 

Thiobecillus novetlus, 


resistance-mitomycin C/rifampicin 4287 


4939 


2318 


Thiol, 
interaction-adenosine (8-azido) /ADP 
(8-azido)/ATP (8-azido) 609N 
Thiolutin, 
effect on RNA biosynthesis, Escherichia coli 
KL16 mutant 4659 
Thionin, 
differential staining-Giemsa, sister 
chromatid 1678 
N,N*-Thionyldtimidazole, 
use-phosphorylation, RNA S5-terminal 
Thioredoxin, 
€scherichia coli, relationship-phage T7 DNA 
polymerase structure 3303 
Thiostrepten, 
binding-Bacillus subtilis ribosome 
binding-Escherichia coli ribosome 
Threonine, 
acylation-tRNA (valyl) synthetase, 
eR a Bacillus stearothermophilus 
deficient diet, effect on RNA biosynthesis, 
inhibition-cycloheximide 6330 
Thrombocyte, 
DNA content determination, frog blood spread 
2075 
Throgbocythsenia, 
platelet, reverse transcriptase/C-type virus 
particle 2787 : 
Thymic facter, 
inhibition-transcription, rat liver chromatin 
5799 : 
Thymidine, 
14C-Labelled, radiolysis 1806 
analogue, synthesis/activity 2851 
analysis, cadmium fons/copper ions/mercury 
jons/zinc jons probe 1802 
combination-methotrexate, treatment-lLeukaemia 
L1210 2879 
degradation/incorpgration-DNA, effect of 
uridine Sach aoneasone’ 2671 
effect on DNA biosynthesis 429 
incorporation, Acipenser ruthenus oocyte, 
during prophase 5896 
incorporation, Anacystis nidulans DNA 369 
incorporation, chick embryo cartilage, DNA 
biosynthesis 4289 
incorporation, deoxyribonucleoprotein, effect 
of DNA, rat tissue 6513 
incorporation, DNA biosynthesis, effect of 
hydroxyurea/uridine (S-fluorodeoxy), thymus 
4824 
incorporation, DNA biosynthesis, mouse 
incorporation, DNA, effect of 
1-(2-chloroethyl)-3-(Ch-methylcyclohexyl)-1i-n 
itrosourea, comparison-normal tissue/tumour 
6508 
incorporation-ONA, fibroblast, effect of 
cystic fibrosis 5390 
incorporation, DNA, rat thymocyte, 
inhibition-irradiated serum 5937 
incorporation, DNA, rat tissue, effect of 
platinum salt/palladium salt 5938 
incorporation, foetus liver, inhibition-liver 
extract 2881 
incorporation, mammary carcfnoma, effect of 
oestrogen 4812 
incorporatton-mouse DNA 4254 
induction-mitosis, Allium cepa endopolyploid 
cell 411 
labelled, synthesis 1792 
metabolism, Neurospora crassa, control 
oxidation-aromatic reductone, cupric ion 
catalysis 611 
starvation, Escherichia coli K1i2 mutant, 
abnormal cell division 1497 
transport, Hela cell cell cycle 2880 
uptake, herpes simplex virus infected cell, 
induct ion-deoxyribopyrimidine kinase 
activity 5554 


5745 


3470 
4059 


2642 


2878 


243 


Thymidine(Contd), 
uptake-human leucocyte, effect of 
trimethoprin + sulphamethoxazole 5025 
uptake, L cell, effect of cycloheximide 1570 
uptake, sea urchin embryo, durina development 
3966 
Thymidine (methyl), 
use-DNA biosynthesis rate determination, 
Chlamydomonas reinhardtii 5353 
Thymidine (ribo), 
see also Uracil (methyl) 
biosynthesis, tetrahydrofolate-dependent, 
Bacillus subtilis/Micrococcus lysodeikticus 
tRNA, effect of trimethoprim 1164 
content-tRNA, rat/human 3440 
occurrence/biosynthesis, Bacillus subtilis 


tRNA 126 
tRNA, role-eukaryote protein biosynthesis 
4018 


Thymidine (4-thio), 
stacking self-association 
Thymidine(trifluoro), 
activity-antiviral aaent, mechanism 
Thymidine(tritiated), 
autoradiography, method 1477 
contamination, human, model 
effect on cell cycle 886 
incorporation, rat liver 832 
Labelling-epidermis, Langerhans cell 
radiolysis 1806 
uptake, lymphocyte transformation, 
determination 2146 
uptake, pig skin 75 
uptake, Trypanosoma cruzi, 
characterization-protein stimulation 
Thymidine kinase, 
activity, deficient, uridine 
(5-bromo-2'-deoxy) resistant, haploid frog 
cell 4959 
activity, effect of erythropoietin, mouse 
spleen 3169 
activity, effect of hypothyroidism/nutrition, 


3381 


2882 


76 


1511 


1498 


during cerebellum development, rat 5249 
activity, effect of irradiation, rat bone 
marrow 3191 


activity-herpes simplex virus-transformed L 
cells, specificity 2796 
activity-human embryo liver 2775 
activity-liver/kidney, relationship-DNA 
biosynthesis stimulation 4294 
activity, mitochondria, 
comparison-hepatoma/rat liver 6037 
activity, stimulation-SV40 gene A product 
6672 
circadian rhythm activity, Morris hepatoma 
5123-C/Morris hepatoma 7800, rat 3198 
deficient L cell, mitochondrial DNA, 
photosensitivity/heat resistance, effect of 
uridine (bromodeoxy) incorporation 324 325 
detection, herpes simplex virus type 1 
infected LMTK cell 6673 
effect of zinc ion 4311 
formation-Chinese hamster cell, 
temperature-sensitive mutant 5559 
gene, herpes simplex virus, peptide chain 
termination mutant 724 
gene, human, transfer-L cell 
gene, identification, 
wcelLlsihybridea(66emn men 
herpes simplex virus type I/herpes simplex 
virus type 2, sensitivity-TMP/dUMP (2-bromo) 
5558 
herpes simplex virus type I mutant, 
transformation 5557 
induction, effect of herpes simplex virus + 
pseudorabies virus, UVirradiation 1765 
isoenzyme, HeLa cell mitochondria, formation, 
rabees of chloramphenicol/cyclohex imide 
kinetics, human blast cell leukaemia, 
comparison-cytoplasm/mitochondria 6038 
244 


3816 
chick x mouse somatic 


1505 
2797 


Paracentrotus lividus embryo, activity 
regenerating liver cytosol, properties 
Thymidine phosphorylase, 
inhibitor, molecular connectivity, 
relationship-activity 2795 
Thymidine phosphotransferase, | 
properties, AMP (cyclic) inhibition, 
Asplenium nidus 4433 
Thymidine (deoxy) kinase, 4 
HeLa cell, herpes simplex virus-induced, 
purification/characterization 3935 
human lLeukaemia(acute myelocytic), isoenzyme, 
purification/properties 3936 
Thymidylyl-(3"-3")-thymidine, 


synthesis, phosphotriester method 97 
Thymidylyl-(3°-5°)-thymidine, 

synthesis, phosphotriester method 97 
Thymidylyl-(5°-5')-thymidine, 

synthesis, phosphotriester method 97 
Thymine, 

addition, recovery after thymineless death, 

Escherichia coli 1122 
auxotrooh, Salmonella typhimurium mutant, 


virulence 3364 


complex-osmium bispyridine, structure 1793 


containing, DNA, Escherichia coli, turnover 
4964 

content-DNA, effect of gamma-irr3adiation 
5844 

content-DNA, relationship-radiosensitivity 
3628 


crystal structure 2823 

cytosine (S-hydroxymethyl) + vitamins, effect 
on pentobarbital activity, mouse 2383 
deficiency, effect on DNA methylation, 


Bacillus subtilis 358 
dimer, content, Escherichia coli DNA 878 
dimer, defective production-DNA, xeroderma 
pigmentosum cell-free system 5614 | of 
dimer, effect of DNA, UV-irradiation, 
interaction-phage T4 gene 22 protein 5272 


dimer, excision-repair, effect of 
UV-irradiation, Micrococcus radiophilus 
5403 
dimer, fate-Escherichia coli UV-irradiation 
damaged DNA 2607 
effect on flowering, Luffa acutangula 
incorporation, Anacystis nidulans DNA 
interaction-catechol 5587 
interaction-sodium bisulphite 
labelled, synthesis 1792 
oxidation-aromatic reductone, 
catalysis 611 
oxidation-rpermanganate ion 
release, 
2095 
starvation, Escerichia coli, 
induction-envelope protein biosynthesis 
2838 
starvation, Escherichia coli 
subunit, function 1076 
tautomers, stability 1068 
SSE AN ROD SA source, Rhodotorula glutinis 
5 
Thymine(6-amino), 
conformation 1069 
Thymine(alpha-S-cysteinyl), 
crystal structure 2377 
Thymine(5,6-dihydro)-6-sulphonate, 
diastereoisomer, synthesis 2376 
Thymine(1i-methyl), 
complex-adenine (9-methyl), structure 
Thymine hydroperoxide, 
mediation-irradiation Cionizing) mutagenesis 
1404 


Thymine nucleotide, 
pool, compartmentalization, HeLa cells, DNA 
biosynthesis 1525 


5605 
269 


1794 
cupric ion 


6084 
DNA-neocarzinostatin interaction 


2837 


1067 


Thymineless death, 

Escherichia coli, recovery after 

_addition-thymine 1122 

interference, Escherichia coli 
temperature-sensitive mutation 

Thymocyte, 

differentiation, role-DNA transcription + RNA 
translation 5189 

distribution-deoxynucleotidyltransferase 
(terminal) 3318 

DNA biosynthesis/AMP (cyclic) content, effect 
of lymphocyte activation factor + 
phytohaemagglutinin/concanavalin A 5438 

DNA biosynthesis/RNA biosynthesis/protein 
biosynthesis, effect of 
theophyLlline/noradrenaline/AMP (dibutyryl 
cyclic)/cortisol/cycloheximide 800 

DNA, irradiation damage, effect of oxygen 

219 

DNA repair 

DNA repair, 


1494 


2143 

gQamma-irradiation 405 

mouse, chromatin, activation-concanavalin 
A/phytohaemagglutinin, comparison 4820 

mouse, colony formation/DNA biosynthesis, 
effect of serum 4751 

protein biosynthesis, 
A, cole-membrane-bound ribosome 
rat, DNA, thymidine incorporation, 
inhibition-irradiated serum 5937 


activat ion-concanaval in 
4552 


rat, heterogeneous nuclear RNA, 
hybridization-DNA 5762 
rat, X-irradiation, effect on DNA, 


hybridization-nuclear RNA 5278 
Thymoma, 
induction, relationship-methyLl 
methanesulphonate/N-methyl-N-nitrosourea 
induced chromosome damage, mouse bone marrow 
309 
Thymus, 
deoxyribonucleoprotein, 
degradation-gammairradiat ion/degranol 
DNA biosynthesis, incorporation-cytidine 
(deoxy)/thymidine, effect of 
hydroxyurea/uridine (5-fluorodeoxy) 
DNA, effect of irradiation (ionizing) 
lymphocyte, DNA denaturation, effect of 
sodium chloride treatment 5862 
mouse, circadian rhythm-DNA biosynthesis, 
effect of light/Ehrlich ascites 
carcinoma/diet 4321 
rabbit, nuclear ribonucleoprotein 
inhibition-RNA polymerase 3299 
rat, DNA biosynthesis, effect of 
gamma-irradiation 5431 
rat, DNA biosynthesis, effect of 
prostaglandin E+*2 3170 
rat, DNA polymerase activity, effect of 


1708 


4824 
5842 


hypoxia 3314 
RNase/RNA, effect of gamma-irradiation 552 
Thymus gland, 

see also Calf thymus 

chromatin, effect of gamma-irradiation 537 
DNA biosynthesis, high-altitude 
acclimatization 389 
DNA biosynthesis, radiation sickness 390 


DNA denaturation, effect of divalent 
cations/alcohol 2613 

Notophthalmus viridescens, DNA biosynthesis 

1507 

nucleohistone configuration, effect of ionic 
strength/histone H1 254 

RNA degradation kinetics, effect of 
irradiation 2577 

RNA, hybridization-DNA uniaque/repet itive 


sequence 212 
RNA polymerase B, effect of dexamethasone 
1747 
thymectomy, effect on lymphoid alkaline RNase 
content 4909 


Thymus gland(Contd), 
UMP biosynthesis, effect of gamma-irradiation 
3402 
Thyroglobulin, 
biosynthesis, thyroid gland polyribosome 
1213 
mRNA 33S, translation 
Thyroid gland, 
bovine, purine nucleoside phosphorylase 
purification/characterization 4958 
deficiency, effect on DNA biosynthesis, 
cerebellum 3172 3173 
mitochondrial DNA structure comparison, 
animal 4242 
pig, DNA, sequence organization 6448 
polyribosome, thyroglobulin biosynthesis 
1245. 
RNA biosynthesis, stimulation-TSH 
RNA, electrophoresis 194 
RNA-peptide (fedo) complex, 
(tyrosyl) 5678 
Thyroid hormone, 
effect on 5°-nucleotidase + 
adenylpyrophosphatase activity, rat 2801 
effect on tRNA (phenylalanyl) synthetase 
activity, rat/liver 2458 
regulation-mitochondrial 
protein/mitochondrial DNA metabolism 
Thyroid hormone receptor, 


815 


248 


comparison-tRNA 


423 


association, nucleolus chromatin 992 
distribution-chromatin 3869 
Thyroidectomy, 
effect on DNA biosynthesis, rat mitochondria 
5909 


effect on nuclear/microsomal RNA 
biosynthesis, rat neonate 5797 
stimulation-RNA biosynthesis, hypothalamus 
783 
triiodothyronine, 
liver 1330 
Thyroprotein, 
effect on RNA biosynthesis, 
2355 
Thyrotropin-releasing hormone, 


stimulation-RNA polymerase, 


liver nucleolus 


biosynthesis, effect of RNase treatment, in 
vitro 5100 
stimulation-prolactin mRNA biosynthesis, rat 


pituitary cell 4656 
Thyroxine, 
effect on precursor incorporation, 
cerebrum-RNA biosynthesis 247 
induced metamorphosis, Xenopus Laevis, 
nucleotide biosynthesis/RNA biosynthesis 
3556 
induction-DNA biosynthesis, rat cerebellum, 
effect of dibutyrylAMP(cyclic) 4784 
regulation-mRNA alpha-globulin translation 
4171 
stimulation-protein biosynthesis, elongation 
4073 
L-Thyroxine, 
effect on RNA biosynthesis, 
2553 
Tick-borne encephalitis virus, 
chronic infection 1604 


liver nucleolus 


infected cell, antigen production, control 
3240 

resistance, effect of interferon inducer 
3237 


Tilorone hydrochloride, 
derivative, inhibition-oncornavirus reverse 
transcriptase 2673 
inhibition-DNA biosynthesis/protein 


biosynthesis, herpes simplex virus 2184 


interaction-DNA 4198 
TMP, 
NMR 2888 


sensitivity-thymidine kinase, herpes simplex 
virus type I/herpes simplex virus type 2 
5558 


245 


THP( Contd), 
use-DNA biosynthesis/RNA biosynthesis 
dTAP, 
exogenous, effect on RNA biosynthesis/DNA 
biosynthesis, Saccharomyces cerevisiae 1986 
metabolism, phytohaemagglutinin-stimulated 
lymphocyte 1821 
methylation/ethylation 642 
radical formation, effect of 
. gamma-irradiation, ESR 3394 
TAPC3°-O-acetyl), 


5040 


interaction-dicyclohexylcarbodiimide 2419 
TMP CS*-acyleminomethyl), 

synthesis 86 
TAP kinase, 

activity-liver/kidney, relationship-DNA 

biosynthesis stimulation 4294 

Paracentrotus tividus embryo, activity 1505 
TMP synthetase, 

activity, inh#bition-uridine, L celt 4819 


activity, Raucher leukaemia 
virus/3-methylcholanthrene-transformed 
embryo cells 2344 

activity, uridine (fluorodeoxy) 
sensitive/resistant neuroblastoma 1026 

amino acid sequence, GUMP(5-fluoro) binding 


site 4963 . 

catalysis, dUMP (bromo)/dUMP (iodo) 
dehalogenation 1027 

effect of uracil (5-fluoro)/dUMP (5-fluoro) 
645 


liver, activity during haematopoiesis 
phage 14, Location/properties 1025 
ternary complex formation 3328 
Tetrahymena pyriformis, GMP (cyclic) 
induction 2345 
Tobacco, 
see also Nicotiana species 
Leaf, Alfalfa mossic virus infected, 
host/virus specific RNA polymerase activity 
3287 a rr 
Tobaceo eoseic virus, 
coat protein mRNA 3585 
detergent treated, RNA polarity/structure 
4096 
effect of uracil (thio)/purine (2-6 
diamino)sulphate 5615 
infected cell, RNA biosynthesis 3024 
infected Nicotiana tabacum, RNA biosynthesis 


4432 


3025 
infected tissue, isolation-capsid protein 
MRNA 6252 
nucleotide sequence homology 6276 
protein, 
interaction-single-stranded/double-stranded 
polynucleotide 6151 


replication, inhibition-actinomycin 
D/uracil(2-thio)/cycloheximide 3365 
replicative form RNA, 
resistance-homogéenization $736 
RNA, aminoacylation-tRNAChistidyl) 
synthetase, rat liver 34649 
RNA biosynthesis, effect of temperature 
RNA biosynthesis, inhibition-guanidine 
RNA-coat protein complex 2264 
Phan a Ahi on infection-tobacco protoplast 
5 
Mobs tclmetee Sc effect of gamma-irradiation 
9 
RNA, mapping 6277 
RNA, purification/characterization, infected 
bean 4650 ; 
RNA, 5*-terminal removal-phosphodiesterase, 
effect on biological activity/assembly 6255 
RNA, translatfon-coat protein 4651 
RNA, translation, in vivo/in vitro 
systemic infection, development 775 
translation, localization 46580 


6323 
5791 


45414 


246 


Tobacco necrosis virus, 


infected Nicotiana tabacum, RNA polymerase, 


purification/properties 5523 
Tobacco rattle virus, 
RNA, in vitro translation 3051 
RNA, translation, wheat germ cell-free system 
3586 
solution, optical Kerr effect 1453 
Tolbutaside, : 
effect on protein biosynthesis, rat Liver 
ribosome 2945 
Tolerance, 
DNA/nucleoside-antigen, carrier-induction 
504 


induction, RNA conjugation-methyLated-bovine 
serum albumin/gamma globulin 1665 

lymphocyte, RNA biosynthesis, 
relationship-lymphocyte T/lymphocyte B 

Toluene, 

effect on RNA biosynthesis/protein 
biosynthesis, Escherichia coli 4153 

treated Escherichia coli, DNA biosynthesis, 
effect of bleomycin 2186 

treated Escherichia coli, DNA polymerase 
I-dependent repair, effect of DNA ligase 
604 

treated Escherichia coli, excision-repair 
2687 

treatment, liver cell, effect on DNA 
biosynthesis/RNA biosynthesis/protein 
biosynthesis 6503 


496 


‘Toluidine blue, 


cationic surfactant, staining-RNA 
staining-DNA, Feulgen hydrolysis 
Tomato black ring virus, 
nucleoprotein, RNA content/biological 
activity 3247 
Tonsil, 
human, content-RNA/DNA/protein 
Tortuls ruralis, _ Lang ePaS 

polyribosome, effect of desiccation 2472 

protein biosynthesis/polyribosome content, 
effect of water stress 5101 

Torutopsis bovina, 
DNA homology/base composition 
Torulopsis coiliculosa, 
mitochondrial DNA size determination 
Torulopsis glabrata, 
respiration deficient mutant, DNA physical 
Properties/conformation 5332 
Torulopsis pintclopesi, 
DNA homology/base composition 
Torulopsis utilis, 
tRNA Phe, Yt base/Yt nucleoside, structure 
2444 
Toxin, 
biosynthesis, bacteria, regulation, model 
1289 

effect on ribosome binding-elongation factor 
EF-i/elongation factor EF=2 5731 

Shigella dysenteriae, inhibition-protein 
biosynthesis, in vitro 6195 

Toxin T-2, 

effect on poly(U) dependent polyphenylalanine 

biosynthesis 4576 
Toyocamycin(6-aza), 

synthesis/activity 
Trachea, 

guinea pig, 
adenos ine/ATP/adenine/ inosine/guenasine 
interaction-drug 4994 

Tradescantia, 

DNA biosynthesis, pollen nucleus, 
association, actinomycin-sensitive 
endonuclease 1733 

Transcription, 

active chromation, structure 967 

active/inactive chromatin, prostate gland, 
rat, separation 546 


2958 
1375 


3070 


2633 


6440 


2633 


2854 


Transcription(Contd), 


activity, chromosome, Ephestia kuehniella 
oocyte 762 

activity-Euglena gracilis chromosome 5493 

activity-extrachromosomal DNA, Creophilus 
maxillosus oocyte 3003 

activity-genome, chromatin structure 

activity, phage Lambda DNA, effect of 
superhelix structure 6298 

activity, relationship-single-stranded DNA 
3231 

activity, RNA polymerase, effect of 
N-hydroxy-2-acetylaminofluorene 6624 

adenovirus 12 genome, infected KB cell 239 

adenovirus type 2 DNA, 
characterization-Escherichia coli RNA 
polymerase promoter 2011 2012 

adenovirus type 2 mRNA 777 

adenovirus type 5 early temperature-sensitive 
mutant-infected KB cell 3011 

Bacillus subtilis tRNA Tyr, modification 
after 1873 

calf thymus chromatin, calf 
thymus/Escherichia coli RNA polymerase 991 

cell-free system, mammalian chromatin, 
nascent globin mRNA 1313 

chromatin, double-stranded RNA, exogenous RNA 
polymerase 3525 

chromatin, fidelity in vitro 6586 

chromatin, inhibition-thymic factor, rat 
liver 5799 


3853 


chromatin, initiation, oviduct, effect of 
oestrogen 2027 
chromatin, mouse fibroblast 3868 


chromatin unique DNA, liver 1992 

complex, Bacillus subtilis, sporulation, 
evolution 3289 

complex, characterization, adenovirus type 2 
infected HeLa cell 5195 
control, study-Hela cell nucleus, 

- dnjection-Xenopus laevis oocyte 
cowpea mosaic virus RNA, reverse 
transcriptase 2177 
cytosine containing DNA, 
gene product 6322 

DNA, control, calf thymus peptide factor 234 
DNA, control, review 15 

dominance, nucleolar organizer, cell culture 

2531 

double-stranded DNA, activity-RNA polymerase 
C, Xenopus laevis ovary 5538 

effect of benzimidazole 261 

effect of RNA polymerase sigma subunit 
antibody, Bacillus subtilis 1741 

effect of temperature, BHK-21 cell, 
temperature-sensitive mutant 4670 

Ehrlich ascites carcinoma DNA/chromatin, 
role-RNA polymerase II 4944 

equine herpesvirus type 1 2014 

Escherichia coli K12, operon(arginine) 215 
Escherichia coli operon(histidine), 
dinucleotide primer 1292 

Escherichia coli streptomycin-dependent 
mutant, relationship-translation/mRNA 
degradation 2566 

Escherichia coli, tryptophan operon, 
regulation-termination 4638 
Euglena gracilis chloroplast genome 
2714 

gene, Bacillus subtilis/Escherichia coli, 
Localization 1610 

gene, chromatin, pattern, effect of 
nonhistone protein dephosphorylation 

gene, Drosophila hydei spermatocyte, 
visualization 1302 

gene (lambda repressor), autogenous control 


1591 p 
gene, vesicular stomatitis virus 4165 


2536 


inhibition-phage T4 


2713 


3864 


Transcription(Contd), 


genome, reovirus 
defective/temperature-sensitive mutant, 
control 3014 

globin gene, control 4126 

globin gene, erythroid cell 1314 

HeLa cell mitochondrial DNA, symmetry 2001 

histone gene, activation-S phage nonhistone 
protein, Hela cell 5229 

histone gene, Hela cell, 
activation-nonhistone protein 2767 

histone mRNA, inhibition-nonhistone 
protein/histone, HeLa cell 5228 

in vitro, use-UTP (S-mercuri), probe 
inhibition-isonicotinic acid hydrazide 
inhibition-SV40 interferon 5788 
initiation, Escherichia coli 
temperature-sensitive mutant AMP kinase 761 
initiation, promoter (lac)/oromoter 
(gal)/promoter (lambda), effect of magnesium 
chloride/temperature 484 

KB cell, effect of frog virus 3 protein 
leukocyte, human Leukaemia, gene sequence 

1470 

liver/spleen, irradiation, effect of RNA 
polymerase 1745 

mitochondrial tRNA Glu, Saccharomyces 
cerevisiae 2442 

oligonucleotide, reverse transcriptase 

oncornavirus (DNA), review 18 

operon (trp), anmalysis-mRNA, Escherichia coli 
K12" 3052 

operon (trp), effect of 
chloramphenicol/tetracycline/erythromycin/pu 
romycin, promoter regulation 4140 

operon (trp), mechanism, translocation-phage 
lambda 4133 

operon (trp), relationship-translation, 
Escherichia coli 5809 

operon (trp), termination 3820 es 

ovalbumin mRNA, regulation-chromatin protein, — 
effect of oestrogen, chick oviduct 5786 

phage phix174 DNA, effect of termination 
factor rho/RNase III 4134 

phage T4, RNA polymerase, effect of potassium 
chloride 236 

plasmid R538-1 DNA, Escherichia coli 2993 

polyoma virus DNA, infected/transformed cells 

1323 

product, RNA polymerase, vesicular stomatitis 
virus-infected L cell, analysis 6028 

37RC cells, effect of actinomycin D 2031 
regulation after, liver, tyrosine 
aminotransferase/tryptophan oxygenase 689 
regulation-Glycine max RNA polymerase I 2783 
repetitive DNA, sequence, rat 4241 

ribosomal protein S5/ribosomal protein S12 


6131 
3567 


3013 


1154 


gene, Escherichia coli, direction 1616 
RNA 70S, Rous sarcoma virus reverse 
transcriptase, effect of RNase H 1559 


RNA 70S, simian sarcoma virus/gibbon ape 
Lymphoma virus/Mason Pfizer monkey 
virus/Rauscher murine leukaemia virus DNA 
polymerase 780 

mRNA, computer model, eukaryote 

mRNA, effect of oestrogen 2552 

rRNA gene, control, Escherichia coli 

rRNA gene, electron microscopy 5972 

rRNA gene, Misgurnus fossilis embryo, effect 
of ploidy 2526 4 

rRNA gene, regulation, during oogenesis, 
Triturus alpestris 5464 

RNA gene, Triturus oocyte chromosome 

tRNA I Tyr gene fragment 1163 

tRNA Lys/tRNA Phe, SVT 2 cell, modification 
after 125 

mRNA, mechanism, regulation, vesicular 
stomatitis virus 6309 : 

RNA, mouse liver, use-chromatin template 

eos) 


3531 
3219 


4643 


247 


Transcription(Contd), 
RNA polymerase, inhibition-act inomycin, 
Streptomyces antibioticus 5531 
RNA polymerase, prostate gland chromatin, 
effect of androgen receptor complex 1715 
rRNA/mRNA, Triticum aestivum germination 
2007 
tRNA(Cphenylalanyl) synthetase, Euglena 
gracilis chloroplast, site 1187 
Rous sarcoma virus, RNA 70S 419 
specific gene, Hela cell, in vitro 
stereochemistry-template function 6297 
stimulation-dimethyl sulphoxide 3526 
SV40, regulation-gene expression 238 
termination, phage lambda 1322 
translation-cell-free system, use-DNA 
mapping, SV40 5869 
tryptophan operon, Escherichia coli, 
site-termination 4636 4637 
untoue/repetitive DNA, brain 
vesicular stomatitis virus gene 
virus (RNA), animal, review 2 
wheat DNA, Escherichia coli RNA polymerase, 
RNA, structure 214 
Transcription factor, 
plant, activity, mechanism 
Transduction, 
chloramphenicol resistance, phage lambda 
1595 
phage Lambda, Escherichia coli 
betagalactosidase gene-human fibroblast 
1621 
phage P22 mutant, DNA fragment size 3208 
phage P22 mutant, infection, Salmonella 
typhimurium 470 
phage phi80/phage Lambda, 
isolation/characterization 3821 
plasmid-Streptococcus lactis C2 mutant, 
evidence-DNA structure 6436 
Salmonella typhimurium, effect on histidine 
operon structure 6435 
Transfection, 
activity-DNA, rat XC cell, Rous sarcoma virus 
transformed 2716 
activity, phage P22 DNA, effect of 
exonuclease 6526 
Bacillus subtilis, quantitative theory 
bacteria, review 5584 
DONA, phage Lambda, 
N-methyl-isatin-beta-thiosemicarbazone-coppe 
r complex inactivation 2203 
DNA, phage phi 29 temperature-sensitive 
mutant 2206 
enhancement, phage R1Y sgsembly protein 2280 
phage Lambda DNA activity, Escherichia coli 


2535 


3005 
2018 


4132 


1608 


lysogeny 3211 
phage Lambda, heteroduplex DNA 1592 
phage MS 2 RNA, Escherichta coli 1596 


phage T4 DNA, Escherichia coli, effect of 
gene (recB)/gene (recA)/gene (exr)/gene 
(pola) 2208 


Rous sarcoma virus DNA assay 3734 
Transformation, 

activity-BK virus DNA 3214 

activity-phage T4 DNA, assay 3784 


adenovirus type 2-human embryonic kidney 
cell, detection-virus-specific DNA/RNA 
sequence 1961 

Azotobacter vinelandii 3215 

Bacillus species, DNA-DNA, hybridization 462 

bacteria, review 5584 

C3H cell, SV40, effect of 
caffeine/UV-irradiation 5961 

cell, DNA containing virus, review 4978 
chick embryo fibroblast-Rous sarcoma virus, 
methylene blue staining assay 4779 


Chinese hamster cell, effect of serum 2704 

defective RD-114 virus, infected 
rhabdomyosarcoma, provirus DNA 3234 

Diplococcus pneumoniae, DNA binding 2709 
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Transformation(Contd), 


Diplococcus pneumoniae, DNase, Localization, 
membrane 1729 

DNA mediation, ampicillin resistance, 
Haemophilus influenzae 2710 

Escherichia coli genome, hybrid-DNA plasmid 

1613 

Escherichia coli R404 factor DNA 
genome-Staphylococcus aureus 471 
hamster embryo cell-polyoma virus defective 
DNA 3789 

hamster kidney cell, BK papovavirus DNA 1601 

herpes simplex virus type I, thymidine kinase 
mutant 5557 

Lymphocyte, thymidine(tritiated) uptake, 
determination 2146 

merodiploidy, Bacillus subtilis mutant 
Neisseria agonorrhoeae/Neisseria perflav3 


3804 


1607 


mutant, streptomycin resistance 1624 
oncogenesis, C3H cell, uridine 
(5-fluoro-2*-deoxy) 2404 
Pneumococcus, mismatch correction 2712 


Pseudomonas putida/Escherichia coli, 
plasmid-Linked drug-resistance factor DNA 
1625 

regions, mapping-avian tumour virus RNA 

Streptococcus group H, 
inhibition-heterologous DNA 1633 

streptomycin resistance, Streptococcus 
sanguis 2214 

virus, enhancement-carcinogen/mutagen, 
role-DNA repair 4307 

xiphophorine fish 3811 


1274 


Transforming DNA, 


activity, effect of compact conformation 
6521 

Bacillus subtilis, gamma-irradiation 
mutagenicity 3216 

effect of RNA polymerase mutation, 
Streptococcus sanguis 6536 


Senetis engineering, Drosophila melanogaster 

3228 

Haemophilus influenzae, 
inactivation-proflavine 845 

Haemophilus influenzae, 
mutation-UV-irradiation 4208 
inhibitfion-irradiation, Haemophilus 
influenzae 5275 

microinjection-Drosophila embryo, activity 
5460 

single-stranded structure, Haemoplilus 
influenzae 3120 

use-gene sequence cloning, eukaryote 

use-Neisseria gonorrhoeae detection 


6520 
6511 


Translation, 


alfalfa mosaic virus RNA, mammalian cell-free 
system 2057 

alphavirus structural protein gene 1357 

animal virus mRNA, control, review 20 

Apis mellifera promelittin mRNA 1362 

avian myeloblastosis virus RNA, reticulocyte 
cell-free system 2052 

avian myeloblastosis wirus RNA, Xenopus 
laevis oocyte 2053 

broadbean mottle virus/eqgpLlant mosaic 
virus/tobacco mosaic virus, Localization 
4580 

brome mosaic virus RNA, in vitro 3050 
cell-free, effect of magnesium ions 1193 
cell-free system, insulin polypeptide 2061 
cell-free system, Vero cell 285 

collagen mRNA, wheat germ cell-free system 

2568 

control, gene-expression, Escherichia colj 
K12, operon (arg ECBH) 273 
control-haemoglobin biosynthesis, during 
thalassaemia 5096 

control-protein biosynthesis, review 12 


control-protein biosynthesis, wl- 
ae ° 38 cell 


Translation(Contd), 


control, ribonucleoprotein (messenger), 
mechanism, muscle, protein biosynthesis 282 
effect of benzimidazole 261 
effect of beta-ionone, Blakeslea 
trisporathaxter 5720 
effect of temperature, comparison-L cell, 
reticulocyte 4979 
encephalomyocarditis virus RNA, 
2047 
Escherichia coli lipoprotein mRNA, eukaryote 
cell-free system 3591 
Escherichia coli streptomycin-dependent 
mutant, relationship-transcript ion/mRNA 
degradation 2566 
alobin, effect of ribonucleoprotein 
(messenger), in vitro 5697 
globin mRNA, effect of creatine 
phosphate/ATP/GTP 283 
globin mRNA, inhibition-Lymphocyte RNA 
glutamine synthetase mRNA, effect of 
hydrocortisone 7045 
host-specific, phage T4-induced 2047 
immunoglobulin Light chain mRNA, initiation 
2570 
immunoglobulin mRNA, myeloma RPC-20 4600 
influenza virus RNA, wheat germ cell-free 
System 3581 
inhibitor, inhibition-protein biosynthesis, 
rabbit reticulocyte, relationship-initiation 
factor IF-mMP 5702 
inhibitor, inhibition-reticulocyte protein 
biosynthesis, effect of AMP (cyclic) /ATP/GTP 
3486 
initiation, globin mRNA, rabbit bone marrow 
erythroid cell 5696 
interferon activity, human fibroblast/Xenopus 
oocyte 1364 
interferon mRNA, cell-free system 
interferon mRNA, heterologous system 
mapping, phage T7 RNA 272 
Moloney murine Leukaemia virus RNA, cell-free 
system 3584 . 
myeloma protein mRNA, characterization, 
control 4675 
nonstructural protein, Semliki Forest virus 
temperature-sensitive mutant infected cell 
4579 
ovalbumin mRNA, effect of oestrogen, Xenopus 
laevis oocyte 3592 
parathyroid gland mRNA, fidelity 2062 
parathyroid gland mRNA, identification 
pro-PTH precursor 816 
phage RNA, control mechanism 
phage T7 RNA 2049 
phage T7 mRNA, effect of RNase III 2050 
poliovirus RNA, effect of temperature 6193 
poliovirus RNA, eukaryote cell-free system 
804 
, poliovirus RNA, initiation site 1359 
poly(A)-containing influenza virus mRNA, 
wheat germ cell-free system 3485 
poly(A)-Lacking mRNA, Lytechinus pictus 
embryo 2059 
polyribonucleotide/mRNA, 
inhibition-interferon, effect of tRNA 3596 
polyribosome, Liver, regulation-fatty acid 
synthetase synthesis 1212 
poly(U), Escherichia coli ribosome, effect of 
elongation factor EF-Tu/elongation factor 
EF-G 2952 
prolactin mRNA, cell-free system 3602 
protein S-100, poly (A)-containing RNA, 
cell-free system 5698 
rabbit uteroglobin mRNA, Xenopus Laevis 
oocyte 813 
rate during methionine 
deficiency/chloramphenicol inhibition, 
Escherichia coli 5086 
rate, Escherichia coli ribosome 6220 


in vitro 


4172 


818 819 
6192 


2564 


Translation(Contd), 


Rauscher leukaemia virus RNA, cell-free 
system 2565 
regulation-RNase biosynthesis, Brassica rapa, 
effect of actinomycin D 2298 
regulation, vaccinia virus-infected HeLa 
cell/L cell ©5793 
relationship-operon (trp) transcription, 
Escherichia coli 5809 
repressor formation, effect of GTP/ATP 688 
repressor, Friend leukaemia cell, 
inhibition-peptide chain initiation 185 
repressor, haemin-control, globin 
biosynthesis, reticulocyte 1192 
repressor, haemin-control, reversal, 
reticulocyte factor 1896 
ribulosebisphosphate carboxylase mRNA, 
Euglena gracilis chloroplast 3053 
RNA 42S, control, Semliki Forest virus 
infected cell 3048 
mRNA, bacteria, analysis 8C5 
RNA, control-initiation factor, 
encephalomyocarditis virus 6230 
MRNA, coupling-metabolism 3597 
MRNA dependent, reticulocyte cell-free system 
5808 
mRNA, during epidermis differentiation 278 
mRNA, effect of methylation, Lytechinus 
pictus 4169 
mRNA, Ehrlich ascites carcinoma, effect of 
interferon 1365 
mRNA, growth hormone 2063 
mRNA, HeLa cell, inhibition-GMP (7-methyl), 
specificity-5"-terminal GTP (7-methyl) 6126 
mRNA, human insulinoma/islets of Langerhans 
1366 
MRNA, influenza virus, in vitro 
mRNA, Lemna gibba 820 
mRNA, mechanism, regulation, vesicular 
stomatitis virus 6309 
mRNA, menagovirus-infected Ehrlich ascites 
tumour 3049 
mRNA, phage T7, in vittro 5235 
mRNA, rate, effect of tRNA distribution 
tRNACohenylalanyl) synthetase, Euglena 
gracilis chloroplast, site 1187 
role-ribonucleoprotein (messenger), review 
2362 
role-mRNA S*-terminal structure 269 
Saccharomyces cerevisiae mitochondria 
selective, Bacillus subtilis ribosome 
SemLiki Forest virus RNA 42S/RNA 26S 
Semliki Forest virus RNA 42S/RNA 26S, 
Escherichia coli cell-free system 1358 
Semliki Forest virus RNA 42S/RNA 26S, 
eukaryote cell-free system 3582 
Sindbis virus mRNA 26S/mRNA 42S, initiation 
270 
Sindbis virus RNA 49S/RNA 26S 2056 
stereochemistry-template function 6297 
termination codon, Escherichia coli, ribosome 
178 
thyroglobulin mRNA 33S 815 
tobacco mosaic virus RNA, in vivo/in vitro 
4541 
tobacco rattle virus RNA, wheat germ 
cell-free system 3586 
transcription cell-free system, use-DNA 
mapping, SV40 5869 
uteroglobin mRNA, cell-free system 
vitellogenin/albumin mRNA, in vitro 
vitellogenin mRNA, 
induction-17beta-oestradiol, Xenopus laevis 
4138 
yeast mitochondria poly(A)-containing RNA, 
Escherichia coli ribosome &07 


5805 


6191 


3458 
3588 
2055 


3690 
1903 


Translocation, 


ONA sequence, Escherichia coli plasmid, 
mediation-ampicillin resistance 1611 


249 


Translocation(Contd), 
eukaryote polyribosome, 
3473 
gene amp, 
operon trp-phage lambda, 
mechanism 4133 
ribosome, effect of guanylylimido 
diphosphate/guanylyl-methylene diphosphonate 
1245 
ribosome, elongation factor 6G 
attachment/detachment 722 
role-rRNA 16S 3'-terminal, 
5721 
Transplantation, 
bone marrow, effect on liver/spleen DNase 
activity 557 
Tremella foliacea, 
extracellular RNase production, 
orthophosphate repression 3273 
Triazine (4-amino-7H-pyrazolo), 


inhibition-tubulosine 


Escherichia coli 3802 
transcription, 


Escherichia coli 


toxicity, substrate activity 3964 
S-Triazinechloride, 

immobilization, DNA/RNA 1264 
Tribolium castaneum, 

DNA/RNA content during growth 5245 


Tribolium confusuam, 
development, effect of 
RNA/gquanine/adenine/cytosine/uracil 
Tri-n-butylphosphine, 
dialkyl disulphide/dialkyl diselenide, 
use-nucleoside (seleno)/nucleoside (thio) 
alkylation 6094 
2,2,e-Trichloroethyl 2-chlorophenylt 
phosphochloridate, 
use-oligo (T) synthesis 
Trichoderma viride, 
characterization-mRNA, mitochondria 
Trichodermin, 
effect on poly(U) dependent polyphenylalanine 
biosynthesis 4576 
inhibition-protein biosynthesis, 
1232 
Trichomonas vaginalis, 
membrane, interaction-poly(I.C) 
Trichoplax adhaerens, 
DNA content 825 
Trichoplusia ni, 
lipid biosynthesis/rRNA 26S stability 
Tridax procumbens, 
stomata, effect of adenine (benzyl) 
Triethylamine, 
uracil(1,3-dimethyl-4-thio) photochemistry 
1797 
Triethyloxonium fluoroborate, 
alkylation-nucleotide 2408 
Trigonella fuenum graecum, 
nitrate reductase activity/polyribosome 
biosynthesis, effect of lLight/zeatin 
Triiodothyronine, 
binding-nucleus, liver/kidney 
effect on DNA biosynthesis, 
5999 
effect on RNA biosynthesis, 
2593 
induction-metamorphosis, 
tadpole liver/tail, 
246 
stimulation-RNA polymerase, 
thyroidectomy 
1330 
Trimethoprim, 
effect on tetrahydrofolate-dependent 
thymidine(ribo) biosynthesis, Bacillus 
subtilis/micrococcus lysodeikticus tRNA 


3578 


3407 


4099 


reticulocyte 


663 


1973 


4984 


3467 


3635 
rat mitochondria 


liver nucleolus 


Rana catesbeiana 
protein biosynthesis 


liver, 


1164 
resistance, DNA sequence coding, plasmid 
R483, transposition 3217 


resistant, Salmonella typhimurium mutant, 
virulence 3364 
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Trimethoprin, 
effect on thymidine uptake-humsn Leucocyte 
5025 
Trimethylbenz (alpha) anthracene, 
induction-chromosome aberration/sister 
chromatid exchanoe, rat bone marrow 
Trimethylsilyl heterocycle, 
use-nucleoside synthesis 2540 
2,4,6-Trinitrobenzenesulphonate, 
interact ion-DNA/RNA/nucleoside/nuc leotide/tRN 


59:31 


A e196 
Trinucleotide, 
codon, antibody, interaction-DNA/RNA 4855 
NMR 652 
separation, RNase digest-PNA 646 
synthesis 2416 
Triose reductone-2-phosphate, 
synthesis, interaction-amino acid/DNA 303 


Triphenyl phosphite, 


use-oligonucleotide synthesis 3408 
Triticale hexaploide, 

histone gene expression 2232 
Tritichomonas fortus, 

occurrence-circular DNA 5243 
Triticum, 

DNA content durina mitosis 1523 


DNA polymerase, purification/characterization 
590 
heterogeneity, chromosome B 
root tip, DNA content, 
deficiency 1589 
temperature sensitivity, 
biosynthesis 4130 
Triticum aestivum, 
DNA, characterization 2129 
DNA, palindrome seouence 2121 
DNA/RNA content during development 


DNA 1474 
effect of mineral 


relationshio-RNA 


DB25 


embryo, cold treated, DNA biosynthesis/RNA 

biosynthesis, effect of guanine(8-aza) ASF 

germination, rRNA/mRNA transcriction 20607 

arain development, tRNA species 667 

vernalization, effect of auanine(@-3azs) 1076 
Tritium, 

decay, effect on phage T4& DNA 

crosslinking/breakage 2611 

exchange-purine, kinetics, DNA/tRNA Phe 


conformation 4515 
exchanae-purine, tRNA Ile/tRNA Tyr/tRNA Phe 
structure 4516 
lLabelLlina-DNA/tRNA/RNA, cytosine-uracil 
conversion 2692 
Triton x-100, 
effect on ribonucleoprotein degradation, 


liver 532 
treated olatelet, incorporation-ATP/UTP 
1121 
Triturus, 
oocyte, chromosome, RNA gene transcription 
4643 


Triturus alpestris, 
oogenesis, rRNA aene, 
regulation-transcription 
Triturus vulgaris, 
BA chromatin hydrolysis/DNA content 
28 
embryogenesis, RNA biosynthesis/nonhistone 


protein biosynthesis 3001 
Trnascortin, 
effect on RNA biosynthesis, 
chromatin 1334 
Tropaeolum majus, 
suspendor, DONA content 
Trophoblast, 
malignant cell, tRNA Caminoacyl), 
comparison-normal chorion 6166 
mouse placenta, protein biosynthesis, 
role-nuclear DNA 6512 
Tropomyosin, 
identification, 


5464 


calf thymus 


6360 


rat liver chromatin 971 


Trypanosoma brucei, 
DNA, immune response, immunoglobulin 
IgM/immunoglobulin IgG 3834 
| Trypanosoma cruzi, 
rRNA, physical properties 2989 
thymidine (tritiated) uptake, 


characterization-protein stimulation 1498 
“Trypanosoma equiperdunm, 

kinetoplast DNA 3065 
Trypanosoma lLewisi, 

kinetoplast DNA, physical properties 2118 
Trypanosoma venezuelense, 

DNA content/cell volume 2068 
Trypsin, 

cleavage-DNA Ligase, Escherichia coli 4447 

effect on fibroblast nuclear protein 528 


effect on ribosomal subunit 40S/ribosomal 
subunit 60S, liver 2935 
hydrolysis-elongation factor Tu 3483 
hydrolysis-RNase T1, effect on properties 
4921 
use-RNase BS-1 structure probe 
Tryptamine, 
binding-poly (A), effect on conformation 
5048 
Tryptophan, 
ATP + copper/zinc complex formation, 
structure 3976 
binding-DNA, induction-UV-irradiation 


6599 


2082 


effect on poly(A)/mRNA, Liver 3057 
interaction-AMP, NMR 6109 
interaction-oligo(A)/poly(U) 106 
interaction-purine/pyrimidine 1781 


UV-irradiation treated, effect on DNA 
biosynthesis/RNA biosynthesis/protein 
biosynthesis 5394 

operon, DNA sequence, role-transcription, 
Escherichia coli 5328 

operon, Escherichia coli, 
termination 4636 4637 

operon, expression, control-tRNA 
(tryptophanyl)synthetase 4539 

operon, expression, Escherichia coli, 
of polarity suppressor 4845 

operon, transcription, 

regulation-termination, 
4638 

purine/pyrimidine, 
between 27 

mRNA, 5'’-terminal nucleotide sequence, 
Escherichia coli 4621 

mRNA, operon, bindina-ribosome, 
coli 4581 

Tryptophan oxygenese, 

liver, circadian rhythm/regulation after 

transcription 689 
Tryptophan2,3-dioxygenase, 

mRNA, rat-liver, level during 

/superinduction-actinomycin D 
Tryptophanpeptide(polyacryloyl), 


site-transcription 


effect 


Escherichia coli 


singlet energy transfer 


Escherichia 


809 


synthesis 3390 
TSH, 
stimulation-RNA biosynthesis, thyroid gland 
248 
Puller 
content, herpes simplex virus mutant infected 
BHK C13 cell 3400 
content, herpes simplex virus type 1 infected 
BHK €735 cetl 3399 
pool, effect of vitamin 812, Euglena gracilis 
4495 
pool, Escherichia coli, relationship-DNA 


biosynthesis 2164 d 
' pool, Gossypium barbadense germination 
dTTP, 3 : 

metabolism, phytohaemagglutinin-stimulated 
4 lymphocyte 1821 é 
TTP(5°-acylaminomethyl), 

synthesis 86 


2150 


dTTP(5°-amino), 
incorporation-polynuclectide, role-DNA 
polymerase I/phage phix174 DNA template 
4519 
Tubercidin, 
see also Adenosine (/7-deaza) 
inhibition-DNA biosynthesis/RNA biosynthesis, 
Ehrlich ascites cell/chick embryo fibroblast 


4489 
treatment-skin cancer 2865 
Tubercidin(6-aza), 
synthesis/activity 2854 
1-iso-Tubercidin (deaza), 
X-ray crystallography 5624 


S-Tubercidinylhomocysteine, 


effect on tRNA methylation, Lymphocyte 2447 
Tubulin, 
assembly, effect of RNA/polynucleotides 1353 


binding-GTP/ATP, role-microtubule formation 


5039 

biosynthesis, rat forebrain cell-free system 
6197 

identification, rat Liver chromatin 971 


interaction-GTP/ATP/GDP during polymerization 
6110 
Tubulin 1, 
biosynthesis, chick embryo brain polyribosome 
cell-free system 1218 
Tubulin 2, ‘ 
biosynthesis, chick embryo brain polyribosome 
cell-free system 1218 
Tubulosine, 
inhibition-eukaryote polyribosome 
translocation 3473 
Tumour, 
see also Cancer, Carcinoma, 
Agrobacterium tumefaciens induced, effect on 
RNA biosynthesis, Phaseolus vulgaris 4116 
cell culture, destruction-cytochalasin 8 + 
cytosine arabinoside 1819 
cell, incorporation-DNA, effect of 
irradiation, comparison-normal 6514 
cell, isolation-mitochondria 1393 
cell, nucleus, rat pituitary, RNA 
biosynthesis 5212 
cell proliferation, 
2299 
CNS, content-satellite DNA 3068 
DNA biosynthesis, effect of drug, 
role-uridine(5-jodo-2'-deoxy) 7968 
DNA, transfer-oncornavirus gene 3795 
growth/inhibition, assay-uridine (icdodeoxy) 
uptake 445 
human, nucleotide(ribo)/nucleotide(deoxy), 
separation/assay 3388 
immunotherapy, role-RNA 5469 
induced-bovine papilloma virus, 
3062 
initiation, relationship-DNA 
binding-3-methylcholanthrene 
isolation-exogenous RNA 6254 
lymph node, DNA biosynthesis, 
stimulation/suppression 3772 
Lymphoid cell, herpesvirus saimiri, 
Lymphocyte proliferation 1558 
mammary gland, DNA biosynthesis, 
use-autoradiography 4813 
mammary gland, pregnancy-dependent, DNA 
biosynthesis, effect of progesterone 


Hepatoma, etc. 


inhibition-RNase A dimer 


content-DNA 


4811 


effect on 


kinetics, 


6477 


nervous system, DNase activity 2306 
Nicotiana glauca, induction, role-Nicotian3 
Langsdorffii DNA 4324 


pituitary gland, protein biosynthesis/RNA 

biosynthesis, effect of diethystilboestrol 
3032 

poly(I.C), inhibition-rRNa 

methylation/ribosome biosynthesis 262 

rat brain, nuclear protein pattern 540 

rat, double-stranded RNA inhibition-growth 
3579 3580 


251 


Tumour (Contd), 
ribosome, properties 171 
tRNA Asp, properties 112 
tRNA methylase, inhibition properties 3446 
specific immunity, augmentation, immune RNA 
1655 
Tumourigenesis, 
BALB/3T3 cells, DNA biosynthesis, effect of 
calcium 4309 
jinduced-nit roquinoline-1-oxide, 
inhibition-caffeine 23764 
Tumourigenicity, 
melanoma, uracil (bromo) suppression 1111 
polyoma virus-transformed mouse cell 3788 
Turner’s syndrome, 
pattern-DNA biosynthesis, chromosome (iso) X 
5897 
Turnip yellow mosaic virus, 
capsid/RNA, effect of shearing stress 1280 
infected Brassica pekinensis leaf, 
double-stranded RNA biosynthesis, rate, 
location 3026 
infected Brassica sinensis/Brassica rapa, RNA 
biosynthesis 3027 
infected Brassica sinensis, RNA biosynthesis 
location/characterization, effect of 
actinomycin D 2029 
infected Chinese cabbage, RNA biosynthesis, 
effect of actinomycin D 3028 
RNA complex formation-RNA replicase 4405 
RNA structure 4995 
synthesis, inhibition-uracil (2-thio)/uridine 
(2-thio)/uracil (6-aza)/uridine (6-aza) 
5607 
Tween 40, 
effect on RNA biosynthesis, mouse Liver 4669 
Tween 80, , 


treatment-CHO cell, effect on DNA replication | 


5428 
Tymovirus, 
Abelia grandiflora, purification, properties 
204 
Tyrocidine, 
complex-DNA, properties 304 
Tyrosinase, 
activity, melanoma, uracil (bromo) 
suppression 1111 
Tyrosine, 
interaction-purine/pyrimidine 1781 
modification-RNase A fluorescence 6596 


purine/pyrimidine, singlet energy transfer 
between 27 


Tyrosine aminotransferase, 


hepatoma, effect of cordycepin/actinomycin D 
83 


liver, circadian rhythm/regulation after 
transcription 689 


mRNA, degradation rate, Reuber H-35 cell 
5811 


UDP, 
complex formation-RNase, cross-linking 4382 


effect on thiamine diphosphatase, rat brain 
4502 


UDP (2°(3")-O-dihydrocininnamoyl), 
use-substrate, polynucleotide phosphorylase, 


Synthesis-oligonucleotide 6155 
Ulcer, 


stomach, lymphocyte, DNA content 3617 
Ultrasound, 


effect on Bacillus subtilis DNA 1406 
effect on DNA 2087 


effect on DNA biosynthesis, HeLa cell 4320 
4823 


effect on DNA repair, 
euchromatin/heterochromatin 4787 
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UMP, : 
biosynthesis, effect of gammairradiation 
41124 
biosynthesis, thymus gland/spleen, effect of 
Gamma-irradiation 3462 
conformation 1824 
effect on leucine incorporation-rat 
Hippocampus during learning 5041 
methylation/ethylation 642 
NMR 2888 
reduction-vitamin 612, incorporation-DNA, 
Drosophila melanogaster 5042 : 
solution, determination-relexation time 6115 
use-DNA biosynthesis/RNA biosynthesis 5040 
3°-UMP, 
interaction-RNase A, NMR 4497 
RNase S complex, conformation, theory 5626 
UMP (3,3-amino-3-carboxylpropyl), 
isolation, 5'-nucleotidase resistant, snake 
venom 4499 
UMP (bromodeoxy), 
incorporation-nuclear/mitochondrial DNA, 
yeast 5026 
UMP(2",3"-cyclic), 
noncovalent complex, RNase S, analysis 1123 
UMP (2"-deoxy-2'-fluoro), 
conformation, NMR 6099 
UMP Comega-oxyalkyl), 
synthesis 638 
UMP (4-thio), 
synthesis 5036 
GdUMP, 
unusual conformetion 1119 
|dUMP (bromo), 
| dehalogenation, catalysis-TMP synthetase 
1027 
sensitivity-thymidine kinase,gherpes simplex 
virus type I/herpes simplex virus type 2 
5558 
GUMP (5-fluoro), 
| binding site, TMP synthetase, amino acid 
seauence 4963 
| effect on TMP synthetase 645 
|\dUMP Ciodo), 
dehalogenation, catalysis-TMP synthetase 
1027 
UMP kinase, 
activity, effect of gammairradiation 1124 
effect of gamma-irradiation, protection-ATP, 
rat 5646 
UMP phosphorothioate, 
binding-platinum 5642 
Undecanucleotide, 
homologous, Saccharomyces cerevisiae tRNA Val 
segment, synthesis 1134 
Uracil, 
content-mRNA, effect on spermidine 
stimulation-protein biosynthesis 806 
conversion-cytosine, tritium 
Labelling-DNA/tRNA/RNA 2602 
crystal, effect of water vapour, IR 
spectroscopy/X-ray diffraction 5600 
derivative, self-association, osmometry 3954 
2, 3-dioxypropyl derivative, synthesis 1066 
distribution-rRNa, relationship-evolution, 
Drosophila melanogaster/ Plasmodium knowlesi 
4111 
effect on DNA structure 2615 
effect on inosine biosynthesis, Bacillus 
subtilis mutant 3385 
TI NESE on Tribolium confusum development 
incorporation-tRNA, structure, NMR, 
Salmonella typhimurium 4518 
interaction-catechol 5587 
interaction-sodium bisulphite 1794 
irradiation-induced radical, 
interaction-p-nitroacetophenone 2355 
labelled, effect on RNA biosynthesis, protein 
biosynthesis, potato tuber meristem 1338 


| 
| 
| 


Uracil(Contd), 
NMR-proton transfer, 
4989 
Ooxidation-permanganate ion 6084 
reauirement-Staphylococcus anaerobiosis 622 
silylated derivative, effect on nucleoside 
synthesis/complex formation-stannic chloride 


comparison-imidazole 


69078 
subunit, function 1070 
synthesis 5602 


synthesis, use-acryloylurea + palladium 6079 


uptake, Neurospora crassa, effect of ammonia 
6087 

use-nitrogen source, Rhodotorula glutinis 
5¢11 


‘Uracil (5-acetyl-1-(3,5-0-isopropyl idene-beta-D- 
xylofuranosyl), 
crystal, structure 
Uracil(amino), 
effect on DNA biosynthesis 429 
effect on growth, Anabaena doliolum 617 
effect on mitotic index, Allium cepa meristem 
4469 
Uracil (6-amino-1,3-dimethyl-5-nitroso), 
interact ion-benzylidenetriphenylphosphorane 
2820 


62 


. Uracil (6-amino-1,3-dimethyl-5-nitroso), 


reaction-phenacyLidenetriphenylphosphorane 


6080 
Uracil(aminomethyl), 
synthesis, Mannich reaction 3953 
Uracil-2-aminopurine, 
interaction-polynucleotide, effect of 


thioketo substitution 
Uracil (6-aza), 
inhibition-turnip yellow mosaic virus 
synthesis 5607 
Uracil(5-bromo), 
debromination, bisulphite mediation 
distribution, Drosophila melanogaster 
865 
DNA-containino, 
494 
effect on DNA biosynthesis/viability, 
irradiated Escherichia coli 5608 
effect on phage Lambda recombination 
effect on Pharbitis nil, RNA 
biosynthesis/flower formation 
+ Qamma-irradiation, ESR 3354 
suppression-melanoma tyrosinase 
activity/tumorigenicity 1111 
Uracil (5-bromo-3-o0xa), 
inhibittion-growth, Escherichia coli 
Uracil(5-chloro), 
gamma-irradiation, ESR 
Uracil (5-chloro-3-oxa), 
inhibition-growth, Escherichia coli 
Uracil (5-cyclopropyl), 
synthesis 1795 
Uracil (4,5-diamino-1,3-dimethyl), 
interaction-diketone 3353 
Uracil-2,6-diaminopurine, 
interaction-polynucleotide, 
thioketo substitution 3989 
Uracil (S-diazo), 
effect on DNA biosynthesis/cell division, 
Salmonella typhimurium 4795 
induction-DNA degradation, Escherichia 
col4/Salmonella typhimurium 4997 
inhibition-Escherichia coli/Salmonella 
typhimurium cell division 3958 
interaction-pyridine 2825 
ring contraction 3352 
Uracil (dihydro), 
irradiation-induced radical, 
interaction-p-nitroacetophenone 
Uracil (5,6-dihydro-2-thio), 
synthesis 5601 
X-ray crystallography 4464 
Uracil (1-(1,3-dihydroxypropyl)), 


3989 


2853 
DNA 


Escherichia coli, turnover 


5609 
1080 


4999 
3354 


4999 


effect of 


3355 


synthesis 2378 
Uracil (1,3-dimethyl), 
photoaddition, tetrahydrofuran 
synthesis 5602 
Uracil (1,3-dimethyl-4-amino), 
synthesis, structure 4990 
Uracil (1,3-dimethyl-4-thio), 
Light-induced amine addition 1796 
photochemistry, prescence-triethylamine 1797 
Uracil (1,3-dimethyl-5-tetrahydrofuran-2-yl), 
synthesis 615 
Uracil (1,3-dimethyl-6-tetrahydrofuran-2-yl), 
synthesis 615 
Uracil (S5-ethynyl), 
synthesis 6081 
Uracil (5-fluoro), 
chemical properties, role-mutagen 
chromatography (gas-liquid) 5603 
cytosine arabinoside, combination, {s 
chemotherapy, cancer (gastrointestinal) 44 
detection-plasma/urine, use-chromatography 
(gas) 4998 
effect on DNA biosynthesis/RNA 
biosynthesis/protein biosynthesis, Ehrlich 
ascites carcinoma 2384 
effect on DNA biosynthesis, 
2190 
effect on DNA biosynthesis, 
adenocarcinoma 918 
effect on mRNA biosynthesis/cell division 
induction, Helianthus tuberosus 797 
effect on spore development, Phycomyces 
blakesleeanus 5613 
effect on TMP synthetase 645 
incorporation-complementary strand-RNA 
biosynthesis, fowl plague virus 5199 
induction-mutagenesis, mechanism, 
Saccharomyces cerevisiae 5610 5611 
interaction-isobutylene/methylene 
cyclopentane/methylenecyclohexane/methylcycl 
oheptane 4465 
photocycloaddition 614 
resistance-Candida species, mechanism 2836 
toxicity, cancer chemotherapy, effect of 
Saccharomyces cerevisiae procytoxid 623 
treated, HeLa cell, effect of cytidine 
(5-fluoro) 4146 
use-cancer treatment 5612 
Uracil (5-fluorol-beta-Dribofuranosyl), 
synthesis 6082 
Uracil (5-hydroperoxymethyl), 
synthesis/characterization 3952 
Uracil (6-(p-hydroxyphenylazo)), 
effect on recombination, Bacillus subtilis 
3756 
Uracil(2, 3°-imino-1-(beta-d-lyxofuranosyl), 
synthesis 1095 
Uracil (5-1todo), 
DNA-containing, phage T4, 
Uracil (5-fodo) (Contd), 
gamma-irradiation, ESR 
Uracil (5-fodo-3-oxa), 
inhibition-growth, Escherichia coli 
Uracil (6-mercapto-1,3-dimethyl), 
interaction-diethyl ethoxymethylenemalonate 
6083 
Uracil(1-methyl), 
binding-RNase S active site 3884 
complex-hydrogen bromide, radical formation 
1071 
oxidation-permanganate ion 
Uracil (2-methylthio), 
mass spectra 1798 
Uracil (propylthio), 
effect on 
phosphatidylchol ine/phosphatidylethanolamine 
/sphingomyelin biosynthesis, chick liver 
microsome 4479 
kinetics, hyperthyroidism 
Uracil (3-ribosyl-6-methyl), 


615 


4991 


small intestine 


stomach 


reactivation 458 


3354 


4999 


6084 


45 


"253 


phosphate acceptor, phosphodiester bond 
synthesis 2883 
Uracil(1,2-tetrahydrofuryl-5-fluoro), 
chromatography (gas-liquid) 5603 
effect on DNA biosynthesis/RNA 
biosynthesis/protein biosynthesis, Ehrlich 
ascites carcinoma 2384 
Uracil(2-thio), 
derivative, inhibition-DNA polymerase III, 
Bacillus subtilis 4281 
effect on adventitious root formation, 
Phaseolus mungo 917 
effect on amaranthin biosynthesis, Amaranthus 


caudatus 2385 
effect on Lime plant, citrus tristeza virus 
infected 5000 


effect on RNA biosynthesis, Nicotiana alata 
pollen tube 4149 
effect on tobacco mosaic virus 5615 
inhibit ion-tobacco mosaic virus replication 
5565) 
inhibition-turnip yellow mosaic virus 
synthesis 5607 
Uracil (2-thio-5-carboxy), 
ESR 1072 
Uracil (S-trimethylsilyl), 
synthesis 2824 
Uracil arabinoside, 
ESR 4486 
phosphate, separation-chromatography (high 
pressure Liquid)/chromatography (thin layer) 
6122 
Uracil arabinoside(3°-O-methyl), 
conformation 3380 
conformation, NMR, effect of sugar-hydroxyl 
dissociation 2400 
Uracil arabinoside (5-thiocyanato), 
activity-antiviral agent 2406 
Uracil-DNA glycosidase, 
effect on Escherichia coli 
Uracil nucleotide, 
reduction, 
inhibition-cytidine (deoxy) /cytosine 
arabinoside/hydroxyurea 2892 
Uracil phosphoribosyltransferase, 
effect of gamma-irradiation, protection-ATP, 
rat 5646 
Uranyl acetate, 
staining-ribonucleoprotein complex, 
Drosophila hydei chromosome puff 
Uranyl ion, 
staining-plant DNA 
Urea, 
effect on RNase temperature transition 4908 
effect on staphylococcal nuclease digestion, 
chromatin 2292 
RNase A, transfer free energy 
Uremastix hardwickii, 


DNA repair 1493 


3846 
3609 


4381 


brain, localization-5*-nucleotidase/acid 
phosphatase 3330 
Urethan, 


complex-DNA, carcinogen, activity 483 
effect on DNA biosynthesis, rat bone 
marrow/lymphoid tissue 2677 
effect on DNase activity 556 
inhibition-RNA biosynthesis/protein 
biosynthesis, relationship-microsphere 
formation 6318 
Urethan(N-hydroxy), 
effect on DNase activity 
Uric acid, 
content-serum/urine, 
gout/hyperuricaemia 
Uridine, 
adamantanylphosphonate 
derivative, synthesis 
analysis, cadmium ions/copper 
jons/zinc ions probe 1802 
cellular transport, inhibit ion-adenosine 


556 


effect of purine, 
3360 


(2" 53." =cyclto~1) 


5621 
jions/mercury 


254 


Uridine(Contd), 

(N6-(deltaZ-)isopentenyl) 1104 
Galleria melonella rRNA 28S 3'-terminal 
incorporation, RNA 1109 : 
incorporation-RNA biosynthesis, brain 

topography 4123 
incorporation-RNA, 

rhythm 5801 
inhibition-DNA biosynthesis/TMP synthetase 

activity, L cell Geng 
Laspeyresia pomonella RNA biosynthesis, in 


2are 


Lemna gibbon 63, diurnal 


vitro 4642 ; : 
metabolism, mammary gland, effect of-insulin 

249 ] ; 
modification-tRNA Tyr anticodon, Escherichia 
cola 1879 


phosphorylation-cyclopropylmethyl dihydrogen 
phosphate 1085 


precursor efficiency, kidney hypertrophy 


1993 
RNase S complex, conformation, theory 5626 
transport, 3173 cells, suspension/monolayer 
culture 1101 


tritium labelled, 
monolayer culture 
uptake, Ascidia callosa, eqg-maturation 
uptake, lymphocyte B/lymphocyte T 82 
Uridine (5-alkyl-2"-deoxy), 
synthesis 1808 
Uridine (6-alkylthio), 
synthesis 2397 
Uridine (5-allyl-2*-deoxy), 
biological properties, toxicity 
Uridine (2°-amino-2*-deoxy), 
aminoacyl derivative, synthesis/biological 
activilty |) 5% 9) 
interaction-imidazole nucleoside 
(5"=phospho), polymerization 5620 
peptide derivative, synthesis/biological 
act dv Ttiy e577 
Uridine (ammonium 
5-bromodeoxy) 5*-methylphosphonate, 
inhibition-membrane transport-uridine 
(5-fluoro-6-deoxy), mouse Leukaemia cell 
6103 
Uridine (6-aza), 
biosynthesis, Brevibacterium ammoniagenes 
mutant 1110 
chromatography (gas-liquid) 563 
effect on rabies virus, in vitro/in vivo 
2874 
inhibition-Newcastle disease virus 
replication, effect of adenine 
derivative/glutamine 5028 
inhibition-Newcastle disease virus 


replication, effect of ATP/uridine kinase 
5027 


incorporation-HeLa cell 
1105 
80 


5039 


inhibition-turnip yellow mosaic virus 
synthesis 5607 
resistance, A9-cell 

synthesis 3375 

Uridine(5-bromo), 

adamant anylphosphonate (2',3*=cyclo-1) 
derivative, synthesis 5621 

Gamma-irradiation, ESR 3354 

Uridine (5-bromo-2"*-deoxy), 
antibody, use-~detection-DNA replication 
5890 

containing, DNA, replication initiation, 
effect of light 4278 

debromination, bisulphite mediation 
2853 

effect on DNA biosynthesis during S$ 
phase-cell cycle 5634 

effect on glycosaminoglycan biosynthesis, 
chick embryo 3969 

effect on Styela plicata spermatocyte 
chromosome 4491 

incorporation, chick embryo Cartilage, DNA 


1103 


biosynthesis 4289 
Qamma-irradiation, ESR 3354 
mechanism-chromatid modification 4903 
mechanism-mutagenesis, Chinese hamster cell 
6104 
modification-lactate dehydroaenase/aldolase, 
neuroblastoma 4490 
resistant, haploid froo cell, 
deficient-thymidine kinase activity 4959 
substitution-DNA, effect on histone bindina 
6393 
toxicity-embryo, mechanism 
use-chromosome Labelling 
Uridine (bromodeoxy), 
antibody, immunofluorescence determination, 
DNA biosynthesis 1478 
effect on adventitious root formation, 
Phaseolus mungo 917 
effect on chondroitin sulphate 
alycosyltransferase, chondrocyte 3970 
effect on chromosome R banding/@ banding 
effect on collagen biosynthesis 634 
effect on differentiation/cell division, 
embryo 3767 
effect on DNA repair, methyl 
methanesulphonate-induction 433 
effect on alucose-6-phosphate dehydrogenase, 
eukaryote 3386 
effect on immunogenicity, phage SP01/phage T4 
DNA 1661 
effect on SV40-transformed cells 
effect on Tetrahymena pyriformis 
aqrowth-Tetrahydrofolic acid 9239 
effect on vaccinia virus induced polypeptide 
biosynthesis 5083 
incorporation-DNA, during S phage, 
cell culture, assay 5029 
incorporation, effect on 
photosensitivity/heat resistance, L 
cell-thymidine kinase-deficient, 
mitochondrial DNA 324 325 
incorporation, photosensitivity-mitochondrial 
DNA nicking 2088 
induction-alkaline phosphatase 3967 
induction-foamy virus, SV40-transformed cell 
79 
LabellLing-DNA/sister chromatid, 
resistance, Nicotiana tabacum, 
control-Mendelian factor 635 
substituted cell, DNA/RNA, nucleotide 
analysis 4141 
substituted DNA, thermal denaturation 
suppression-33258Hoechst fluorescence, 
analysis-Chinese hamster cell chromosome 
replication 1516 
treatment, melanoma 816, induction-acidic 
polysaccharide synthesis 8&1 
treatment, chromosome bandina, 
lymphocyte 1112 
Uridine (5-carbomethoxymethyl), 
synthesis 2396 
Uridine (3-deaza), 
activity-cytosine arabinoside 
sensitive/resistant Leukaemia L1210, 


2886 
5633 


522 


1400 


rat embryo 


in vivo 5816 


1436 


human 


mechanism 2873 
methylation, catalysis-stannous chloride 629 
treatment-skin cancer 2865 
Uridine (deoxy), 
effect on herpes simplex virus infection 78 


excretion, irradiation-bone marrow, 


relationship-mitotic index 2493 
metabolism, small intestine 72 
stacking self-association 3381 


synthesis 5015 

Uridine (5 *-deoxy-2°,3°-O-carbonyl), 
synthesis 2852 

Uridine (2*-deoxy-2°-fluoro), 
conformation, NMR 6099 


Uridine (2*-deoxy-6-aza), 
synthesis 5015 
Uridine (2°,5°-dideoxy), 
synthesis 2852 
Uridine (5,6-dthydro-2,4-dithio), 
X-ray crystallography 4484 
Uridine (5-ethyl-2*-deoxy), 
biological properties, toxicity 
Uridine (5-fluoro), 
activity-antitumour agent 2884 
inhibition-rRNA biosynthesis/maturation, 
Novikoff ascites hepatoma 2037 
synthesis 2848 3375 
Uridine (5-fluoro-2'-deoxy), 
activity, mechanism 2885 
oncogenesis transformation-C3H cell 
Uridine (3 °-fluoro-3"-deoxy), 
synthesis 1807 
Uridine(5"-fluoro-5"-deoxy), 
ademantanylphosphonate (2',3'=-cyclo-1) 
derivative, synthesis 5621 
Uridine (5-f Luoro-6-deoxy), 
membrane transport, inhibition-uridine 
Cammonium 5~bromodeoxy(5*-methylphosphonate, 
mouse leukaemia cell 6103 
Uridine (fluorodeoxy), 
effect on DNA biosynthesis, 
437 
effect on DNA biosynthesis, 
incorporation-cytidine (deoxy)/thymidine, 
thymus 4824 
effect on mitochondrial DNA biosynthesis, 
mouse L cell 4291 
inhibition-thymidine degradation, 
stimulation-thymidine incorporation-DNA 
2671 
resistant glioma, 
SO 
sensitive/resistant neuroblastoma, 
synthetase activity 1026 
Uridine (alpha-5-formyl), 
X-ray crystallography 4485 
Uridine (6-hydroxy-5,6-dihydro), 
isomerisation/conformation 3282 
Uridine (5-hydroxymethyl), 
jsolation-rRNA, yeast 4108 
Uridine (S-hydroxymethyl-2-thio), 
synthesis 5622 
Uridine (5-iodo-2"-deoxy), 
antibody, use-detection-DNA replicstion 
effect on cytomegalovirus infection-mouse 
2875 
effect on herpes simplex virus type 
J-associated antigen, transformed cell 
role-drug effect on DNA biosynthesis, 
3968 
toxicity-embryo, mechanism 288% 
treatment-psoriasis/effect on immune 
response, review 2804 


Uridine (iododeoxy), ; Bra? 
activity-antiviral agent, comparison-uridine 


(methoxymethyldeoxy)/cytosine ‘ 
arabinoside/adenine arabinoside 632 
125-iodine-labelled, assay, murine sarcoma 
virus, immune response 77 * 
cytosine arabinoside, treatment-herpes 
simplex virus infection 71 
effect on DNA polymerase activity, A-type 
virus/C-type virus infected neuroblastomo 
5635 r 
effect on DNA repair, methyl 
methanesulphonate-induction 433. 
effect on DNA replication, Chinese hamster 
cell 4802 
effect on vesicular stomatitis virus/Sindbis 
virus/mouse encephalitis virus/vaccinia 
virus replication 2405 
incorporation-DNA biosynthesis, mouse 
2642 


5030 


2494 


Chinese hamster 


5"-nucleotidase activity 


TMP 


5890 


5634 
tumour 


255 


incorporation-mouse DNA 4254 

jodine 125-labelled, decay, DNA, phage 

T4/phage T1, damage 317 

treatment-herpes simplex virus infection 
1815 


uptake, assay, tumour growth/inhibition 445 


Uridine (S5-iodo-2! ,5.° -dideoxy), 
synthesis 4480 
Uridine (S-mercapto-2°-deoxy), 
RNA/DNA, incorporation-nucleoside, 
Lymphocyte, in vitro 6105 
| Uridine (S5-mercaptomethyl-2°-deoxy), 
synthesis, antiviral agent activity 56 
Uridine (S-methoxy), 
occurrence-tRNA Ala/tRNA Thr/tRNA Val 
anticodon, Bacillus subtilis 6167 
Uridine (methoxymethyldeoxy), 


(iododeoxy)/cytosine arabinoside/adenine 
| arabinoside 632 
| Uridine (5-methyl), 
biosynthesis-tRNA, Escherichia coli, 
role-gene trmA 118 
function, Escherichia coli tRNA 124 
stacking self-association 23381 
synthesis 2395 3375 
Uridine (6-methyl-2"-deoxy), 
conformation, NMR 1811 
Uridine (S-methyl-2-thio), 
tRNA f Met, circular dichroism, Thermus 
thermophilus 4519 
Uridine (02°-methyl-5-carbamoyl), 
occurrence/characterization-yeast tRNA 
Uridine (02°-methyl-S-carboxymethyl), 
presence-Saccharomyces cerevisiae tRNA 673 
Uridine (S-methylaminomethyl-2-thio), 
synthesis 2396 
Uridine (6-methyldeoxy), 
dinucleotide-containing, syn conformation, 
effect of spleen/snake venom 
phosphodiesterase 2351 
Uridine (5-propyl-2"-deoxy), 


biological properties, toxicity 5030 
Uridine (pseudo), 
biosynthesis, enzyme assay, BHK cell tRNA 
5684 


loop, tRNA, function 1888 
Uridine-6-sulphonic acid, 
synthesis 2397 
Uridine(tetrahydro), 
enhancement-cytidine(5-aza) activity, 
Leukaemia L1210 1822 
interaction-liver cytidine deaminase 
Uridine(tetramethyl), 
stacking self-association 
Uridine (4-thio), 
complex-cytidine induction, effect of 
UV-irradiation-tRNA 5062 
inhibition-turnip yellow mosaic virus 
synthesis 5607 


1113 


3381 


tRNA, Escherichia coli, UV-irradiation 114 


activity-antiviral agent, compar ison-uridine 


5003 


d Leukocyte 1309 
incorporation-RNA 1109 
Uridine (5-vinyl-2°-deoxy), - 
biological properties, toxicity 
5030 
Uridine kinase, 
activity, effect of cytidine 
(5-aza)/cycloheximide 4431 
actiVity-human embryo Liver 2775 
calf, brain, precipitation-lead ions 
597 
effect on uridine (6-aza) : 
inhibition-Newcastle disease virus 
replication 5027 
Liver, effect of cycloheximide 596 


Uridine nucleotide, 


interaction-2-propanol 4494 


Uridine phosphorylase, 
kinetics, mechanism, 
4434 


Escherichia coli 


S-Uridyi-L-homocysteine, 


inhibition-tRNA methylase 2448 


Uridyl (di )pheny lphosphate, 


stereochemistry 104 


Uridyl (didphosphate (O0°-benzyl), 


synthesis, properties 98 


Uridylyl(-3",5°-)5-methylcytidylyl 


(3",5" guanosine, 
synthesis 2416 


Uridylyl(-3°,5*"-) adenosine, 


complex-osmium ion 2414 


interaction-2-propanol 4494 


Uridylyl(-3",5*°-)adenosine (2°-deoxy-2'-fluoro) 


conformation, NMR 6099 


Uridylyl(-3",5°-)uridine, 


interaction-2-propanol 4494 


Urinary protein, 


Leukaemia, effect on DNA biosynthesis/RNA 


biosynthesis, bone marrow 1579 


Urine, 


content-uric acid, effect of purine, 
gout/hyperuricaemia 3360 
detection-uracil (5-fluoro)/ftorafur, 


use-chromatography (gas) 4998 
human, RNase, purification/properties 4911 
polyribosome-rich lymphocyte, assay 3825 


purine/pyrimidine methylation, determination, 
chromatography (gas-liquid) 1782 


Ustilago, 


RNase, guanylyl-specific, characterization, 
differential activity staining 1721 


Ustilago maydis, 


DNA polymerase, DNase activity, properties 
(ABIES 

DNA polymerase, purification/properties 

DNA polymerase, stimulation-DNA binding 
protein 4950 

double-stranded RNA/killer phenotype, 
inheritance 1971 


2336 


tRNA f Met, binding-methylmercuric hydroxide, Uteroglobin, 


Escherichia coli 5666 


Saccharomyces cerevisiae tRNA Eyis) 2 anticodon 


5"-terminal, role 2482 
use-tRNA structure determination 
Uridine (5-thiocyanato), 
activity-antiviral agent 2406 
Uridine (S-thfocyanato-2'-deoxy), 
activity-antiviral agent 2406 
Uridine(2°,3°,5*-tri-O-acetyl-5-thiocyanato), 
activity-antiviral agent 2406 
Uridine (2°,3°,5°-triacetyl-6-aza), 
treatment-psoriasis/effect on immune 
response, review 2804 
Uridine(tritiated), 
autoradiography, method 1477 


effect on RNA biosynthesis, Cricetulus 
griseus 


4514 


fibroblast/normal/Phytohaemagglutinin-treate | 


256 


mRNA, rabbit, translation, Xenopus laevis 
oocyte 813 


mRNA, translation, cell-free system 3600 


Uterotrophic placental protein, 


stimulation-uterus growth/DNA biosynthesis 
2668 

Uterus, 

DNA biosynthesis, effect of X-irradiation 
3752 

DNA biosynthesis, oestrogen stimulation 425 

DNA biosynthesis/phospholipid biosynthesis, 
effect of pregnancy 3705 

endometrium, testosterone receptor protein, 
interaction-chromatin 1716 

epithelium/stroma, DNA biosynthesis/RNA 
biosynthesis, pregnancy 233 

growth/DNA biosynthesis, uterotrophic 
placental protein stimulation 2668 


Uterus (Contd), 

myoma/endometrium, RNA/DNA content 2038 

nonhistone protein biosynthesis, effect of 
17beta-oestradiol 989 

oestrogen-induced RNA biosynthesis, effect of 
intra-uterine device 3557 

protein biosynthesis, reoulation-oestrogen, 
effect of RNA biosynthesis 1232 

rabbit, effect of herpes simplex virus 
infected nucleic acid extract 4322 

rat, membrane-bound ribosome, 
Stimulation-oestradiol 5126 

rat, protein kinase activity/nonhistone 
protein phosphorylation, effect of 
17beta-oestradiol 4961 

rat, RNA biosynthesis, effect of 
DL-propanolol 4156 

rat, RNA polymerase I/RNA polymerase II, 
effect of oestradiol/oestriol/Nafoxidine 
4419 

RNA biosynthesis, effect of oestradiol 

RNA + DNA content/alkaline phosphatase 


677 


activity, effect of oestradiol 253 
UTP, 
heart, specific labelling 1823 
incorporation, Triton xX-100-treated platelet 


4121 
metabolism, aflatoxin Bi-treated HeLa cell, 
relationship-RNA biosynthesis 4148 
radioactivity, determination-RNA polymerase 


2407 

UTP (5-mercuri), 
use-transcription probe, 

UTP Comega-oxyalkyl), 
synthesis 638 

UTP arabinoside (5-formyl), 
affinity lLabelLling-RNA polymerase, 
Escherichia coli 4935 

duTPase, 
Bacillus subtilis, phage PBS2 inhibitor 


in vitro 6131 


a aa 


- Uukuniemi virus, 


RNA polymerase, isolation 1006 


structure 1686 


VA13 cell, 
human, DNA excision-repair determination, 
role-hydroxyurea 4305 
Vaccinia virus, 
DNA-binding protein, 
vitro 2755 
DNA biosynthesis, 
acid/antiserum 


interaction-DNA, in 


effect of phosphonoacetic 
906 


DNA, bleomycin-induced degradation, effect of 
ATP 3656 
DNA, isolation 4189 
DNA, replication, infected Hela cell 5383 
_ DNA, structure 1449 5318 
DNase, inhibition-DNA biosynthesis, HeLa cell 
3728 


encephalitis, hypoxanthine arabinoside 
5*"=-monophosphate, treatment 91 

growth, inhibition-ribavirin 5628 

induced polypeptide biosynthesis, effect of 
uSidine (5-bromodeoxy) 5083 

induced protein, effect on L-M cell density 

1325 

infected Hela cell, 
properties 6044 
infected HeLa cell/L cell, 
regulation-translation 5703 

infection-HeLa cell, ribosomal protein 
phosphorylation 1206 

insertion-DNA, infected cell 6530 

keratitis, treatment-hypoxanthine arabinoside 
5"-monophosphate 90 
replication, effect of canaline 


effect on DNA ligase 


2174 


Vaccinia virus(Contd), 


replication, effect of uridine (iododeoxy) 


2405 
mRNA, 5*-terminal, methylation/guanylyLlation 
5766 
subviral particle, RNA polymerase activity, 
Characterization 1734 
Valine, 
pool, relationship-protein biosynthesis 5094 


RNA aminoacylation, eaoplant mosaic virus 
2919 f 
transport, role-tRNA (Leucyl) synthetase 
Valinomycin, 
effect on protein biosynthesis/membrane 
transport 172 
Varicella zoster virus, 
infection, treatment-adenine arabinoside 
2862 
inhibition-adenine arabinoside/hypoxanthine 
arabinoside 2862 
Vasodilaticn, 
activity, adenosine (2-substituted) 52 
Venezuelan equine encephalomyelitis virus, 
RNA biosynthesis/ribonucleoprotein 


680 


biosynthesis, mitochondria 3022 
Venom, 
snake, radioprotection activity 2475 


Venom gland, 
Apis mellifera, 
mRNA 6284 
Vernalization, 
Triticum aestivum, 
1076 
Vero cell, 
canine distemper virus-infected, 
isolation, use-caesium chloride 
centrifugation 5740 
growth, effect of amphotericin 8 methyl ester 
Saige 
protein biosynthesis, 


characterization-promelittin 


effect of guanine(8-aza) 


RNA, 


regulation-serum 4037 


translation-cell-free system 285 
Verrulous squamous cell, 
carcinoma-larynx, DNA content 5248 


Vertebrate, 5 
cell Line, Chilo iridescent virus infected, 
occurrence-DNA biosynthesis 5388 
erythrocyte, purine metabolism 3362 

nuclear DNA content, review 4449 
Vesicular stomatitis virus, 
cell killing particle activity, 
inhibition-interferon 3548 
defective interfering particle, 
double-stranded RNA, cross-linking 
gene transcription 2018 4165 
induced RNA, molar ratio-BHK-21 cell 
infected L cell, RNA polymerase, 
transcription product, analysis 6028 
mutant, temperature-sensitive, infected L 
cell, protein biosynthesis, inhibition 
mutant, temperature-sensitive, RNA 
biosynthesis 3547 
protein biosynthesis control 3456 
protein biosynthesis initiation, 
inhibition-hypertonicity 1233 
replication, effect of uridine (iododeoxy) 
2405 
replication, 
107 
RNA, 3'-terminal sequence 
RNA, 5’-terminal sequence 1965 
mRNA, 5*=-terminal seauence 201 1271 
RNA biosynthesis, cell culture, 
determination, method 240 
RNA biosynthesis in vitro, 
fractionation 3546 
RNA biosynthesis, 
inhibition-aurintricarboxylic 
acid/polyethylene sulphonate 241 
RNA biosynthesis, resistance-L cell clone 
5783 


2976 


4136 


3455 


inhibition-poly d(U) (2°-fluoro) 


Sivit 


effect of 
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Vesicular stomatitis virus(Contd), 
mRNA, methylation 2542 3021 
RNA replicase, structure/function 
RNA structure/origin, 
relationship-interference 2506 
mRNA transcription/translation, 
mechanism/regulation 6309 
mRNA, translation/characterization 2054 
mRNA translation, role-quanosine (7-methyl) 
5'’-terminal 5237 
Rous sarcoma virus DNA 
induction 3205 
suppression-MPC-11 cell mRNA translation 
5806 
Vibrio cholerae, 
DNA biosynthesis, d-camphor inhibition 
immunity, induction-RNA protein complex 
Vicia faba, 
DNA content, endopolyoloidy 293 
DNA content, relationship-mitosis duration 
2588 
DNA, hydrolysis-Escherichia coli 
Bib eu 
jirradiation-induced chromatid aberration, 
distribution 3870 
meristem, poly(A)-containing RNA, 
2969 
occurrence-double-stranded nascent DNA 
root meristem, poly(A)-containing RNA, 
size/localization-poly(A) 1288 
seed, content-DNA/RNA/protein, during 
ontogenesis 6361 
Vicia hajastana, 
seed, DNA content, polyploidy 
Vicia sativa, 
DNA content, 
2588 
DNA, hydrolysis-Escherichia coli 
55121 
Vigna sinensis, 
mitochondfia, RNA biosynthesis, effect of 
rifampicin/ethidium bromide/AMP (cyclic) /GMP 
(cyclic) 2559 
normal/infected-cowpea chlorotic mottle 
virus, RNA biosynthesis, effect of 
actinomycin D 2562 
pretoplast, infection-cowpea mosaic virus 


5540 


infection, interferon 


1567 
6551 


endonuclease 


isolation 


6452 


4188 
relationship-mitosis duration 


endonuclease 


RNA, effect of temperature/pH 5784 
Vigna unguiculata, 
fruit abscission 1946 
Vinblastine, 
effect on DNA biosynthesis, stomach 


adenocarcinoma 918 

effect on DNA biosynthesis, 

tumour cell 5420 

effect on DNA repair/DNA biosynthesis, 

Yoshida ascites cell 916 

effect on induced DNA biosynthesis/RNA 

biosynthesis, rat lymphocyte 4825 
Vinca rosea, 


crown gall tumour, DNA polymerase, properties 
2794 


Vincristine, 
effect on DNA repair/DNA biosynthesis, 
Yoshida ascites cell 916 

Viomycin, 
effect on ribosome, 
binding-dihydrostreptomycin, Mycobacterium 
smeamatis/Escherichia coli 3123 
inhibition-protein biosynthesis, Escherichia 


Yoshida ascites 


coli cell-free system 6223 
Viper, 
C-type virus, structure/charact*rization 
2726 
Viral inhibitory factor, 


aderovirus type 12-induced tumour/transtormed 


cells, characterization 2173 
Virion, 
maturation, Sendai virus-infect2> chick 
embryo 3019 
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Virion(Contd), 

production, induction-mitomycin C, 
Sv40-transformed mouse kidney cell/Chinese 
hamster cell 5298 

Sendai virus, assembly, 

Virulence, 

Erysipelothrix rhusiopathiae, 
relationship-aquanosine + cytosine 
content-DNA 6420 

Virus, 
see also specific viruses 


kinetics 2017 


animal, DNA/RNA replication, control, review 
21 
animal, infection, cell, DNA/PNA replication, 
control, review 3 
animal, mRNA translation, control, review 29 
assembly, control mechanism, review 19 
DNA containina, cell transformation, review 
4978 
DNA recombination, theory 4854 
DNA/RNA/protein transport, infected cell, 
review 5 
interaction-host genome, review 7 
RNA biosynthesis/DNA biosynthesis, 
discrimination-host, review 14 
RNA, function-aminoacylation 2918 
specific RNA polymerase activity, Alfalfa 
mosaic virus infected tobacco leaf 3287 
transformation, 
enhancement-carcinoaen/mutaagen, role-DNA 
repair 4307 
Virus-like particle, 
Saccharomyces cerevisiae 1970 
Visna virus, 
ONA, infectivity 2799 
genome, structure 1967 
RNA genome sequence, comperison-orogressive 
Pneumonia virus/maedi virus 4618 
Vitamin, 
cytosine (S-hydroxymethyl) + thymine, effect 


e 
on pentobarbital activity, 2383 
Vitamin A, 
deficiency, effect on DNA biosyntnesis/RNA 
biosynthesis/adenine nucleotide 
biosynthesis, testis 2195 
Vitamin B6, 
inhibition-RNA biosynthesis/protein 
biosynthesis, Hela cell 4158 
Vitamin B12, 
effect on ATP/CTP/GTP/TTP pool, 
gracilis 4495 
reduction-UMP/incorporstion-DNA, Drosophila 
melanogaster 5042 
Vitamin C, 
cleavaage-DNA, protection-catalase/superoxide 
dismutase 3646 
mutagenicity 3645 
Vitellogenesis, 
Periplaneta americana, 
during 5769 
Vitellogenic protein, 
mRNA, induction-oestrogen, Xenopus laevis 
liver &12 
Vitellogenin, 
biosynthesis, 
Livierm. 4776 
biosynthesis, polyribosome, Xenopus laevis 
liver, characterization 19C3 
induction-17beta-oestradiol biosynthesis, 
Xenopus laevis 4138 
polyribosome, oestrogen-treated rooster 
liver, characterization 4564 
polyribosome, oestroaen-tre3ted rooster 
liver, isolation 4565 
mRNA, isolation/characterization, Liver, 
Oestrarial-tnreated chack, Siac 
mRNA/polyribosome, properties 
mRNA, translation in vitro 


mouse 


Eualens 


RNA biosynthesis, 


induction-oestrogen, avian 


2569 
1903 


Volvox carteri, 
Synchronization-cell culture, separation-sell 
type 880 


Walker carcinosarcoma, 
DNA biosynthesis, circadian rhythm 895 
effect of bull seminal vesicle RNase, rat 
4395 
mitochondria, RNA, identification 4597 
radiosensitization-DNA, iodoacetamide 
Water, 
binding-DNA sodium/potassium salt, IR 
spectroscopy 638&8& 
conformation-nucleoside 
diphosphate/nucleoside triphosphate, NMR 
5053 
effect on DNA structure 3657 
inhibition, effect on ribosome activity/DNA 
biosynthesis/RNA biosynthesis, Pisum arvense 
5128 
Water flea, 
rRNA, structure 
Wheat, 
see also Triticum species 
DNA, transcription, Escherichia coli RNA 
polymerase, RNA, structure 214 
cenome, seauence organization, use-oat DNA 
hybridization 6453 
leaf, mRNA, 5*-terminal, 
occurrence-guanosine(7-methyL) 
rRNA, 3'-terminal nucleoside, 
comparison-wheat germ RNA 4632 
root, polyribosome, deaqradation-2-N-methyl 
propionamide (4-methyl-2,6-dinitroanilino) 
5120 
Wheat embryo, 
deoxyribonucleotidyl transferase, 
purification/characterization 4970 
distribution-mRNA during aermination, 
relationship-informosome 5148 5148 
polypeptide, relationship-elongation factor 
EF1, function 4077 
tRNA nucleotidyltransferase, 
properties 3301 3301 
Wheat germ, 
cell-free system, 
translation 3581 
cell-free system, poly(A) containing 
influenza virus mRNA translation 3485 
cell-free system, protein biosynthesis 
initiation, temperature sensitivity 2485 
cell-free system, translation-collagen mRNA 
2568 
cell-free system, 
virus RNA 3586 
content-RNA/polyamine, effect of age 
DNA polymerase gamma, characterization 
elonaation factor EF1, distribution, 
properties 181 
extract, influenza virus RNA, 
purification/activity 731 
fraction, role-tRNA Met-ribosomal subunit 40S 
initiation complex 6238 
3"-nucleotidase, purification/kinetics 3941 
ribonucleoprotein (messenger), properties 
961 
RNA binding protein, characterization 
RNA biosynthesis, UMP rich, during 
germination 4131 
tRNA methylase, oroperties 131 
tRNA (phenylalanyl)synthetase, 
properties 45238 
RNA polymerase II (DNA dependent), 
purification 1015 
RNA, 3'-terminal nucleoside, 
wheat/barley/corn/pea 4632 


3631 


4625 


4631 


isolation, 


influenza virus RNA 


translation-tobacco rattle 


3497 
589 


507 


purification, 


comparison-rRNA, 


WI-38 cell, 
biosynthesis/acetylation-arginine-rich 
histone, during proliferation 5699 
DNA biosynthesis/cell division, #ffect of 
aguiescence 5440 
DNA repair, effect of age 4805 
human cytomegalovirus infected, 
polymerase 3729 
human, DNA, T4-endonuclease V-sensitive site, 
effect of UV-irradiation 3196 
human, DNA excision-repair determination, 
role-hydroxyurea 4205 
protein biosynthesis, translation control 
2460 
Wild cucumber mosaic virus, 
RNA structure 4095 
Wing disk, 
Pieris brassicae, poly (A)-containing mRNA, 
purification, characterization 732 
Wound, 
see also Injury 
Wound tumour virus, 
double-stranded RNA, sequence homology, 
yeovirus type 3/cytoplasmic polyhedrosis 
virus 4614 
RNA, isolation 


induct ion-DNA 


2966 


X-body, 
potato virus X, function, ribosome 
biosynthesis, effect of actinomycin D 
X-ray crystallography, 
adenine (catenadichloro-mu-9-methyl) zinc 
complex 4985 
adenine(&-aza)hydrochloride 4469 
adenosine (8-bromo-2',3'-0-isopropylidene) 
conformation. 5623 
ADP rubidium salt 
AMP 4492 
coformycin 4487 
cytidine (5,6-dihydroiso)monohydrate 
GMP cadmium complex 4496 
poly(A) fragment 4506 
pyrimidine (1,1°-trimethylenebis) derivative 
4462 
tRNA (tyrosyl) synthetase, 
stearothermophilus 6189 
RNase S*, semisynthetic, 
RNase S 4919 
1-isotubercidin (deaza) 5624 
uracil (5,6-dihydro-2-thio) 4464 
uridine (5,6-dihydro-2,4-dithio) 
uridine (Calpha-5-formyl) 4485 
X-ray diffraction, 
adenine (8-bromo-9-ethyl), 
monohydrate complex 55990 
adenine (9-ethyl), parabanic acid complex 
5592 
adenylyl -3°,S5"-uridine, RNA fragment 
calf thymus DNA, intercalation, 
2-hydroxy-ethanethiolato(2, 
2°2-terpyridine)nlatinum (II) 
chromatin, physical properties 
cytosine arabinoside (anhydro), 
3962 
jisocytosine/cytosine/uracil crystal, 
of water vapour 5600 


Sits 


5031 


4483 


Bacillus 


comparison-native 


4484 


cyanuric acid 


6140 


1408 
4347 
structure 


effect 


DONA 1434 

DNA, bindina-copper/silver 5266 

DNA, polyethylene glycol containing solution 
6404 

guanylyl (-3°,5°-cytidine, KNA fragment 6141 


poly(U) polyamine complex 2900 
alpha-D-ribofurol1',2':4,5]-d2-oxazolidone, 
cytidine (5-aza) decomposition product 5625 
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Xeray diffraction(Contd), 
satellite DNA conformation, Gecarcinus 
Lateralis/Drosophila virilis/Mus musculus 
6444 
Xo-r scatterin 
Peartinda colt ribosomal protein L7/L12, 
conformation 5103 
Escherichia coli ribosomal protein S4, 
conformation 5710 
Kanthine, 
analogues, complex-poly(A) 1857 
synthesis, use-phenylazomalonic acid 6059 
Nanthine(methyl), 
stimulation-tRNA(aminoacyl) binding 2948 
Kanthine oxidase, 
assay 4435 
inhibit ion-pyrimidine(5,7-dihydroxypyrazololt 
,57-al) 2827 
Manthomonas vesicatoria, 
ribosome characterization/immunology 4562 
xc cell, 
rat, Rous sarcoma virus transformed, DNA 
transfection activity 27416 
RNA gene expression 4333 
XNenodon merremii, 
gastric epithelium, 
content-polysaccharide/protein/RNA/sulphate 
3494 
Xenopus, 
oocyte, localization-nuclear protein pool 
5995 
oocyte, translation, interferon activity 
1364 
Xenopus laevis, 
chromosome condensation, effect of histone 
kinase 2757 
DNA polymerase, characterization 6662 
embryo, rRNA biosynthesis, inhibitor 2527 
embryo, tRNA nucleotidyltransferase activity, 
during development 5681 
hf{stone H4, fodination, comparison-calf 
thymus 4368 
larva, mesonephros, development, DNA 
biosynthesis 379 
liver, oestrogen, induction-vitellogenic 
protein mRNA 812 
liver, poly (A)-containing RNA, 
nucleus/cytoplasm, comparison 2528 
liver, vitellogenin 
biosynthesis-polyribosome, characterization 
1903 
nucleoprotein-DNA ratio 2751 
oocyte/eqg, DNA polymerase, characterization 
582 
oocyte extract, effect on SV40 supercoiled 
DNA 2170 
oocyte, gene amplification, rolling circle, 
review 1776 
oocyte, globin mRNA, Lacking poly(A), 
degradation 1370 
oocyte, injection-Hela cell nucleus, 
study-transcription control 2536 
oocyte maturation, rRNA gene localization 
3066 
sone nucleolus, detection-rRNA biosynthesis 
oocyte, ovalbumin mRNA translation, effect of 
oestrogen 3592 
oocyte, poly (A) containing mRNA translation, 
cell-free system 5810 
oocyte, RNA biosynthesis, effect of 
HCG/progesterone 2550 
eee cares cell, tRNA f Met sequence 
oocyte, translation-avian myeloblastosis 
virus RNA 2053 
aera translation-rabbit uterogtobin mRNA 
ovary, rRNA biosynthesis, association-nuage, 
oogenesis 4121 
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Xenopus Laevis(Contd), ‘ 
ovary, RNA polymerase C, purification, 
activity-double-stranded DNA transcription 
5538 
RNA 5S biosynthesis, control 4120 
rRNA 18S/rRNA 28S, hybridization, 
distribution-mammalian genome 1645 
rRNA 28S/precursor rRNA, renaturation 1974 
rRNA gene amplification 882 
rRNA gene, Length heterogeneity 6542 6543 
rRNA aene, sequence 4237 
rRNA gene, spacer region, pattern 6445 
rRNA gene structure/amplification 4736 
tRNA, properties, comparison-oocyte/somatic 
cele T22 
rRNA seauence 2516 
thyroxine-induced metamorphosis, nucleotide 
biosynthesis/RNA biosynthesis 3556 
vitellogenin mRNA, 
induction-17beta-oestradiol 
biosynthesis/translation 4138 
Kenopus mulleri, 
rRNA gene, sequence 4237 
Xeroderma pigmentosum, 
biochemical/genetical characteristics, review 
1045 
cell-free system, defective 
production-thymine dimer-DNA 5614 
defective in DNA excision repair, sister 
chromatid exchange 900 
DNA damage/repair/chromosome aberration, 
effect of N-methyl-N'-nitrosoguanidine 912 
DNA excision-repair, effect of UV-irradiation 
4810 
DNA repair 407 
DNA repair, complementation group 1522 
DNA repair, defect, UV-irradiation 3194 
DNA repair, effect of UV-irradiation 5418 
endonuclease activity 3888 
fibroblast, UV-irradiation, effect on colony 
formation 5932 e* 
host-cell reactivation-UV-irradiation SV40 
DNA 3744 
human fibroblast, DNA repair, effect of 
UV-irradiation 2149 
human, photoreactivation-DNA pyrimidine 
dimers 2682 
gQamma-irradiation, defective DNA repair 4809 
UV-irradiation, DNA repair, effect of 
caffeine 5417 
UV-irradiation, excision repair deficiency, 
effect of caffeine 1521 
UV-irradiation, induction-DNA biosynthesis, 
restoration, phage T4 endonuclease V/Sendai 
virus 901 
toxicity-UV-irradiation/hydrocarbon epoxide, 
caffeine synergism 2083 
Xiphophorine fish, 
transformation 3811 
XTP, 
effect on tRNA (aminoacyl) synthetase 
stability 2450 
Xylea, 
differentiation, nucleus structure 3269 


Y base, 


effect on Saccharomyces cerevisiae tRNA Phe 
eee eda nn (phenylalanyl) synthetase 
effect on yeast tRNA Phe 
conformation/kinetics 2910 
Yaba monkey tumour virus, 
DNA, molecular weight 5322 
Yeast, 
see also Saccharomyces, etc. 
DNA homology/base composition 2633 


Yeast(Contd), 

DNA, mitochondrial/nuclear, 
(bromodeoxy) 5926 

DNA photolyase, physical properties 
localization-tRNA gene 6537 

mejosis, recombination/DNA biosynthesis, 
hydroxyurea inhibition 3183 

mitochondria, poly (A)-containing RNA, 
translation, Escherichia coli ribosome 


incorporat ion-UMP 


1775 


807 


Yeast(Contd), 


tRNA(phenylalanyl) synthetase, AMP-ATP 
exchange reaction 1186 
tRNA(Cphenylalanyl) synthetase/tRNA(seryl) 
synthetase aminoacylation, substrate 
specificity 4031 
RNase H activity, 
A 4386 
tRNACseryl) synthetase/tRNA(phenylalanyl) 


association-RNA polymerase 


mitochondria, RNA polymerase, synthetase, isolation/characterization 4030 
isolation/properties 6676 Yersinia enterocolitica, 
mitochondrial DNA, structure, petite mutant characterization, use-DNA hybridization 5330 
3686 DNA hybridization, taxonomy 1462 
mutant, rRNA 27S precursor biosynthesis 3000 Yersinia pseudotuberculosis, 
photoreactivating enzyme, characterization, use-DNA hybridization 5330 
activation-irradiation 2688 Yoshida ascites carcinoma, 
protein biosynthesis, inhibition-ricin 5701 DNA binding protein isolation/structure 4884 
recombination-mitochondrial DNA, mating 3226 RNA biosynthesis, effect of 
tRNACLlysyl) synthetase, interact ion-tRNA UV-irradiation/qamma-irradiation + 
1892 rifampicin 4665 
tRNA (aminoacyl) synthetase, specificity Yoshida ascites cell, 
5685 DNA biosynthesis, effect of vinblastine 5420 


tRNA Asp, NMR, secondary structure/tertiary 


structure 5070 
rRNA gene, characterization 341 
tRNA Gly, unfolding, NPR 5069 


rRNA, 
4108 

tRNA Leu native/denatured, NMR 2445 

tRNA nucleotidyltransferase, affinity 
lLabelling-tRNA Phe, 3'’-terminal modification 

5687 

tRNA Phe, 

synthetase, mechanism 


jisolation-uridine(5-hydrox ymethyL) 


aminoacylation-tRNA (phenylalanyl) 
6185 


tRNA Phe, atomic coordinates 670 
tRNA Phe, atomic coordinates/conformation 
2911 


tRNA Phe, bindinag-Escherichia coli tRNA Glu, 
complementary anticodon 4512 

tRNA Phe, codon-anticodon interaction, 
kinetics 1923 

tRNA Phe, conformation/kinetics, 
base/formycin 2910 

tRNA Phe, dodecanucleotide anticodon 
fragment, bindina-tetranucleotide, kinetics 

6160 

tRNA Phe, polynucleotide backbone, 
6171 

tRNA Phe/tRNA Lys melting pattern, effect of 
Z"= terminal seauence 4014 

tRNA Phe, structure 1881 1882 

RNA polymerase A/RNA polymerase B, 
characterization 3296 

RNA polymerase activity, effect of 
phosphorylation 4412 

RNA polymerase B, characterization 
RNA polymerase I activity, role-zinc 
RNA polymerase, subunit composition, 
relationship-activity 5532 

tRNA Ser, bindina-tRNA (seryl) synthetase, 
kinetics 6190 

tRNA Tyr, S'’-terminal synthesis 5656 

tRNA, uridine (o*2'-methyl-S-carbamoyl), 
occurrence/characterization 5003 

tRNA, use-formation-reconstituted synthetic 
oligonucleotide 5675 

tRNA Val, complementary 
polydeoxyribonucleotide, synthesis 5044 
tRNA Val, fragment, synthesis-complementary 
polynucleotide 5657 

tRNA Val, homologous polydeoxyribonucleot ide, 
synthesis 5045 

tRNA Val/tRNA Phe, interaction-tRNA (valyl) 
synthetase/tRNA (phenylalanyl) synthetase 

> 686 

tRNA (valyl) synthetase, 
specificity, tRNA 135 
tRNA(phenalanyl) synthetase kinetics, effect 
of salt 4032 


effect of Y 


folding 


5537 
3906 


recognition 


RNA biosynthesis, inhibition-follicular 
fluid, bovine 570 

semi-conseruative DNA biosynthesis/DNA 
repair, effect of 
cyclophosphamide/vincristine/vinblastine/pro 
carbacine 916 


Yoshida ascites hepatoma, 


DNA biosynthesis, circadian rhythm 895 
mitochondria ribosomes, 
isolation/characterization 
mitochondria, RNA biosynthesis 
Yoshida ascites sarcoma, 
DNA, interaction-chlorambucil/nitrogen 
mustard/CB 3034 3651 
RNA biosynthesis, effect of dibromodulcitol 
binding-DNA/chromatin 3818 
Yoshida tumour, 
mitomycin C, cancer chemotherapy, effect on 
“DNA biosynthesis 1572 ; vo 
Yt base, 
Torulopsis utilis tRNA Phe, 
Yt nucleoside, 
Torulopsis utilis tRNA Phe, 


1194 
1343 


structure 2444 


structure 2444 


Zajdela hepatoma, 
chromatin, nuclear ribonucleoprotein 
occurrence/analysis, rat 4260 
content-DNA-fuchsin complex, effect of 
UV-irradiation 5255 
DNA polymerase, isolation/properties 6669 
effect of bull seminal vesicle RNase, rat 

4395 

nuclear RNA, comparison-rat Liver 5175 
tRNA methylase, kinetics/specificity, 


_comparison-rat Liver 5686 
Zea mays, 
albino, chloroplast, structure 3074 
chloroplast, isolation-poly (A)-containing 
RNA 5764 
DNA assay, adenine glyoxal complex formation 
5252 


DNA biosynthesis, effect of atrizine. 5423 

DNA biosynthesis/RNA biosynthesis, effect of 
gibberellic acid, during fertilization 4274 

endosperm, zein biosynthesis, polyribosomes 
binding-protein body 1920 

gibberellin-sensitive, RNA biosynthesis, 
effect of AMP (cyclic) 2042 

mutant, polyribosome zein biosynthesis 

mutant, RNA polymerase, characterization 
2323 

nonhistone protein, analysis 


3477 


3840 
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Zea mays(Contd), 
nucleolar organizer, localization-rRNA gene 
3819 
plastid, RNA polymerase activity, effect of 
illumination 6643 
rRNA biosynthesis/methylation, effect of 
gibberetlic acid 2555 3033 
mRNA biosynthesis, stimulation-gibberellic 
acid 5208 
tRNA, hybridization-chloroplast DNA 5672 
RNA polymerase/polynucleotide 
adenylyltransferase, assay 6644 
Zeatin, 
effect on nitrate reductase 
activity/polyribosome biosynthesis, 
Trigonella fuenum graecum 3467 
Zeatin (trans-ribosyl), 
isolation-tRNA, Agrobacterium tumefaciens 
5002 
Tein, 
biosynthesis, Zea mays endosperm, 
polyribosome binding-protein body 1920 
polyribosome biosynthesis, Zea mays mutant 
3477 
linc, 
adenine (catenadichloro-mu-9-methyl) complex, 
X-ray crystallography 4985 
ATP + tryptophan complex formation, structure 
3976 
complex-adeninium (8-aza-trichloro), crystal 
structure 6060 
effect on DNA biosynthesis, rat/mouse 
neoplasm 3199 
protein, RNA polymerase B, isolation, 
Saccharomyces cerevisiae 4941 
role-RNA polymerase I activity, yeast 3906 
role-RNA polymerase II, Euglena gracilis 
6648 
Zine ion, 
activation-DWNA biosynthesis 4814 
“effect on dephosphoryLlat ion-ATP/GTP/ITP/CTP 
3392 
effect on DNA biosynthesis 380 
effect on DNA biosynthesis/thymidine kinase 
4311 
effect on polyribosome, Paramecium aurelia 
169 
interaction-DNA, kinetics 846 
interaction-guanine dinucleotide, circular 
dichroism 6148 
Taper achiananelyguelect ide ¢ carcinogenicity 
24 
probe, nucleoside analysis 1802 
Zinc metalloenzyme, 
elonaation factor EF1, rat liver 1244 
Zoospore, 
Allomyces arbuscula, germination, RNA 
biosynthesis 2997 
Blastocladiella emersonii, germination, 
biosynthesis-poly(A) containing mRNA 4640 
Blastocladiella emersonii, poly 
(A)-containing RNA, 
identification/characterization 5139 
germination, Blastocladiella ramosa, RNA 
biosynthesis 3006 
Zygote, 
heterogeneity, Saccharomyces cerevisiae, 
mitochondria gene 473 
Petunia hybrida, DNA biosynthesis 1535 
Saccharomyces cerevisiae mitochondrial DNA, 
restriction, recombination 1636 
Zymomonas genus, 
DNA homologies 1464 
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